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46 clusterProfilerqNanNRNpackageNforNcomparingNbiologicalNthemesNamongNgeneNclustersdNOMICSmAm
JournalmofmIntegrativemBiologybN2012bNgmbNhokcn 3.8 9093

45 ggtreeqNanNrNpackageNforNvisualizationNandNannotationNofNphylogeneticNtreesNwithNtheirNcovariatesN
andNotherNassociatedNdatadNMethodsminmEcologymandmEvolutionbN2017bNobNhocim 7.7 1399
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BioinformaticsbN2015bNigbNhiohci 7.2 1036

43 GOSemSimqNanNRNpackageNforNmeasuringNsemanticNsimilarityNamongNGONtermsNandNgeneNproductsdN
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42 ReactomePxqNanNReyioconductorNpackageNforNreactomeNpathwayNanalysisNandNvisualizationdN
MolecularmBioSystemsbN2016bNghbNknncp 576

41 DOSEqNanNReyioconductorNpackageNforNdiseaseNontologyNsemanticNandNenrichmentNanalysisdN
BioinformaticsbN2015bNigbNmfocp 7.2 360

40 clusterProfilerNkdfqNxNuniversalNenrichmentNtoolNforNinterpretingNomicsNdatadNInnovationvChinaybN2021bN
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39 UsingNggtreeNtoNVisualizeNDataNonNTreecLikeNStructuresdNCurrentmProtocolsminmBioinformaticsbN2020bNmpbNepm24.2 233

38 TwoNMethodsNforNMappingNandNVisualizingNxssociatedNDataNonNPhylogenyNUsingNGgtreedNMolecularm
BiologymandmEvolutionbN2018bNilbNifkgcifki 8.3 223

37 TreeioqNxnNRNPackageNforNPhylogeneticNTreeNInputNandNOutputNwithNRichlyNxnnotatedNandNxssociatedN
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36 zellularNmicroRNxNletcncNinhibitsNMgNproteinNexpressionNofNtheNHgNgNinfluenzaNxNvirusNinNinfectedN
humanNlungNepithelialNcellsdNJournalmofmCellularmandmMolecularmMedicinebN2012bNgmbNhlipckm 5.6 90

35 qNdrawingNSVGNgraphicsNtoNvisualizeNandNmapNgenomecwideNdataNonNtheNidiogramsdNPeerJmComputerm
SciencebN2020bNmbNehlg 2.7 73

34 GenisteincinducedNmitoticNarrestNofNgastricNcancerNcellsNbyNdownregulatingNKIFhfxbNaNproteomicsN
studydNProteomicsbN2012bNghbNhipgcp 4.8 61

33 xzKgNpromotesNgastricNcancerNepithelialcmesenchymalNtransitionNandNmetastasisNthroughN
xKTcPOUhFgcEzDNsignallingdNJournalmofmPathologybN2015bNhimbNgnlcol 9.4 57

32 IOyRqNMulticOmicsNImmunocOncologyNyiologicalNResearchNtoNDecodeNTumorNMicroenvironmentNandN
SignaturesdNFrontiersminmImmunologybN2021bNghbNmonpnl 8.4 42

31 GutNmicrobiotaNandNmetaboliteNalterationsNassociatedNwithNreducedNboneNmineralNdensityNorNboneN
metabolicNindexesNinNpostmenopausalNosteoporosisdNAgingbN2020bNghbNoloicomfk 5.6 34

30 GeneNOntologyNSemanticNSimilarityNxnalysisNUsingNGOSemSimdNMethodsminmMolecularmBiologybN2020bN
hggnbNhfnchgl 1.4 30
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29 PutativeNcobaltcNandNnickelcbindingNproteinsNandNmotifsNinNStreptococcusNpneumoniaedNMetallomicsbN
2013bNlbNphocil 4.5 28

28 IntegratedNTranslatomicsNwithNProteomicsNtoNIdentifyNNovelNIroncTransportingNProteinsNinN
StreptococcusNpneumoniaedNFrontiersminmMicrobiologybN2016bNnbNno 5.7 28
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26 clusterProfilerqNxnNuniversalNenrichmentNtoolNforNfunctionalNandNcomparativeNstudy 25

25 ProteomicNinvestigationNofNtheNinteractomeNofNFMNLgNinNhematopoieticNcellsNunveilsNaNroleNinN
calciumcdependentNmembraneNplasticitydNJournalmofmProteomicsbN2013bNnobNnhcoh 3.9 24

24 OpencsourceNanalyticsNtoolsNforNstudyingNtheNzOVIDcgpNcoronavirusNoutbreak 24

23 xNnovelNandrographolideNderivativeNxLcgNexertsNitsNcytotoxicityNonNKlmhNcellsNthroughNaN
ROScdependentNmechanismdNProteomicsbN2013bNgibNgmpcno 4.8 21

22 QuantitativeNproteomicsNcharacterizationNonNtheNantitumorNeffectsNofNisodeoxyelephantopinN
againstNnasopharyngealNcarcinomadNProteomicsbN2013bNgibNihhhcih 4.8 19

21 ggtreeExtraqNzompactNVisualizationNofNRichlyNxnnotatedNPhylogeneticNDatadNMolecularmBiologymandm
EvolutionbN2021bNiobNkfipckfkh 8.3 15

20 ProteomicNanalysisNofNtheNcopperNresistanceNofNStreptococcusNpneumoniaedNMetallomicsbN2015bNnbNkkoclk 4.5 14

19
ProteomicNanalysisNofNmembraneNproteinsNfromNStreptococcusNpneumoniaeNwithNmultipleN
separationNmethodsNplusNhighNaccuracyNmassNspectrometrydNOMICSmAmJournalmofmIntegrativemBiologybN
2011bNglbNmoicpk

3.8 14

18 ggVennDiagramqNxnNIntuitivebNEasyctocUsebNandNHighlyNzustomizableNRNPackageNtoNGenerateNVennN
DiagramdNFrontiersminmGeneticsbN2021bNghbNnfmpfn 4.5 13

17 GeneticNcharacterizationNofNhighlyNpathogenicNHlNinfluenzaNvirusesNfromNpoultryNinNTaiwanbNhfgldN
Infection,mGeneticsmandmEvolutionbN2016bNiobNpmcgff 4.5 12

16 ProteomicNanalysisNonNtheNantibacterialNactivityNofNaNRuVIIWNcomplexNagainstNStreptococcusN
pneumoniaedNJournalmofmProteomicsbN2015bNgglbNgfncgm 3.9 12

15 PhosphoproteomeNprofileNofNhumanNlungNcancerNcellNlineNxlkpdNMolecularmBioSystemsbN2011bNnbNknhcp 12

14 FunctionalNsimilarityNanalysisNofNhumanNviruscencodedNmiRNxsdNJournalmofmClinicalmBioinformaticsbN
2011bNgbNgl 12

13 UseNtoNEffectivelyNUtilizeNPlottingNSpaceNtoNDealNWithNLargeNDatasetsNandNOutliersdNFrontiersminm
GeneticsbN2021bNghbNnnkokm 4.5 9
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11 LXtooqNanNintegratedNliveNLinuxNdistributionNforNtheNbioinformaticsNcommunitydNBMCmResearchmNotesbN
2012bNlbNimf 2.3 3

10 xNnewNmethodNforNmeasuringNfunctionalNsimilarityNofNmicroRNxsdNJournalmofmIntegratedmOMICSbN2011bN
gbN 0.5 3

9 DesignbNSxRbNangiogenicNactivitiesNevaluationNandNprocangiogenicNmechanismNofNnewNmarineN
cyclopeptideNanalogsdNCurrentmMedicinalmChemistrybN2013bNhfbNggoicpk 4.3 3

8 RIdeogramqNdrawingNSVGNgraphicsNtoNvisualizeNandNmapNgenomecwideNdataNonNtheNidiograms 2

7 xNDNxcbasedNsemanticNfusionNmodelNforNremoteNsensingNdatadNPLoSmONEbN2013bNobNennfpf 3.7 1

6 TreeSummarizedExperimentqNaNSkNclassNforNdataNwithNhierarchicalNstructuredNF1000ResearchbN2020bNpbNghkm3.6 1

5 TreeSummarizedExperimentqNaNSkNclassNforNdataNwithNhierarchicalNstructuredNF1000ResearchbN2020bNpbNghkm3.6 1

4 IdentificationNofNPrognosticNStromalcImmuneNScorecyasedNGenesNinNHepatocellularNzarcinomaN
MicroenvironmentdNFrontiersminmGeneticsbN2021bNghbNmhlhim 4.5 1

3 ProteomicNanalysisNofNputativeNhemecbindingNproteinsNinNStreptococcusNpyogenesdNMetallomicsbN
2014bNmbNgklgcp 4.5 0

2 DesignNofNgmNSNrRNxcbasedNOligonucleotideNxrrayNUsingNGroupcspecificNNoncuniqueNProbesNinNLargeN
ScaleNyacteriaNDetectionXdNProgressminmBiochemistrymandmBiophysicsbN2009bNimbNgfhlcgfik

1 xlteredNGutNMicrobiotaNasNanNxuxiliaryNDiagnosticNIndicatorNforNPatientsNWithNFracturecRelatedN
InfectionddNFrontiersminmMicrobiologybN2022bNgibNnhinpg 5.7
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