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j Paper IF Citations

191 RootLwrowthLandLqrchitectureLofLWheatLandLrrachypodiumLVaryLinLResponseLtoLqlgalLvertilizerLinL
SoilLandLSolutionZLAgronomyXL2022XLabXLbhe 3.6 0

190 vunctionalLTraitsLbZ]jLTheLpowerLofLtheLmetabolomeLforLecologyZLJournalfoffEcologyXL2022XLaa]XLdYb] 6 5

189 ’owLdosesLofLtheLorganicLinsecticideLspinosadLtriggerLlysosomalLdefectsXLelevatedLRµSXLlipidL
dysregulationXLandLneurodegenerationLinLfliesZZLELifeXL2022XLaaXL 8.9 4

188 –etabolomicsLasLanLemergingLtoolLtoLstudyLplantYmicrobeLinteractionsZZLEmergingfTopicsfinfLifef
SciencesXL2022XL 3.5 3

187 wermlineLmutationsLinLmitochondrialLcomplexLyLrevealLgeneticLandLtargetableLvulnerabilityLinL
ytxaYmutantLacuteLmyeloidLleukaemiaZZLNaturefCommunicationsXL2022XLacXLbfad 17.4 0

186 TheLuffectLofLsoldLStressLonLtheLRootYSpecificL’ipidomeLofLTwoLWheatLVarietiesLwithLsontrastingL
soldLToleranceZLPlantsXL2022XLaaXLacfd 4.5 0

185 TheLmetabolicLsignificanceLofLsymbiontLcommunityLcompositionLinLtheLcoralYalgalLsymbiosisL2022XLbaaYbbi

184 uxploringLtheLcoralLbleachingLtippingLpointLwithLacsLmetabolomicsL2022XLaiiYb]i

183 TheLstateLofLtheLartLinLplantLlipidomicsZLMolecularfOmicsXL2021XLagXLhidYia] 4.4 3

182 –odulatorsLorLfacilitatorsoLRolesLofLlipidsLinLplantLrootYmicrobeLinteractionsZLTrendsfinfPlantfScienceXL
2021XL 13.1 1

181 ReproductiveLStageLtroughtLToleranceLinLWheatjLymportanceLofLStomatalLsonductanceLandLωlantL
wrowthLRegulatorsZLGenesXL2021XLabXL 4.2 2

180 –embraneYunrichedLωroteomicsL’inkLRibosomeLqccumulationLandLωroteomeLReprogrammingLWithL
soldLqcclimationLinLrarleyLRootL–eristemsZLFrontiersfinfPlantfScienceXL2021XLabXLfeffhc 6.2 4

179 qnLqrabidopsisLlipidLmapLrevealsLdifferencesLbetweenLtissuesLandLdynamicLchangesLthroughoutL
developmentZLPlantfJournalXL2021XLa]gXLbhgYc]b 6.9 9

178 uvaluationLofLphysiologicalLandLbiochemicalLresponsesLofLpistachioLplantsLTωistaciaLveraL’ZULexposedL
toLpesticidesZLEcotoxicologyXL2021XLc]XLa]hdYa]ig 2.9 2

177 TheL–etabolicLResponseLofLrrachypodiumLRootsLtoLtheLynteractionLwithLreneficialLracteriaLysL
qffectedLbyLtheLωlantL—utritionalLStatusZLMetabolitesXL2021XLaaXL 5.6 5

176 SpatiallyLunrichedLωaralogLRearrangementsLqrgueLvunctionallyLtiverseLRibosomesLqriseLduringL
soldLqcclimationLinLqrabidopsisZLInternationalfJournalfoffMolecularfSciencesXL2021XLbbXL 6.3 1

175 qlleviationLofLsalinityLstressLinLplantsLbyLendophyticLplantYfungalLsymbiosisjLsurrentLknowledgeXL
perspectivesLandLfutureLdirectionsZLPlantfandfSoilXL2021XLdfaXLbaiYbdd 4.2 40
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174
TimeYresolutionLofLtheLshootLandLrootLgrowthLofLtheLmodelLcerealLrrachypodiumLinLresponseLtoL
inoculationLwithLqzospirillumLbacteriaLatLlowLphosphorusLandLtemperatureZLPlantfGrowthf
RegulationXL2021XLicXLadiYafb

3.2 4

173 WheatLsanLqccessLωhosphorusLvromLqlgalLriomassLasLQuicklyLandLsontinuouslyLasLvromL–ineralL
vertilizerZLFrontiersfinfPlantfScienceXL2021XLabXLfcacad 6.2 4

172 qrabidopsisLRuyY’y‘uLproteinsLactivateLribosomeLbiogenesisLduringLcoldLacclimationZLScientificf
ReportsXL2021XLaaXLbda] 4.9 9

171 ynoculationLofLbarleyLwithLTrichodermaLharzianumLTYbbLmodifiesLlipidsLandLmetabolitesLtoLimproveL
saltLtoleranceZLJournalfoffExperimentalfBotanyXL2021XLgbXLgbbiYgbdf 7 1

170 sharacterizationLofLepidermalLbladderLcellsLinLshenopodiumLquinoaZLPlanttfCellfandfEnvironmentXL
2021XLddXLcf]fYcfbb 8.4 1

169 TheLmetabolicLenvironmentLofLtheLdevelopingLembryojLqLmultidisciplinaryLapproachLonLoilseedL
rapeseedZLJournalfoffPlantfPhysiologyXL2021XLbfeXLaece]e 3.6 1

168 qLcomprehensiveLcomparisonLofLfourLmethodsLforLextractingLlipidsLfromLqrabidopsisLtissuesZLPlantf
MethodsXL2020XLafXLaee 5.8 5

167 ωhenotypingLtheLshillingLandLvreezingLResponsesLofLYoungL–icrosporeLStageLWheatLSpikesLUsingL
TargetedL–etabolomeLandL’ipidomeLωrofilingZLCellsXL2020XLiXL 7.9 6

166 yntegrativeL–ultiYomicsLqnalysesLofLrarleyLRootzonesLunderLSalinityLStressLRevealLTwoLtistinctiveL
SaltLToleranceL–echanismsZLPlantfCommunicationsXL2020XLaXLa]]]ca 9 13

165 somparativeLspatialLlipidomicsLanalysisLrevealsLcellularLlipidLremodellingLinLdifferentL
developmentalLzonesLofLbarleyLrootsLinLresponseLtoLsalinityZLPlanttfCellfandfEnvironmentXL2020XLdcXLcbgYcdc8.4 10

164 ynsightsLyntoLµxidizedL’ipidL–odificationLinLrarleyLRootsLasLanLqdaptationL–echanismLtoLSalinityL
StressZLFrontiersfinfPlantfScienceXL2020XLaaXLa 6.2 153

163 somparativeLmetabolomicsLimplicatesLthreitolLasLaLfungalLsignalLsupportingLcolonizationLofL
qrmillariaLluteobubalinaLonLeucalyptLrootsZLPlanttfCellfandfEnvironmentXL2020XLdcXLcgdYchf 8.4 7

162 qntioxidantLsystemLstatusLofLcucumberLplantsLunderLpesticidesLtreatmentZLActafPhysiologiaef
PlantarumXL2020XLdbXLa 2.6 9

161
’owLdosesLofLtheLneonicotinoidLinsecticideLimidaclopridLinduceLRµSLtriggeringLneurologicalLandL
metabolicLimpairmentsLinZLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaXL2020XLaagXLbehd]Ybehe]

11.5 30

160 udaphicLnicheLcharacterizationLofLfourLωroteaceaeLrevealsLuniqueLcalcicoleLphysiologyLlinkedLtoL
hyperYendemismLofLwrevilleaLthelemannianaZLNewfPhytologistXL2020XLbbhXLhfiYhhc 9.8 5

159 –etaboliteLpoolsLofLtheLreefLbuildingLcoralL–ontiporaLcapitataLareLunaffectedLbyLSymbiodiniaceaeL
communityLcompositionZLCoralfReefsXL2020XLciXLagbgYagcg 4.2 6

158 uvaluatingLmodifiedLdietsLandLdietaryLsupplementLtherapiesLforLreducingLmuscleLlipidLaccumulationL
andLimprovingLmuscleLfunctionLinLneurofibromatosisLtypeLaLT—vaUZLPLoSfONEXL2020XLaeXLe]bcg]ig 3.7 2

157 ωhenotypingLreproductiveLstageLchillingLandLfrostLtoleranceLinLwheatLusingLtargetedLmetabolomeL
andLlipidomeLprofilingZLMetabolomicsXL2019XLaeXLadd 4.7 17

(2019-2021)
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156 SpatioYTemporalL–etaboliteLandLulementalLωrofilingLofLSaltLStressedLrarleyLSeedsLturingLynitialL
StagesLofLwerminationLbyL–q’tyY–SyLandL´µYXRvLSpectrometryZLFrontiersfinfPlantfScienceXL2019XLa]XLaaci 6.2 15

155 wenomeYwideLassociationLstudiesLofLgdLplasmaLmetabolitesLofLwermanLshepherdLdogsLrevealLtwoL
metabolitesLassociatedLwithLgenesLencodingLtheirLenzymesZLMetabolomicsXL2019XLaeXLabc 4.7 3

154 TheLchangesLinLtheLreleaseLlevelLofLpolyunsaturatedLfattyLacidsLTˇ�YcLandLˇ�YfULandLlipidsLinLtheL
untreatedLandLwaterYsoakedLchiaLseedZLFoodfResearchfInternationalXL2019XLabfXLa]hffe 7 4

153 TheLynfluenceLofLsontrastingL–icrobialL’ifestylesLonLtheLωreYsymbioticL–etaboliteLResponsesLofL
uucalyptusLgrandisLRootsZLFrontiersfinfEcologyfandfEvolutionXL2019XLgXL 3.7 7

152 µppositeLfatesLofLtheLpurineLmetaboliteLallantoinLunderLwaterLandLnitrogenLlimitationsLinLbreadL
wheatZLPlantfMolecularfBiologyXL2019XLiiXLdggYdig 4.6 22

151 –etabolomeLqnalysisL2019XLcifYd]i 0

150
wenotypicLVariationLinLtheLRootLandLShootL–etaboliteLωrofilesLofLWheatLTL’ZULyndicateLSustainedXL
ωreferentialLsarbonLqllocationLasLaLωotentialL–echanismLinLωhosphorusLufficiencyZLFrontiersfinfPlantf
ScienceXL2019XLa]XLiie

6.2 17

149 –orphologicalLandLmetabolicLresponsesLtoLsaltLstressLofLriceLTµryzaLsativaL’ZULcultivarsLwhichLdifferL
inLsalinityLtoleranceZLPlantfPhysiologyfandfBiochemistryXL2019XLaddXLdbgYdce 5.4 26

148 ωhenotypicLandLmetabolicLplasticityLshapesLlifeYhistoryLstrategiesLunderLcombinationsLofLabioticL
stressesZLPlantfDirectXL2019XLcXLe]]aac 3.3 17

147
xighYmassYresolutionL–q’tyLmassLspectrometryLimagingLrevealsLdetailedLspatialLdistributionLofL
metabolitesLandLlipidsLinLrootsLofLbarleyLseedlingsLinLresponseLtoLsalinityLstressZLMetabolomicsXL2018
XLadXLfc

4.7 36

146 tietaryLinterventionLrescuesLmyopathyLassociatedLwithLneurofibromatosisLtypeLaZLHumanfMolecularf
GeneticsXL2018XLbgXLeggYehh 5.6 11

145 StructuralLandLfunctionalLmeasuresLofLmarineLmicrobialLcommunitiesjLqnLexperimentLtoLassessL
implicationsLforLoilLspillLmanagementZLMarinefPollutionfBulletinXL2018XLacaXLebeYebi 6.7 7

144 qLhighYresolutionLxω’sYQqTµvLplatformLusingLparallelLreactionLmonitoringLforLinYdepthLlipidL
discoveryLandLrapidLprofilingZLAnalyticafChimicafActaXL2018XLa]bfXLhgYa]] 6.6 27

143 qbioticLStressLandL–etabolomicsL2018XLfaYhe 12

142 somparativeLmetabolicLandLionomicLprofilingLofLtwoLcultivarsLofLSteviaLrebaudianaLrertZLTrertoniUL
grownLunderLsalinityLstressZLPlantfPhysiologyfandfBiochemistryXL2018XLabiXLefYg] 5.4 19

141 SystemsYbasedLapproachesLenableLidentificationLofLgeneLtargetsLwhichLimproveLtheLflavourLprofileL
ofLlowYethanolLwineLyeastLstrainsZLMetabolicfEngineeringXL2018XLdiXLaghYaia 9.7 13

140
WaterLavailabilityLmoderatesL—LfixationLbenefitLfromLelevatedL[sµL]jLqLbYyearLfreeYairLsµL
enrichmentLstudyLonLlentilLT’ensLculinarisL–uty‘ZULinLaLwaterLlimitedLagroecosystemZLPlanttfCellfandf
EnvironmentXL2018XLdaXLbdahYbdcd

8.4 17

139 ydentificationLofLphysiologicalLchangesLandLkeyLmetabolitesLcoincidentLwithLpostharvestLinternalL
browningLofLpineappleLTLqnanasLcomosusL’ZULfruitZLPostharvestfBiologyfandfTechnologyXL2018XLacgXLefYfe 6.2 15
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138 qdvancesLofL–etaboliteLωrofilingLofLωlantsLinLshallengingLunvironmentsL2018XLfbiYfgd 4

137 ωartnerLswitchingLandLmetabolicLfluxLinLaLmodelLcnidarianYdinoflagellateLsymbiosisZLProceedingsfoff
thefRoyalfSocietyfB:fBiologicalfSciencesXL2018XLbheXL 4.4 43

136 R—qLsatabolitesLsontributeLtoLtheL—itrogenLωoolLandLSupportLwrowthLRecoveryLofLWheatZLFrontiersf
infPlantfScienceXL2018XLiXLaeci 6.2 14

135 qLwolgiLUtωYwlc—qcLtransporterLdeliversLsubstratesLforL—YlinkedLglycansLandLsphingolipidsZLNaturef
PlantsXL2018XLdXLgibYh]a 11.5 14

134 veedingLtheLWallsjLxowLtoesL—utrientLqvailabilityLRegulateLsellLWallLsompositionoZLInternationalf
JournalfoffMolecularfSciencesXL2018XLaiXL 6.3 26

133 uxtractionLofLωlantL’ipidsLforL’sY–SYrasedLUntargetedLωlantL’ipidomicsZLMethodsfinfMolecularf
BiologyXL2018XLagghXLabeYace 1.4 7

132
SingleLcellYtypeLanalysisLofLcellularLlipidLremodellingLinLresponseLtoLsalinityLinLtheLepidermalLbladderL
cellsLofLtheLmodelLhalophyteL–esembryanthemumLcrystallinumZLPlanttfCellfandfEnvironmentXL2018XL
daXLbci]Ybd]c

8.4 11

131 QuantificationLofLSugarsLandLµrganicLqcidsLinLriologicalL–atricesLUsingLwsYQqQY–SZLMethodsfinf
MolecularfBiologyXL2018XLagghXLb]gYbbc 1.4 4

130 teterminationLofLaminoLacidsLinLurineLofLpatientsLwithLprostateLcancerLandLbenignLprostateLgrowthZL
EuropeanfJournalfoffCancerfPreventionXL2017XLbfXLacaYacd 2 12

129 –appingLcarbonLfateLduringLbleachingLinLaLmodelLcnidarianLsymbiosisjLtheLapplicationLofLsL
metabolomicsZLNewfPhytologistXL2017XLbadXLaeeaYaefb 9.8 37

128 –qSTRY–SjLaLwebYbasedLcollaborativeLlaboratoryLinformationLmanagementLsystemLT’y–SULforL
metabolomicsZLMetabolomicsXL2017XLacXLad 4.7 12

127 TheLgenomeLofLshenopodiumLquinoaZLNatureXL2017XLedbXLc]gYcab 50.4 345

126 TransitionLfromLaLmaternalLtoLexternalLnitrogenLsourceLinLmaizeLseedlingsZLJournalfoffIntegrativef
PlantfBiologyXL2017XLeiXLbfaYbgd 8.3 6

125 tiurnalLshangesLinLTranscriptLandL–etaboliteL’evelsLduringLtheLyronLteficiencyLResponseLofLRiceZL
RiceXL2017XLa]XLad 5.8 11

124 vromLcommonLtoLrareLZingiberaceaeLplantsLYLqLmetabolomicsLstudyLusingLwsY–SZLPhytochemistryXL
2017XLad]XLadaYae] 4 14

123 upidermalLbladderLcellsLconferLsalinityLstressLtoleranceLinLtheLhalophyteLquinoaLandLqtriplexL
speciesZLPlanttfCellfandfEnvironmentXL2017XLd]XLai]]Yaiae 8.4 61

122 sLmetabolomicsLrevealsLwidespreadLchangeLinLcarbonLfateLduringLcoralLbleachingZLMetabolomicsXL
2017XLadXLab 4.7 26

121
µptimalLnutrientLexchangeLandLimmuneLresponsesLoperateLinLpartnerLspecificityLinLtheL
cnidarianYdinoflagellateLsymbiosisZLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaXL2017XLaadXLacaidYacaii

11.5 103

(2017-2018)
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120
ωrospectionLandLidentificationLofLnematotoxicLcompoundsLfromLsanavaliaLensiformisLseedsL
effectiveLinLtheLcontrolLofLtheLrootLknotLnematodeL–eloidogyneLincognitaZLBiotechnologyfResearchf
andfInnovationXL2017XLaXLhgYa]]

10.1 9

119 –etaboliteLprofilingLofLsymbiontLandLhostLduringLthermalLstressLandLbleachingLinLtheLcoralL
qcroporaLasperaZLCoralfReefsXL2017XLcfXLa]eYaah 4.2 48

118 –assLspectrometryLimagingLforLplantLbiologyjLaLreviewZLPhytochemistryfReviewsXL2016XLaeXLddeYdhh 7.7 149

117 sellYTypeYSpecificLxWYqTωaseLqctivityLinLRootLTissuesLunablesL‘WLRetentionLandL–ediatesL
qcclimationLofLrarleyLTxordeumLvulgareULtoLSalinityLStressZLPlantfPhysiologyXL2016XLagbXLbddeYbdeh 6.6 99

116 ulementalLimagingLofLleavesLfromLtheLmetalLhyperaccumulatingLplantL—occaeaLcaerulescensLshowsL
differentLspatialLdistributionLofL—iXLZnLandLsdZLRSCfAdvancesXL2016XLfXLbccgYbcdd 3.7 36

115
retaYglucanYdepletedXLglycopeptideYrichLextractsLfromLrrewerSsLandLrakerSsLyeastLTSaccharomycesL
cerevisiaeULlowerLinterferonYgammaLproductionLbyLstimulatedLhumanLbloodLcellsLinLvitroZLFoodf
ChemistryXL2016XLaigXLgfaYh

8.5 10

114 RootLspatialLmetaboliteLprofilingLofLtwoLgenotypesLofLbarleyLTxordeumLvulgareL’ZULrevealsL
differencesLinLresponseLtoLshortYtermLsaltLstressZLJournalfoffExperimentalfBotanyXL2016XLfgXLcgcaYde 7 74

113 ynactivationLofL–itochondrialLsomplexLyLynducesLtheLuxpressionLofLaLTwinLsysteineLωroteinLthatL
TargetsLandLqffectsLsytosolicXLshloroplastidicLandL–itochondrialLvunctionZLMolecularfPlantXL2016XLiXLfifYga]14.4 21

112 SaltYstressLinducedLalterationsLinLtheLrootLlipidomeLofLtwoLbarleyLgenotypesLwithLcontrastingL
responsesLtoLsalinityZLFunctionalfPlantfBiologyXL2016XLdcXLb]gYbai 2.7 29

111 qLQuantitativeLωrofilingL–ethodLofLωhytohormonesLandLµtherL–etabolitesLqppliedLtoLrarleyLRootsL
SubjectedLtoLSalinityLStressZLFrontiersfinfPlantfScienceXL2016XLgXLb]g] 6.2 34

110 teLnovoLtranscriptomeLassemblyLandLanalysisLofLdifferentiallyLexpressedLgenesLofLtwoLbarleyL
genotypesLrevealLrootYzoneYspecificLresponsesLtoLsaltLexposureZLScientificfReportsXL2016XLfXLcaeeh 4.9 27

109 —itrogenLassimilationLsystemLinLmaizeLisLregulatedLbyLdevelopmentalLandLtissueYspecificL
mechanismsZLPlantfMolecularfBiologyXL2016XLibXLbicYcab 4.6 11

108 qLtandemLliquidLchromatographyâ��massLspectrometryLT’sâ��–SULmethodLforLprofilingLsmallLmoleculesL
inLcomplexLsamplesZLMetabolomicsXL2015XLaaXLaeebYaefb 4.7 11

107
QuantitativeLprofilingLofLpolarLprimaryLmetabolitesLofLtwoLchickpeaLcultivarsLwithLcontrastingL
responsesLtoLsalinityZLJournalfoffChromatographyfB:fAnalyticalfTechnologiesfinfthefBiomedicalfandf
LifefSciencesXL2015XLa]]]XLaYac

3.2 71

106 –etabolicLprofilingLofLaLtransgenicLqlzheimerLmodelZLMetabolomicsXL2015XLaaXLdggYdhf 4.7 27

105 qdvancesLinLhighYthroughputLuntargetedL’sâ��–SLanalysisLforLplantLmetabolomicsL2015XLehYga 8

104 TheLuseLofLmetabolomicsLinLtheLstudyLofLmetalsLinLbiologicalLsystemsZLMetallomicsXL2015XLgXLbiYch 4.5 22

103 b]aejLanLeventfulLyearLforLtheL–etabolomicsLSocietyZLMetabolomicsXL2015XLaaXLadgeYadgg 4.7
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102 qLnewLpeakLdetectionLalgorithmLforL–q’tyLmassLspectrometryLdataLbasedLonLaLmodifiedL
qsymmetricLωseudoYVoigtLmodelZLBMCfGenomicsXL2015XLafLSupplLabXLSab 4.5 3

101 –etabolomicsXLStandardsXLandL–etabolicL–odelingLforLSyntheticLriologyLinLωlantsZLFrontiersfinf
BioengineeringfandfBiotechnologyXL2015XLcXLafg 5.8 13

100 uXy–SjLanLimprovedLdataLanalysisLpipelineLbasedLonLaLnewLpeakLpickingLmethodLforLuXploringL
ymagingL–assLSpectrometryLdataZLBioinformaticsXL2015XLcaXLcaihYb]f 7.2 22

99 tetectionLofLQT’LforLmetabolicLandLagronomicLtraitsLinLwheatLwithLadjustmentsLforLvariationLatL
geneticLlociLthatLaffectLplantLphenologyZLPlantfScienceXL2015XLbccXLadcYaed 5.3 60

98 —onYproteinLaminoLacidsLinLqustralianLacaciaLseedjLimplicationsLforLfoodLsecurityLandLrecommendedL
processingLmethodsLtoLreduceLdjenkolicLacidZLFoodfChemistryXL2015XLagiXLa]iYae 8.5 4

97 xyperaccumulationLofLzincLbyL—occaeaLcaerulescensLresultsLinLaLcascadeLofLstressLresponsesLandL
changesLinLtheLelementalLprofileZLMetallomicsXL2014XLfXLafgaYhb 4.5 15

96 –etaboliteLprofilingLofLwheatLTTriticumLaestivumL’ZULphloemLexudateZLPlantfMethodsXL2014XLa]XLbg 5.8 24

95 –etabolomicLstudyLrevealsLaLselectiveLaccumulationLofLlYarginineLinLtheLdYornithineLtreatedLtobaccoL
cellLsuspensionLcultureZLProcessfBiochemistryXL2014XLdiXLad]Yadg 4.8 6

94 –etabolomicsLofLcapsicumLripeningLrevealsLmodificationLofLtheLethyleneLrelatedYpathwayLandL
carbonLmetabolismZLPostharvestfBiologyfandfTechnologyXL2014XLhiXLaiYca 6.2 30

93 UnsupervisedLlearningLforLexploringL–q’tyLimagingLmassLspectrometryLâ��omicsâ��LdataL2014XL 7

92 vlickerLlightYinducedLretinalLvasodilationLisLunaffectedLbyLinhibitionLofLepoxyeicosatrienoicLacidsL
andLprostaglandinsLinLhumansZLInvestigativefOphthalmologyfandfVisualfScienceXL2014XLeeXLg]]gYac 8

91 ωroposedLquantitativeLandLalphanumericLmetaboliteLidentificationLmetricsZLMetabolomicsXL2014XLa]XLa]dgYa]di4.7 70

90 ’sY–SLprofilingLtoLlinkLmetabolicLandLphenotypicLdiversityLinLplantLmappingLpopulationsZLMethodsfinf
MolecularfBiologyXL2014XLaaihXLbiYda 1.4 6

89 qpplicationsLofLmetabolomicsLinLtheLstudyLofLpathogenicLmicroorganismsLandLtheirLeffectsLonL
humanLhealthZL2014XLabdYad] 1

88 TheLresponseLofLtheLmaizeLnitrateLtransportLsystemLtoLnitrogenLdemandLandLsupplyLacrossLtheL
lifecycleZLNewfPhytologistXL2013XLaihXLhbYid 9.8 85

87 RiceLsuspensionLculturedLcellsLareLevaluatedLasLaLmodelLsystemLtoLstudyLsaltLresponsiveLnetworksLinL
plantsLusingLaLcombinedLproteomicLandLmetabolomicLprofilingLapproachZLProteomicsXL2013XLacXLb]dfYfb 4.8 46

86 –etabolomicsLToolsLforL—aturalLωroductLtiscoveryZLMethodsfinfMolecularfBiologyXL2013XL 1.4 12

85 uxploratoryLanalysisLofLhighYthroughputLmetabolomicLdataZLMetabolomicsXL2013XLiXLacaaYacb] 4.7 9

(2013-2015)
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84 weneticLvariationLinLtheLrootLgrowthLresponseLofLbarleyLgenotypesLtoLsalinityLstressZLFunctionalf
PlantfBiologyXL2013XLd]XLeafYec] 2.7 30

83 –echanismsLassociatedLwithLveYdeficiencyLtoleranceLandLsignalingLinLshootsLofLωisumLsativumZL
PhysiologiafPlantarumXL2013XLadgXLchaYie 4.6 41

82 –etabolicLωrofilingLofLωlantsLbyLwsâ��–SL2013XLaYbc 11

81 qLSieveYRaftLxypothesisLforLtheLregulationLofLendothelialLfenestrationsZLComputationalfandf
StructuralfBiotechnologyfJournalXL2013XLhXLeb]ac]h]]c 6.8 15

80 ynsightsLintoLlipidomicLperturbationsLinLzebrafishLtissuesLuponLexposureLtoLmicrocystinY’RLandL
microcystinYRRZLEnvironmentalfSciencefnamp;fTechnologyXL2013XLdgXLadcgfYhd 10.3 22

79 WholeYgenomeLmappingLofLagronomicLandLmetabolicLtraitsLtoLidentifyLnovelLquantitativeLtraitL’ociL
inLbreadLwheatLgrownLinLaLwaterYlimitedLenvironmentZLPlantfPhysiologyXL2013XLafbXLabffYha 6.6 86

78 qdvancesLinLfunctionalLgenomicsLforLinvestigatingLsalinityLstressLtoleranceLmechanismsLinLcerealsZL
FrontiersfinfPlantfScienceXL2013XLdXLabc 6.2 52

77 sharacterizationLofLionLcontentsLandLmetabolicLresponsesLtoLsaltLstressLofLdifferentLqrabidopsisL
qtx‘TakaLgenotypesLandLtheirLparentalLstrainsZLMolecularfPlantXL2013XLfXLce]Yfh 14.4 45

76 srossYωlatformLUrineL–etabolomicsLofLuxperimentalLxyperglycemiaLinLTypeLbLtiabetesZLJournalfoff
DiabetesfnfMetabolismXL2013XL]aXL 0 7

75 ωlantLtissueLextractionLforLmetabolomicsZLMethodsfinfMolecularfBiologyXL2013XLa]eeXLbaYh 1.4 12

74 troughtLresponsesLofLleafLtissuesLfromLwheatLcultivarsLofLdifferingLdroughtLtoleranceLatLtheL
metaboliteLlevelZLMolecularfPlantXL2012XLeXLdahYbi 14.4 282

73 ulementalLandLmetaboliteLprofilingLofLnickelLhyperaccumulatorsLfromL—ewLsaledoniaZL
PhytochemistryXL2012XLhaXLh]Yi 4 37

72 –etabolomicsLforLsalinityLresearchZLMethodsfinfMolecularfBiologyXL2012XLiacXLb]cYae 1.4 3

71 ωy–SjLaLωythonLtoolkitLforLprocessingLofLgasLchromatographyYmassLspectrometryLTwsY–SULdataZL
qpplicationLandLcomparativeLstudyLofLselectedLtoolsZLBMCfBioinformaticsXL2012XLacXLaae 3.6 48

70 qLhistoricalLoverviewLofLnaturalLproductsLinLdrugLdiscoveryZLMetabolitesXL2012XLbXLc]cYcf 5.6 887

69 —ormalizingLandLintegratingLmetabolomicsLdataZLAnalyticalfChemistryXL2012XLhdXLa]gfhYgf 7.8 148

68 ωlantLmetabolomicsjLqpplicationsLandLopportunitiesLforLagriculturalLbiotechnologyL2012XLfgYha 17

67 qbioticLStressLandL–etabolomicsL2011XLfaYhe 9
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66 somprehensiveLprofilingLandLquantitationLofLamineLgroupLcontainingLmetabolitesZLAnalyticalf
ChemistryXL2011XLhcXLgebcYc] 7.8 92

65 vacileLsynthesisXLstabilizationXLandLantiYbacterialLperformanceLofLdiscreteLqgLnanoparticlesLusingL
–edicagoLsativaLseedLexudatesZLJournalfoffColloidfandfInterfacefScienceXL2011XLcecXLdccYdd 9.3 213

64 –etabolomicsLâ��LTheLsombinationLofLqnalyticalLriochemistryXLriologyXLandLynformaticsL2011XLddgYdei 13

63 sharacterisationLofLxvq’–TaLfunctionLinLtransgenicLbarleyLplantsZLFunctionalfPlantfBiologyXL2011XL
chXLafcYage 2.7 33

62 ωroteomicLandLmetabolicLprofilingLofLriceLsuspensionLcultureLcellsLasLaLmodelLtoLstudyLabscisicLacidL
signalingLresponseLpathwaysLinLplantsZLJournalfoffProteomefResearchXL2010XLiXLffbcYcd 5.6 16

61 ωhylogeneticLanalysisLandLfunctionalLcharacterisationLofLstrictosidineLsynthaseYlikeLgenesLinL
qrabidopsisLthalianaZLFunctionalfPlantfBiologyXL2010XLcfXLa]ihYaa]i 2.7 7

60 ShootingLcontrolLbyLbrassinosteroidsjLmetabolomicLanalysisLandLeffectLofLbrassinazoleLonL–alusL
prunifoliaXLtheL–arubakaidoLappleLrootstockZLTreefPhysiologyXL2009XLbiXLf]gYb] 4.2 24

59 ωrofilingLofLpolarLmetabolitesLinLbiologicalLextractsLusingLdiamondLhydrideYbasedLaqueousLnormalL
phaseLchromatographyZLJournalfoffSeparationfScienceXL2009XLcbXLbbgcYh] 3.4 60

58 –etabolicLprofilingLofLtransgenicLwheatLoverYexpressingLtheLhighYmolecularYweightLtxeLgluteninL
subunitZLMetabolomicsXL2009XLeXLbciYbeb 4.7 32

57 –etabolicLresponsesLtoLsaltLstressLofLbarleyLTxordeumLvulgareL’ZULcultivarsXLSaharaLandLslipperXL
whichLdifferLinLsalinityLtoleranceZLJournalfoffExperimentalfBotanyXL2009XLf]XLd]hiYa]c 7 318

56 WhatLisLmetabolomicsLallLaboutoZLBioTechniquesXL2009XLdfXLcfcYe 2.5 120

55 –etaboliteL–easurementsL2009XLciYfi 21

54 –etaboliteLprofilingLrevealsLdistinctLchangesLinLcarbonLandLnitrogenLmetabolismLinL
phosphateYdeficientLbarleyLplantsLTxordeumLvulgareL’ZUZLPlantfandfCellfPhysiologyXL2008XLdiXLfiaYg]c 4.9 130

53 ωlantLmetabolomicsLrevealsLconservedLandLdivergentLmetabolicLresponsesLtoLsalinityZLPhysiologiaf
PlantarumXL2008XLacbXLb]iYai 4.6 201

52
’sY–SLandLwsY–SLmetaboliteLprofilingLofLnickelTyyULcomplexesLinLtheLlatexLofLtheL
nickelYhyperaccumulatingLtreeLSebertiaLacuminataLandLidentificationLofLmethylatedLaldaricLacidLasLaL
newLnickelTyyULligandZLPhytochemistryXL2008XLfiXLbd]Yea

4 41

51 TheLimportanceLofLanatomyLandLphysiologyLinLplantLmetabolomicsZLTopicsfinfCurrentfGeneticsXL2007XLbecYbgh 3

50 L2007XL 85

49 –etaboliteLanalysisLforLtheLcomparisonLofLirrigatedLandLnonYirrigatedLfieldLgrownLtomatoLofLvaryingL
genotypeZLMetabolomicsXL2007XLcXLbhiYbie 4.7 66

(2007-2011)
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48 TheLimpactLofLconstitutiveLheterologousLexpressionLofLaLmossL—aWLtransporterLonLtheL
metabolomesLofLriceLandLbarleyZLMetabolomicsXL2007XLcXLc]gYcag 4.7 53

47 –inimumLreportingLstandardsLforLplantLbiologyLcontextLinformationLinLmetabolomicLstudiesZL
MetabolomicsXL2007XLcXLaieYb]a 4.7 96

46 –etabolomicsjLunablingLSystemsY’evelLωhenotypingLinLRiceLvunctionalLwenomicsL2007XLiaYa]g 6

45 shangesLinLtheLsugarcaneLmetabolomeLwithLstemLdevelopmentZLqreLtheyLrelatedLtoLsucroseL
accumulationoZLPlantfandfCellfPhysiologyXL2007XLdhXLegcYhd 4.9 68

44 TranscriptionalLandLmetabolicLprofilesLofLstressYinducedXLembryogenicLtobaccoLmicrosporesZLPlantf
MolecularfBiologyXL2007XLfcXLacgYdi 4.6 27

43 ncoveringLtheLωlantL–etabolomejLsurrentLandLvutureLshallengesL2007XLgaYhe 3

42 qnLinvestigationLofLboronLtoxicityLinLbarleyLusingLmetabolomicsZLPlantfPhysiologyXL2006XLadbXLa]hgYa]a 6.6 158

41 somprehensiveLmetabolicLprofilingLandLphenotypingLofLinterspecificLintrogressionLlinesLforLtomatoL
improvementZLNaturefBiotechnologyXL2006XLbdXLddgYed 44.5 619

40 wsY–SLlibrariesLforLtheLrapidLidentificationLofLmetabolitesLinLcomplexLbiologicalLsamplesZLFEBSf
LettersXL2005XLegiXLaccbYg 3.8 504

39 ωyruvateLdecarboxylaseLprovidesLgrowingLpollenLtubesLwithLaLcompetitiveLadvantageLinLpetuniaZL
PlantfCellXL2005XLagXLbceeYfh 11.6 70

38 ‘ineticsLofLlabellingLofLorganicLandLaminoLacidsLinLpotatoLtubersLbyLgasLchromatographyYmassL
spectrometryLfollowingLincubationLinLTacUsLlabelledLisotopesZLPlantfJournalXL2004XLciXLffhYgi 6.9 113

37 qLproposedLframeworkLforLtheLdescriptionLofLplantLmetabolomicsLexperimentsLandLtheirLresultsZL
NaturefBiotechnologyXL2004XLbbXLaf]aYf 44.5 260

36 ωotentialLofLmetabolomicsLasLaLfunctionalLgenomicsLtoolZLTrendsfinfPlantfScienceXL2004XLiXLdahYbe 13.1 627

35 unzymesLofLglycolysisLareLfunctionallyLassociatedLwithLtheLmitochondrionLinLqrabidopsisLcellsZLPlantf
CellXL2003XLaeXLbad]Yea 11.6 305

34 teLnovoLaminoLacidLbiosynthesisLinLpotatoLtubersLisLregulatedLbyLsucroseLlevelsZLPlantfPhysiologyXL
2003XLaccXLfhcYib 6.6 64

33 µverexpressionLofLtheLsucroseLtransporterLSoSUTaLinLpotatoLresultsLinLalterationsLinLleafLcarbonL
partitioningLandLinLtuberLmetabolismLbutLhasLlittleLimpactLonLtuberLmorphologyZLPlantaXL2003XLbagXLaehYfg4.7 87

32 ωarallelLanalysisLofLtranscriptLandLmetabolicLprofilesjLaLnewLapproachLinLsystemsLbiologyZLEMBOf
ReportsXL2003XLdXLihiYic 6.5 267

31 TheLsucroseLtransporterLStSUTaLlocalizesLtoLsieveLelementsLinLpotatoLtuberLphloemLandLinfluencesL
tuberLphysiologyLandLdevelopmentZLPlantfPhysiologyXL2003XLacaXLa]bYac 6.6 109
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30 uxpressionLofLaLbacterialLxyloseLisomeraseLinLpotatoLtubersLresultsLinLanLalteredLhexoseL
compositionLandLaLconsequentLinductionLofLmetabolismZLPlantfandfCellfPhysiologyXL2003XLddXLaceiYfg 4.9 16

29
–etabolicLprofilingLofLtransgenicLtomatoLplantsLoverexpressingLhexokinaseLrevealsLthatLtheL
influenceLofLhexoseLphosphorylationLdiminishesLduringLfruitLdevelopmentZLPlantfPhysiologyXL2003XL
accXLhdYii

6.6 298

28 –etabolicLprofilingLandLbiochemicalLphenotypingLofLplantLsystemsZLPlantfCellfReportsXL2002XLbaXLahiYaif 5.1 59

27
qntisenseLrepressionLofLcytosolicLphosphoglucomutaseLinLpotatoLTSolanumLtuberosumULresultsLinL
severeLgrowthLretardationXLreductionLinLtuberLnumberLandLalteredLcarbonLmetabolismZLPlantaXL2002
XLbadXLea]Yb]

4.7 67

26
yncreasesLofLcYphosphoglycericLacidLinLpotatoLplantsLthroughLantisenseLreductionLofLcytoplasmicL
phosphoglycerateLmutaseLimpairsLphotosynthesisLandLgrowthXLbutLdoesLnotLincreaseLstarchL
contentsZLPlanttfCellfandfEnvironmentXL2002XLbeXLaaccYaadc

8.4 22

25
qnalysisLofLtheLsompartmentationLofLwlycolyticLyntermediatesXL—ucleotidesXLSugarsXLµrganicLqcidsXL
qminoLqcidsXLandLSugarLqlcoholsLinLωotatoLTubersLUsingLaL—onaqueousLvractionationL–ethodZLPlantf
PhysiologyXL2001XLabgXLfheYg]]

6.6

24 TheLcontributionLofLplastidialLphosphoglucomutaseLtoLtheLcontrolLofLstarchLsynthesisLwithinLtheL
potatoLtuberZLPlantaXL2001XLbacXLdahYbf 4.7 72

23 SimultaneousLantagonisticLmodulationLofLenzymeLactivitiesLinLtransgenicLplantsLthroughLtheL
expressionLofLaLchimericLtranscriptZLPlantfPhysiologyfandfBiochemistryXL2001XLciXLhbeYhc] 5.4 4

22 –etabolicLωrofilingLqllowsLsomprehensiveLωhenotypingLofLweneticallyLorLunvironmentallyL–odifiedL
ωlantLSystemsZLPlantfCellXL2001XLacXLaa 11.6 15

21
qnalysisLofLtheLcompartmentationLofLglycolyticLintermediatesXLnucleotidesXLsugarsXLorganicLacidsXL
aminoLacidsXLandLsugarLalcoholsLinLpotatoLtubersLusingLaLnonaqueousLfractionationLmethodZLPlantf
PhysiologyXL2001XLabgXLfheYg]]

6.6 233

20 qntisenseLynhibitionLofLThreonineLSynthaseL’eadsLtoLxighL–ethionineLsontentLinLTransgenicLωotatoL
ωlantsZLPlantfPhysiologyXL2001XLabgXLgibYh]b 6.6 106

19 TheLsucroseLanalogLpalatinoseLleadsLtoLaLstimulationLofLsucroseLdegradationLandLstarchLsynthesisL
whenLsuppliedLtoLdiscsLofLgrowingLpotatoLtubersZLPlantfPhysiologyXL2001XLabeXLaifgYgg 6.6 75

18 xighYResolutionL–etabolicLωhenotypingLofLweneticallyLandLunvironmentallyLtiverseLωotatoLTuberL
SystemsZLydentificationLofLωhenocopiesZLPlantfPhysiologyXL2001XLabgXLgdiYgfd 6.6 157

17 –etabolicLprofilingLallowsLcomprehensiveLphenotypingLofLgeneticallyLorLenvironmentallyLmodifiedL
plantLsystemsZLPlantfCellXL2001XLacXLaaYbi 11.6 877

16 xighYResolutionL–etabolicLωhenotypingLofLweneticallyLandLunvironmentallyLtiverseLωotatoLTuberL
SystemsZLydentificationLofLωhenocopiesZLPlantfPhysiologyXL2001XLabgXLgdiYgfd 6.6 23

15 TechnicalLadvancejLsimultaneousLanalysisLofLmetabolitesLinLpotatoLtuberLbyLgasL
chromatographyYmassLspectrometryZLPlantfJournalXL2000XLbcXLacaYdb 6.9 959

14
qntisenseLrepressionLofLhexokinaseLaLleadsLtoLanLoveraccumulationLofLstarchLinLleavesLofLtransgenicL
potatoLplantsLbutLnotLtoLsignificantLchangesLinLtuberLcarbohydrateLmetabolismZLPlantfPhysiologyXL
1999XLabaXLabcYcd

6.6 77

13 qLcombinedLreductionLinLactivityLofLstarchLsynthasesLyyLandLyyyLofLpotatoLhasLnovelLeffectsLonLtheL
starchLofLtubersZLPlantfJournalXL1999XLagXLbeaYbfa 6.9 193

(1999-2003)
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12 sharacterizationLofLstarchYdebranchingLenzymesLinLpeaLembryosZLPlantfPhysiologyXL1998XLaahXLehaYi] 6.6 26

11 ωlantL–etabolomicsbaeYbch 1

10 YeastL–etabolomicsjLTheLtiscoveryLofL—ewL–etabolicLωathwaysLinLSaccharomycesLserevisiaeahiYb]b

9 –icrobialL–etabolomicsjLRapidLSamplingLTechniquesLtoLynvestigateLyntracellularL–etaboliteL
tynamicsâ��qnLµverviewb]cYbad 1

8 WileyYynterscienceLSeriesLinL–assLSpectrometrycabYcab

7 –assLωrofilingLofLvungalLuxtractLfromLωenicilliumLSpeciesbciYbeb

6 qnalyticalLToolshcYade 1

5 SamplingLandLSampleLωreparationciYhb 8

4 –etabolomicsLinLxumansLandLµtherL–ammalsbecYbhh 8

3 –etabolomicsLinLvunctionalLwenomicsLandLSystemsLriologyaYad

2 TheLshemicalLshallengeLofLtheL–etabolomeaeYch 1

1 surrentLandLumergingLqpplicationsLofL–etabolomicsLinLtheLvieldLofLqgriculturalLriotechnologyacYbf 2
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