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81 UnravellingMtheMImpactMofMβrapeMWashingZMSOfZMandMMultiaStarterMInoculationMinMLabaScaleM
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relatedMorganismsMMinutesMofMtheMclosedMmeetingZMfdMJuneMfdemZMPragueZMwzechMRepublicbM
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63 IdentificationMofMvariableMgenomicMregionsMrelatedMtoMstressMresponseMinMOenococcusMoenibMFoodd
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62 VariabilityMinMgeneMcontentMandMexpressionMofMtheMthioredoxinMsystemMinMOenococcusMoenibMFoodd
MicrobiologyZM2017ZMjeZMfgagf 6 12

61 ImmunologicalMandMwlinicalMyffectMofMxietMModulationMofMtheMβutMMicrobiomeMinMMultipleMSclerosisM
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58 xraftMβenomeMSequenceMofMtheMProbioticMYeastMKluyveromycesMmarxianusMfragilisMvdgmmbMGenomed
AnnouncementsZM2016ZMhZM 9
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asMaMcaseMstudybMApplieddMicrobiologydanddBiotechnologyZM2016ZMeddZMhimiajdi 5.7 52

56 wombinationsMofMcerealM˛†aglucansMandMprobioticsMcanMenhanceMtheMantiainflammatoryMactivityMonMhostM
cellsMbyMaMsynergisticMeffectbMJournaldofdFunctionaldFoodsZM2016ZMfgZMefafg 5.1 33
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52 IsolationZMIdentificationMandMwharacterizationMofMYeastsMfromMzermentedMβoatMMilkMofMtheMYaghnobM
ValleyMinMTajikistanbMFrontiersdindMicrobiologyZM2016ZMkZMejmd 5.7 24
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48 yxpandingMtheMbiotechnologyMpotentialMofMlactobacilliMthroughMcomparativeMgenomicsMofMfegMstrainsM
andMassociatedMgenerabMNaturedCommunicationsZM2015ZMjZMlgff 17.4 300

47 βeneticMdiversityMofMenterococciMfromMIranianMhomeamadeMartisanalMdairyMproductsbMDairydSciencedandd
TechnologyZM2015ZMmiZMeieaeji 1

46
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StaphylococcusMepidermidisZMStaphylococcusMlugdunensisMandMStaphylococcusMaureusbMFooddControlZM
2015ZMidZMjdiajef
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45 yffectMofMUVawMtreatmentMonMtheMmicrobialMpopulationMofMwhiteMandMredMwinesZMasMrevealedMbyM
conventionalMplatingMandMPMuaqPwRMmethodsbMFooddControlZM2015ZMhkZMhdkahef 6.2 25

44 SystematicsMofMLacticMucidMvacteriaM2015ZMfiage 3

43 HorizontalMgeneMtransferMamongMmicroorganismsMinMfoodnMcurrentMknowledgeMandMfutureM
perspectivesbMFooddMicrobiologyZM2014ZMhfZMfgfahg 6 72

42 TheMgenusMLactobacillusM2014ZMfhmagig 31

41 TheMfamilyMLactobacillaceaeM2014ZMfhiafhk 4

40 wontrolMofMtyramineMandMhistamineMaccumulationMbyMlacticMacidMbacteriaMusingMbacteriocinMformingM
lactococcibMInternationaldJournaldofdFooddMicrobiologyZM2014ZMemdZMehafg 5.8 25

39 TaxonomicMwharacterizationMofMProkaryoticMMicroorganismsM2014ZMflahf 1

38 MolecularMidentificationMandMquantificationMofMtetracyclineMandMerythromycinMresistanceMgenesMinM
SpanishMandMItalianMretailMcheesesbMBioMeddResearchdInternationalZM2014ZMfdehZMkhjlim 3 28

37 xraftMβenomeMSequenceMofMvacillusMcoagulansMβvIagdZMjdljZMaMWidelyMUsedMSporeazormingMProbioticM
StrainbMGenomedAnnouncementsZM2014ZMfZM 15

36 TheMgenomeMofMvifidobacteriumMpseudocatenulatumMIPLuMgjddkZMaMhumanMintestinalMstrainMwithM
isoflavoneaactivationMactivitybMGutdPathogensZM2014ZMjZMge 5.4 8

35
RecommendedMminimalMstandardsMforMdescriptionMofMnewMtaxaMofMtheMgeneraMvifidobacteriumZM
LactobacillusMandMrelatedMgenerabMInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM
2014ZMjhZMehghaehie

2.2 71

34 ProductionZMstabilityZMgeneMsequencingMandMinMsituMantiaListeriaMactivityMofMmundticinMKSMexpressedMbyM
threeMynterococcusMmundtiiMstrainsbMFooddControlZM2014ZMgiZMgeeagff 6.2 20

33 yvolutionMofMlacticMacidMbacteriaMinMtheMorderMLactobacillalesMasMdepictedMbyManalysisMofMglycolysisMandM
pentoseMphosphateMpathwaysbMSystematicdanddApplieddMicrobiologyZM2013ZMgjZMfmeagdi 4.2 33

32 TheMβenusMLactobacillusnMuMTaxonomicMUpdatebMProbioticsdanddAntimicrobialdProteinsZM2012ZMhZMfekafj 5.5 163

31
ReclassificationMofMLactobacillusMcatenaformisMUyggerthMemgiVMMooreMandMHoldemanMemkdMandM
LactobacillusMvitulinusMSharpeMetMalbMemkgMasMyggerthiaMcatenaformisMgenbMnovbZMcombbMnovbMandM
KandleriaMvitulinaMgenbMnovbZMcombbMnovbZMrespectivelybMInternationaldJournaldofdSystematicdandd
EvolutionarydMicrobiologyZM2011ZMjeZMfifdafifh

2.2 38
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30 ZygosaccharomycesMgambellarensisMspbMnovbZManMascosporogenousMyeastMisolatedMfromManMItalianM
TpassitoTMstyleMwinebMInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM2011ZMjeZMgdlhagdll2.2 17

29 βenomeascaleMdiversityMandMnicheMadaptationManalysisMofMLactococcusMlactisMbyMcomparativeMgenomeM
hybridizationMusingMmultiastrainMarraysbMMicrobialdBiotechnologyZM2011ZMhZMglgahdf 6.3 67

28 SelectionMcriteriaMandMtoolsMforMmalolacticMstartersMdevelopmentnManMupdatebMAnnalsdofdMicrobiologyZM
2011ZMjeZMggagm 3.2 34

27 βenomicMdiversityMofMLactobacillusMsalivariusbMApplieddanddEnvironmentaldMicrobiologyZM2011ZMkkZMmihaji 4.8 67

26
xiversityMofMstressMtoleranceMinMLactobacillusMplantarumZMLactobacillusMpentosusMandMLactobacillusM
paraplantarumnMuMmultivariateMscreeningMstudybMInternationaldJournaldofdFooddMicrobiologyZM2010ZM
ehhZMfkdam

5.8 79

25 MolecularMidentificationMandMosmotolerantMprofileMofMwineMyeastsMthatMfermentMaMhighMsugarMgrapeM
mustbMInternationaldJournaldofdFooddMicrobiologyZM2009ZMegdZMekmalk 5.8 97

24 TaxonomyMofMProbioticMMicroorganismsM2009ZMimeajgk 7

23 PrevalenceMandMcharacterizationMofMynterococcusMsppbMisolatedMfromMvrazilianMfoodsbMFoodd
MicrobiologyZM2008ZMfiZMjjlaki 6 114

22 βenomeMandMtranscriptomeMscaleMportraitMofMsigmaMfactorsMinMMycobacteriumMaviumMsubspbM
paratuberculosisbMInfectionsdGeneticsdanddEvolutionZM2007ZMkZMhfhagf 4.5 11

21 xichotomyMinMpostagenomicMmicrobiologybMNaturedBiotechnologyZM2007ZMfiZMlhlam 44.5 4

20 uMtaxonomicMsurveyMofMlacticMacidMbacteriaMisolatedMfromMwheatMUTriticumMdurumVMkernelsMandM
nonaconventionalMfloursbMSystematicdanddApplieddMicrobiologyZM2007ZMgdZMijeake 4.2 76

19 MultimodalMphylogenyMforMtaxonomynMintegratingMinformationMfromMnucleotideMandMaminoMacidM
sequencesbMJournaldofdBioinformaticsdanddComputationaldBiologyZM2007ZMiZMedjmali 1 2

18 IdentificationMandMfunctionalMcharacterizationMofMLactobacillusMstrainsMisolatedMfromMmilkMandM
βiodduZMaMtraditionalMSardinianMfermentedMmilkbMInternationaldDairydJournalZM2007ZMekZMegefaegfd 3.5 33

17 MycobacteriumMaviumMsubspeciesMparatuberculosisMinfectsMandMmultipliesMinMentericMglialMcellsbMWorldd
JournaldofdGastroenterologyZM2007ZMegZMikgeai 5.6 9

16 OnMspeciesMdescriptionsMbasedMonMaMsingleMstrainnMproposalMtoMintroduceMtheMstatusMspeciesM
proponendaMUspbMprbVbMInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM2007ZMikZMfeliafelk2.2 17

15 TaxonomyMofMLactobacilliMandMvifidobacteriabMCurrentdIssuesdindIntestinaldMicrobiologyZM2007ZMlZMhhaje 199

14
ReclassificationMofMLactobacillusMthermotoleransMNiamsupMetMalbMfddgMasMaMlaterMsynonymMofM
LactobacillusMingluvieiMvaeleMetMalbMfddgbMInternationaldJournaldofdSystematicdanddEvolutionaryd
MicrobiologyZM2006ZMijZMkmgakmi

2.2 9

13
LactobacillusMdurianisMLeisnerMetMalbMfddfMisMaMlaterMheterotypicMsynonymMofMLactobacillusM
vaccinostercusMKozakiMandMOkadaMemlgbMInternationaldJournaldofdSystematicdanddEvolutionaryd
MicrobiologyZM2006ZMijZMekfeaekfh

2.2 13
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12
ImmunogenicityMandMcytoadherenceMofMrecombinantMheparinMbindingMhaemagglutininMUHvHuVMofM
MycobacteriumMaviumMsubspbMparatuberculosisnMfunctionalMpromiscuityMorMaMroleMinMvirulencesbM
VaccineZM2006ZMfhZMfgjahg

4.1 29

11
xescriptionMofMβluconacetobacterMswingsiiMspbMnovbMandMβluconacetobacterMrhaeticusMspbMnovbZM
isolatedMfromMItalianMappleMfruitbMInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM
2005ZMiiZMfgjiafgkd

2.2 47

10 LactobacillusMplantarumMsubspbMargentoratensisMsubspbMnovbZMisolatedMfromMvegetableMmatricesbM
InternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM2005ZMiiZMejfmaejgh 2.2 83

9 LactobacillusMdelbrueckiiMsubspbMindicusMsubspbMnovbZMisolatedMfromMIndianMdairyMproductsbM
InternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM2005ZMiiZMhdeahdh 2.2 49

8 LactobacillusMrossiiMspbMnovbZMisolatedMfromMwheatMsourdoughbMInternationaldJournaldofdSystematicdandd
EvolutionarydMicrobiologyZM2005ZMiiZMgiahd 2.2 65

7 ReclassificationMofMPediococcusMurinaeequiMUexMMeesMemghVMβarvieMemllMasMuerococcusMurinaeequiM
combbMnovbMInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM2005ZMiiZMegfiaegfk 2.2 26

6
ReclassificationMofMLactobacillusMcellobiosusMRogosaMetMalbMemigMasMaMlaterMsynonymMofMLactobacillusM
fermentumMveijerinckMemdebMInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM2004ZM
ihZMldmalef

2.2 36

5 ShouldMnamesMreflectMtheMevolutionMofMbacterialMspeciessbMInternationaldJournaldofdSystematicdandd
EvolutionarydMicrobiologyZM2004ZMihZMfkmafle 2.2 7

4 TheMstatusMofMtheMspeciesMLactobacillusMrogosaeMHoldemanMandMMooreMemkhbMRequestMforManMopinionbM
InternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyZM2004ZMihZMemdgaemdh 2.2 2

3 yvolutionMofMtheMbacterialMspeciesMLactobacillusMdelbrueckiinMaMpartialMgenomicMstudyMwithMreflectionsM
onMprokaryoticMspeciesMconceptbMMoleculardBiologydanddEvolutionZM2003ZMfdZMmgaedh 8.3 58

2
TheMstatusMofMtheMspeciesMLactobacillusMcaseiMUOrlaaJensenMemejVMHansenMandMLesselMemkeMandM
LactobacillusMparacaseiMwollinsMetMalbMemlmbMRequestMforManMopinionbMInternationaldJournaldofd
SystematicdanddEvolutionarydMicrobiologyZM2002ZMifZMfliaflk

2.2 80

1
xifferentiationMofMLactobacillusMplantarumZMLbMpentosusZMandMLbMparaplantarumMbyMrecuMgeneM
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EnvironmentaldMicrobiologyZM2001ZMjkZMghidah
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