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Bioactive compounds induced in Physalis angulata L. by methyl-jasmonate: an investigation of
compound accumulation patterns and biosynthesis-related candidate genes. Plant Molecular Biology,
2020, 103, 341-354.

MepmiRDB: a medicinal plant microRNA database. Database: the Journal of Biological Databases and 3.0 19
Curation, 2019, 2019, . :

Transcriptome-wide identification of microRNAs and functional insights inferred from
microRNA&€” target pairs in Physalis angulata L. Plant Signaling and Behavior, 2019, 14, 1629267.

High-Density Genetic Map Construction and Stem Total Polysaccharide Content-Related QTL

Exploration for Chinese Endemic Dendrobium (Orchidaceae). Frontiers in Plant Science, 2018, 9, 398. 3.6 36

Development of Species-Specific SCAR Markers, Based on a SCoT Analysis, to Authenticate Physalis
(Solanaceae) Species. Frontiers in Genetics, 2018, 9, 192.

Comparative Metabolomic and Proteomic Analyses Reveal the Regulation Mechanism Underlying
Me)A-Induced Bioactive Compound Accumulation in Cutleaf Groundcherry (<i>Physalis angulata</i> L.) 5.2 28
Hairy Roots. Journal of Agricultural and Food Chemistry, 2018, 66, 6336-6347.

Identification and analysis of genes associated with the synthesis of bioactive constituents in
Dendrobium officinale using RNA-Seq. Scientific Reports, 2017, 7, 187.

An innovative procedure of genome-wide association analysis fits studies on germplasm population

and plant breeding. Theoretical and Applied Genetics, 2017, 130, 2327-2343. 3.6 121

Development of SSR Markers and Assessment of Genetic Diversity in Medicinal Chrysanthemum
morifolium Cultivars. Frontiers in Genetics, 2016, 7, 113.

Application of the Ribosomal DNA ITS2 Region of Physalis (Solanaceae): DNA Barcoding and

Phylogenetic Study. Frontiers in Plant Science, 2016, 7, 1047. 3.6 49

A transcriptome-wide, organ-specific regulatory map of Dendrobium officinale, an important
traditional Chinese orchid herb. Scientific Reports, 2016, 6, 18864.

Detecting the QTL-allele system of seed isoflavone content in Chinese soybean landrace population
for optimal cross design and gene system exploration. Theoretical and Applied Genetics, 2016, 129, 3.6 70
1557-1576.

Advances in Dendrobium molecular research: Applications in genetic variation, identification and

breeding. Molecular Phylogenetics and Evolution, 2016, 95, 196-216.

Dendrobium SSR markers play a good role in genetic diversity and phylogenetic analysis of

Orchidaceae species. Scientia Horticulturae, 2015, 183, 160-166. 3.6 2



20

22

ARTICLE IF CITATIONS

Start codon targeted (SCoT) and target region amplification polymorphism (TRAP) for evaluating the
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