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Automatic method for assessment of proliferation index in digital images of DLBCL tissue section.
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Intelligent Systems and Computing, 2018, , 98-109.
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MIAP &€“ Web-based platform for the computer analysis of microscopic images to support the
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Color standardization for the immunohistochemically stained tissue section images. , 2016, , .

Improvements to Segmentation Method ofAStained Lymphoma Tissue Section Images. Advances in
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Multistage morphological segmentation of bright-field and fluorescent microscopy images.
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Digital image analysis in breast cancer: an example of an automated methodology and the effects of

image compression. Studies in Health Technology and Informatics, 2012, 179, 155-71.

JPEG2000 for automated quantification of immunohistochemically stained cell nuclei: a comparative
study with standard JPEG format. Virchows Archiv Fur Pathologische Anatomie Und Physiologie Und 2.8 8
Fur Klinische Medizin, 2011, 458, 237-245.



38

40

42

44

46

48

ANNA KORZYA,,SKA

ARTICLE IF CITATIONS
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