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j Paper IF Citations

87 tLMachineLLearningLtpproachLtoLParkinsonâ��sLwiseaseLuloodLTranscriptomicsaLGenesXL2022XLdfXLjej 4.2 3

86 βnLtrabidopsisLthalianaLvdLdifferentiallyLimpactsLonLhormoneLgeneticLpathwaysLinLtheLmethylationL
defectiveLddcLmutantLcomparedLtoLwildLtypeaLScientificrReportsXL2021XLddXLdclih 4.9 4

85 ’ighZThroughputLSequencingLtoLwetectLwNtZRNtLvhangesaLMethodsrinrMolecularrBiologyXL2021XL
edkdXLdlfZede 1.4 3

84 RxwβportalmLmillionsLofLnovelLtZtoZβLRNtLeditingLeventsLfromLthousandsLofLRNtseqLexperimentsaL
NucleicrAcidsrResearchXL2021XLglXLwdcdeZwdcdl 20.1 19

83 RtPmLtLWebLToolLforLRNtZSeqLwataLtnalysisaLMethodsrinrMolecularrBiologyXL2021XLeekgXLflfZgdh 1.4

82 watabasesLforLRNtLxditingLvollectionsaLMethodsrinrMolecularrBiologyXL2021XLeekgXLgijZgkc 1.4 1

81 tLprimerLonLmachineLlearningLtechniquesLforLgenomicLapplicationsaLComputationalrandrStructuralr
BiotechnologyrJournalXL2021XLdlXLgfghZgfhl 6.8 1

80 RNtLxditingLwetectionLinL’PvLβnfrastructuresaLMethodsrinrMolecularrBiologyXL2021XLeekgXLehfZejc 1.4 1

79 uioinformaticsLResourcesLforLRNtLxditingaLMethodsrinrMolecularrBiologyXL2021XLedkdXLdjjZdld 1.4 1

78 wetectionLofLtZtoZβLRNtLxditingLinLStRSZvOVZeaaLGenesXL2021XLdfXL 4.2 11

77 TheLcellLlineLtZtoZβLRNtLeditingLcatalogueaLNucleicrAcidsrResearchXL2020XLgkXLhkglZhkhk 20.1 17

76 βnvestigatingL’umanLMitochondrialLzenomesLinLSingleLvellsaLGenesXL2020XLddXL 4.2 6

75 QuantifyingLRNtLxditingLinLweepLTranscriptomeLwatasetsaLFrontiersrinrGeneticsXL2020XLddXLdlg 4.5 11

74 βnvestigatingLRNtLeditingLinLdeepLtranscriptomeLdatasetsLwithLRxwβtoolsLandLRxwβportalaLNaturer
ProtocolsXL2020XLdhXLdclkZddfd 18.8 35

73 vriticalLassessmentLofLbioinformaticsLmethodsLforLtheLcharacterizationLofLpathologicalLrepeatL
expansionsLwithLsingleZmoleculeLsequencingLdataaLBriefingsrinrBioinformaticsXL2020XLedXLdljdZdlki 13.4 4

72 xLβXβRZβTL’PvsvβNxvtmLhighLperformanceLcomputingLresourcesLforLtheLbioinformaticsLcommunityaL
BMCrBioinformaticsXL2020XLedXLfhe 3.6 6

71 ’PvZRxwβtoolsmLaLnovelL’PvZawareLtoolLforLimprovedLlargeLscaleLRNtZeditingLanalysisaLBMCr
BioinformaticsXL2020XLedXLfhf 3.6 8
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70 RNtLeditingLinLplantsmLtLcomprehensiveLsurveyLofLbioinformaticsLtoolsLandLdatabasesaLPlantr
PhysiologyrandrBiochemistryXL2019XLdfjXLhfZid 5.4 18

69 wynamicLinosinomeLprofilesLrevealLnovelLpatientLstratificationLandLgenderZspecificLdifferencesLinL
glioblastomaaLGenomerBiologyXL2019XLecXLff 18.3 32

68 tLhighLresolutionLtZtoZβLeditingLmapLinLtheLmouseLidentifiesLeditingLeventsLcontrolledLbyLpreZmRNtL
splicingaLGenomerResearchXL2019XLelXLdghfZdgif 9.7 35

67 vhangesLinLgeneLexpressionLandLmetabolicLprofileLofLdrupesLofLOleaLeuropaeaLLaLcvLvaroleaLinL
relationLtoLmaturationLstageLandLcultivationLareaaLBMCrPlantrBiologyXL2019XLdlXLgek 5.3 12

66 xlucidatingLtheLeditomemLbioinformaticsLapproachesLforLRNtLeditingLdetectionaLBriefingsrinr
BioinformaticsXL2019XLecXLgfiZggj 13.4 43

65 RNentropymLanLentropyZbasedLtoolLforLtheLdetectionLofLsignificantLvariationLofLgeneLexpressionL
acrossLmultipleLRNtZSeqLexperimentsaLNucleicrAcidsrResearchXL2018XLgiXLegi 20.1 23

64 WholeLtranscriptomeLprofilingLofLLateZOnsetLtlzheimerSsLwiseaseLpatientsLprovidesLinsightsLintoL
theLmolecularLchangesLinvolvedLinLtheLdiseaseaLScientificrReportsXL2018XLkXLgeke 4.9 46

63 RxwβdbLfacmLtLvomprehensiveLvollectionLofLRNtLxditingLxventsLinLPlantLOrganellarLzenomesaL
FrontiersrinrPlantrScienceXL2018XLlXLgke 6.2 16

62 tZztMxmLimprovingLtheLassemblyLofLpooledLfunctionalLmetagenomicsLsequenceLdataaLBMCr
GenomicsXL2018XLdlXLgg 4.5 6

61 voVavSmLaLconsensusLvariantLcallingLsystemaLBMCrGenomicsXL2018XLdlXLdec 4.5 14

60 SingleZcellLtranscriptomicsLrevealsLspecificLRNtLeditingLsignaturesLinLtheLhumanLbrainaLRnaXL2017XL
efXLkicZkih 5.8 45

59 RNtLeditingLsignatureLduringLmyeloidLleukemiaLcellLdifferentiationaLLeukemiaXL2017XLfdXLekegZekfe 10.7 16

58 TranscriptomicLanalysisLofLnickelLexposureLinLSphingobiumLspaLbadLcellsLusingLRNtZseqaLScientificr
ReportsXL2017XLjXLkeie 4.9 7

57 MassiveLtranscriptomeLsequencingLofLhumanLspinalLcordLtissuesLprovidesLnewLinsightsLintoLmotorL
neuronLdegenerationLinLtLSaLScientificrReportsXL2017XLjXLdccgi 4.9 59

56 RxwβportalmLaLcomprehensiveLdatabaseLofLtZtoZβLRNtLeditingLeventsLinLhumansaLNucleicrAcidsr
ResearchXL2017XLghXLwjhcZwjhj 20.1 166

55 zeographicLPopulationLStructureLinLxpsteinZuarrLVirusLRevealedLbyLvomparativeLzenomicsaLGenomer
BiologyrandrEvolutionXL2016XLkXLfekgZfeld 3.9 23

54 ReducedLlevelsLofLproteinLrecodingLbyLtZtoZβLRNtLeditingLinLtlzheimerSsLdiseaseaLRnaXL2016XLeeXLelcZfce 5.8 77

53 TranscriptionalLtnalysisLofLspaLvapableLofLwegradingLOchratoxinLtaLFrontiersrinrMicrobiologyXL2016XL
jXLedie 5.7 21

(2016-2019)
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52 TheLinfluenceLofLinvasiveLjellyfishLbloomsLonLtheLaquaticLmicrobiomeLinLaLcoastalLlagoonLTVaranoXLSxL
βtalyULdetectedLbyLanLβlluminaZbasedLdeepLsequencingLstrategyaLBiologicalrInvasionsXL2015XLdjXLlefZlgc 2.7 43

51 UsingLRxwβtoolsLtoLwetectLRNtLxditingLxventsLinLNzSLwatasetsaLCurrentrProtocolsrinrBioinformaticsXL
2015XLglXLdeadeadZdeadeadh 24.2 23

50 xpsteinZuarrLvirusLgeneticLvariantsLareLassociatedLwithLmultipleLsclerosisaLNeurologyXL2015XLkgXLdfieZk 6.5 29

49 TissueZspecificLmtwNtLabundanceLfromLexomeLdataLandLitsLcorrelationLwithLmitochondrialL
transcriptionXLmassLandLrespiratoryLactivityaLMitochondrionXL2015XLecXLdfZed 4.9 94

48 ProfilingLRNtLeditingLinLhumanLtissuesmLtowardsLtheLinosinomeLttlasaLScientificrReportsXL2015XLhXLdglgd 4.9 137

47 RtPmLRNtZSeqLtnalysisLPipelineXLaLnewLcloudZbasedLNzSLwebLapplicationaLBMCrGenomicsXL2015XLdiXLSf 4.5 58

46 TranscriptomeLassemblyLandLalternativeLsplicingLanalysisaLMethodsrinrMolecularrBiologyXL2015XLdeilXLdjfZkk1.4 1

45 wetectionLofLpostZtranscriptionalLRNtLeditingLeventsaLMethodsrinrMolecularrBiologyXL2015XLdeilXLdklZech1.4 7

44 xxploringLtheLRNtLeditingLpotentialLofLRNtZSeqLdataLbyLxxpxditaLMethodsrinrMolecularrBiologyXL
2015XLdeilXLfejZfk 1.4 3

43 tSPicwumLaLdatabaseLwebLtoolLforLalternativeLsplicingLanalysisaLMethodsrinrMolecularrBiologyXL2015XL
deilXLfihZjk 1.4 3

42 RhodobacterLsphaeroidesLadaptationLtoLhighLconcentrationsLofLcobaltLionsLrequiresLenergeticL
metabolismLchangesaLFEMSrMicrobiologyrEcologyXL2014XLkkXLfghZhj 4.3 20

41 xasyvlusteremLanLimprovedLtoolLforLclusteringLandLassemblingLlongLtranscriptomeLreadsaLBMCr
BioinformaticsXL2014XLdhLSupplLdhXLSj 3.6 3

40 UncoveringLRNtLxditingLSitesLinLLongLNonZvodingLRNtsaLFrontiersrinrBioengineeringrandr
BiotechnologyXL2014XLeXLig 5.8 34

39 MTooluoxmLaLhighlyLautomatedLpipelineLforLheteroplasmyLannotationLandLprioritizationLanalysisLofL
humanLmitochondrialLvariantsLinLhighZthroughputLsequencingaLBioinformaticsXL2014XLfcXLfddhZj 7.2 132

38 MolecularLcharacterizationLandLfunctionalLanalysisLofLfourL˛†ZdXgZendoglucanasesLfromLtheL
rootZlesionLnematodeLPratylenchusLvulnusaLPlantrPathologyXL2014XLifXLdgfiZdggh 2.8 9

37 LactobacillusLrossiaeXLaLvitaminLudeLproducerXLrepresentsLaLmetabolicallyLversatileLspeciesLwithinL
theLzenusLLactobacillusaLPLoSrONEXL2014XLlXLedcjefe 3.7 50

36 WxPmLaLhighZperformanceLanalysisLpipelineLforLwholeZexomeLdataaLBMCrBioinformaticsXL2013XLdgL
SupplLjXLSdd 3.6 38

35 RxwβtoolsmLhighZthroughputLRNtLeditingLdetectionLmadeLeasyaLBioinformaticsXL2013XLelXLdkdfZg 7.2 157
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34 tLplatformLindependentLRNtZSeqLprotocolLforLtheLdetectionLofLtranscriptomeLcomplexityaLBMCr
GenomicsXL2013XLdgXLkhh 4.5 4

33 tSPicZzeneβwmLaLlightweightLpipelineLforLgeneLpredictionLandLalternativeLisoformsLdetectionaL
BioMedrResearchrInternationalXL2013XLecdfXLhcekej 3 6

32 SplicetidZymLaLdatabaseLofLhumanLsplicingLfactorsLandLtheirLRNtZbindingLsitesaLNucleicrAcidsr
ResearchXL2013XLgdXLwdehZfd 20.1 87

31
wifferencesLinLgeneLexpressionLandLcytokineLreleaseLprofilesLhighlightLtheLheterogeneityLofLdistinctL
subsetsLofLadiposeLtissueZderivedLstemLcellsLinLtheLsubcutaneousLandLvisceralLadiposeLtissueLinL
humansaLPLoSrONEXL2013XLkXLehjkle

3.7 46

30 zenomeZwideLanalysisLofLdifferentiallyLexpressedLgenesLandLsplicingLisoformsLinLclearLcellLrenalLcellL
carcinomaaLPLoSrONEXL2013XLkXLejkghe 3.7 14

29 vlusteringLandLtssemblingLLargeLTranscriptomeLwatasetsLbyLxasyvlustereaLCommunicationsrinr
ComputerrandrInformationrScienceXL2013XLefdZefi 0.3 1

28 PβntronmLaLfastLmethodLforLdetectingLtheLgeneLstructureLdueLtoLalternativeLsplicingLviaLmaximalL
pairingsLofLaLpatternLandLaLtextaLBMCrBioinformaticsXL2012XLdfLSupplLhXLSe 3.6 8

27 MitochondrialLgenomesLgleanedLfromLhumanLwholeZexomeLsequencingaLNaturerMethodsXL2012XLlXLhefZg 21.6 87

26 tLnovelLcomputationalLstrategyLtoLidentifyLtZtoZβLRNtLeditingLsitesLbyLRNtZSeqLdatamLdeLnovoL
detectionLinLhumanLspinalLcordLtissueaLPLoSrONEXL2012XLjXLeggdkg 3.7 15

25 uvRbtuLdLfusionLtranscriptsLgeneratedLfromLalternativeLsplicingmLimplicationsLforLfutureLtargetedL
therapiesLinLPhWLleukaemiasaLCurrentrMolecularrMedicineXL2012XLdeXLhgjZih 2.5 6

24 tnLimprovedLprocedureLforLclusteringLandLassemblyLofLlargeLtranscriptomeLdataaLEMBnetrJournalXL
2012XLdkXLdfg 2.3 2

23 tLNovelLtpproachLtoLvlusteringLandLtssemblyLofLLargeZScaleLRocheLghgLTranscriptomeLwataLforL
zeneLValidationLandLtlternativeLSplicingLtnalysisaLLecturerNotesrinrComputerrScienceXL2012XLigdZigk 0.9 2

22 tLpolygalacturonaseZinhibitingLproteinLwithLaLroleLinLpeaLdefenceLagainstLtheLcystLnematodeL
’eteroderaLgoettingianaaLMolecularrPlantrPathologyXL2011XLdeXLejhZkj 5.7 14

21 RxwβdbmLanLupgradedLbioinformaticsLresourceLforLorganellarLRNtLeditingLsitesaLMitochondrionXL2011XL
ddXLficZh 4.9 18

20 xxpxditmLaLwebserverLtoLexploreLhumanLRNtLeditingLinLRNtZSeqLexperimentsaLBioinformaticsXL2011XL
ejXLdfddZe 7.2 24

19 tSPicwumLaLdatabaseLofLannotatedLtranscriptLandLproteinLvariantsLgeneratedLbyLalternativeLsplicingaL
NucleicrAcidsrResearchXL2011XLflXLwkcZh 20.1 35

18 LargeZscaleLdetectionLandLanalysisLofLRNtLeditingLinLgrapeLmtwNtLbyLRNtLdeepZsequencingaL
NucleicrAcidsrResearchXL2010XLfkXLgjhhZij 20.1 117

17 UTRdbLandLUTRsiteLTRxLxtSxLecdcUmLaLcollectionLofLsequencesLandLregulatoryLmotifsLofLtheL
untranslatedLregionsLofLeukaryoticLmRNtsaLNucleicrAcidsrResearchXL2010XLfkXLwjhZkc 20.1 247

(2010-2013)
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16 MitoZoamLaLcuratedLmitochondrialLgenomeLdatabaseLofLmetazoansLforLcomparativeLgenomicsL
studiesaLMitochondrionXL2010XLdcXLdleZl 4.9 41

15 uioinformaticsLapproachesLforLgenomicsLandLpostLgenomicsLapplicationsLofLnextZgenerationL
sequencingaLBriefingsrinrBioinformaticsXL2010XLddXLdkdZlj 13.4 120

14 vomputationalLmethodsLforLabLinitioLandLcomparativeLgeneLfindingaLMethodsrinrMolecularrBiologyXL
2010XLiclXLeilZkg 1.4 33

13 NewLToolsLforLxxpressionLtlternativeLSplicingLValidationaLCommunicationsrinrComputerrandr
InformationrScienceXL2010XLeeeZefd 0.3

12 wetectingLalternativeLgeneLstructuresLfromLsplicedLxSTsmLaLcomputationalLapproachaLJournalrofr
ComputationalrBiologyXL2009XLdiXLgfZii 1.7 22

11 xasyvlustermLaLfastLandLefficientLgeneZorientedLclusteringLtoolLforLlargeZscaleLtranscriptomeLdataaL
BMCrBioinformaticsXL2009XLdcLSupplLiXLSdc 3.6 11

10 βsLplantLmitochondrialLRNtLeditingLaLsourceLofLphylogeneticLincongruencerLtnLanswerLfromLinLsilicoL
andLinLvivoLdataLsetsaLBMCrBioinformaticsXL2008XLlLSupplLeXLSdg 3.6 4

9 PhylogeneticLcomparisonLofLhuntingtinLhomologuesLrevealsLtheLappearanceLofLaLprimitiveLpolyQLinL
seaLurchinaLMolecularrBiologyrandrEvolutionXL2008XLehXLffcZk 8.3 65

8 tSPicwumLaLdatabaseLresourceLforLalternativeLsplicingLanalysisaLBioinformaticsXL2008XLegXLdfccZg 7.2 36

7 RxwβdbmLtheLRNtLeditingLdatabaseaLNucleicrAcidsrResearchXL2007XLfhXLwdjfZj 20.1 45

6 RNtLeditingLhasLbeenLlostLinLtheLmitochondrialLcoxfLandLrpsdfLmRNtsLinLtsparagalesaLBiochimieXL
2007XLklXLdhlZij 4.6 15

5 xdiPymLaLresourceLtoLsimulateLtheLevolutionLofLplantLmitochondrialLgenesLunderLtheLRNtLeditingaL
ComputationalrBiologyrandrChemistryXL2006XLfcXLjjZkc 3.6 7

4 tLnovelLadditionalLgroupLββLintronLdistinguishesLtheLmitochondrialLrpsfLgeneLinLgymnospermsaL
JournalrofrMolecularrEvolutionXL2005XLicXLdliZeci 3.1 15

3 StrikingLdifferencesLinLRNtLeditingLrequirementsLtoLexpressLtheLrpsgLgeneLinLmagnoliaLandL
sunflowerLmitochondriaaLGeneXL2002XLekiXLffZgd 3.8 9

2 ’PvZRxwβtoolsmLaLNovelL’PvZawareLToolLforLβmprovedLLargeLScaleLRNtZeditingLtnalysis 3

1 tZtoZβLRNtLeditingLinLStRSZvOVZemLrealLorLartifactr 2
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