
Amparo Querol

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:vvexalyucomvauthortpdfv5496252vamparotqueroltpublicationstbytyearupdf

Version:g2x24tx4t28g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyucomugForg

theglatestgversiongofgthisgpublicationglistsgvisitgtheglinkggivengaboveu

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournalsgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticleu

224
papers

9,568
citations

57
h-index

87
g-index

233
ext. papers

11,343
ext. citations

4.6
avg, IF

6.17
L-index



j Paper IF Citations

224
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLcglLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLSeptemberLdbdc..LEFSAd
JournalYL2022YLdbYLebibfg

2.3 4
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215  ipidLuompositionLsnalysisLRevealsL×echanismsLofLwthanolLToleranceLinLtheL×odelLYeast.LAppliedd
anddEnvironmentaldMicrobiologyYL2021YLjiYLebbffbdc 4.8 3
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Requirements.LJournaldofdAgriculturaldanddFooddChemistryYL2021YLhkYLhbddZhbec 5.7 1

213 VirulenceLrelatedLtraitsLinLyeastLspeciesLassociatedLwithLfoodmLvebaryomycesLhanseniiYL
KluyveromycesLmarxianusYLandLWickerhamomycesLanomalus.LFooddControlYL2021YLcdfYLcbikbc 6.2 1

212 ñhenotypicLandLgenomicLdifferencesLamongLS.LcerevisiaeLstrainsLinLnitrogenLrequirementsLduringL
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fermentations.LInternationaldJournaldofdFooddMicrobiologyYL2021YLefdYLcbkbii 5.8 3

209 sL×ultiphaseL×ultiobjectiveLvynamicLyenomeZScaleL×odelLShowsLvifferentLRedoxLtalancingL
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TheLeffectLofLtwoLantifungalLcommercialLformulationsLonLtheLmetabolismLofLaLcommercialL
SaccharomycesLcerevisiaeLstrainLandLtheirLrepercussionLonLfermentationLevolutionLandL
phenylalanineLcatabolism.LFooddMicrobiologyYL2020YLkdYLcbeggf

6 5

201 ×olecularLprofilingLofLbeerLwortLfermentationLdiversityLacrossLnaturalLSaccharomycesLeubayanusL
isolates.LMicrobialdBiotechnologyYL2020YLceYLcbcdZcbdg 6.3 11

200 ×ixedLgrowthLcurveLdataLdoLnotLsufficeLtoLfullyLcharacterizeLtheLdynamicsLofLmixedLcultures.L
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196 yenomeLstructureLrevealsLtheLdiversityLofLmatingLmechanismsLinLxLhybridsYLandLtheLgenomicL
instabilityLthatLpromotesLphenotypicLdiversity.LMicrobialdGenomicsYL2020YLhYL 4.4 5

195 yenomicLinstabilityLinLanLinterspecificLhybridLofLtheLgenusLlLaLmatterLofLadaptability.LMicrobiald
GenomicsYL2020YLhYL 4.4 2

194 ‘nheritanceLofLwinemakingLstressLfactorsLtoleranceLinLSaccharomycesLuvarumaS.Leubayanus´ ˆ�´ S.L
cerevisiaeLartificialLhybrids.LInternationaldJournaldofdFooddMicrobiologyYL2020YLedbYLcbjgbb 5.8 3

193 zumanZassociatedLmigrationLofLzolarctic´ SaccharomycesLuvarum´ strainsLtoLñatagonia.LFungald
EcologyYL2020YLfjYLcbbkkb 4.1 1

192 TemperatureLShapesLwcologicalLvynamicsLinL×ixedLuultureLxermentationsLvrivenLbyLTwoLSpeciesLofL
theLyenus.LFrontiersdindBioengineeringdanddBiotechnologyYL2020YLjYLkcg 5.8 1

191 wffectLofLtransientLthermalLshocksLonLalcoholicLfermentationLperformance.LInternationaldJournaldofd
FooddMicrobiologyYL2020YLecdYLcbjehd 5.8 1

190 çitrogenLsourcesLpreferencesLofLnonZSaccharomycesLyeastsLtoLsustainLgrowthLandLfermentationL
underLwinemakingLconditions.LFooddMicrobiologyYL2020YLjgYLcbedji 6 32
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‘nterspecificLhybridisationLamongLdiverseLSaccharomycesLspecieslLsLcombinedLbiotechnologicalL
solutionLforLlowZtemperatureLandLnitrogenZlimitedLwineLfermentations.LInternationaldJournaldofd
FooddMicrobiologyYL2019YLecbYLcbjeec

5.8 8

188 SaccharomycesLuvarumLisolatedLfromLpatagonianLcidersLshowsLexcellentLfermentativeLperformanceL
forLlowLtemperatureLcidermaking.LFooddResearchdInternationalYL2019YLcdhYLcbjhgh 7 6
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185 sromaLproductionLandLfermentationLperformanceLofLS.LcerevisiaeLˆ�LS.LkudriavzeviiLnaturalLhybridsL
underLcoldLoenologicalLconditions.LInternationaldJournaldofdFooddMicrobiologyYL2019YLdkiYLgcZgk 5.8 5
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UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLcblLSuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilL×archLdbck.LEFSAdJournalYL
2019YLciYLebgige

2.3 25

183 TheLqualifiedLpresumptionLofLsafetyLassessmentLandLitsLroleLinLwxSsLriskLevaluationslLcgLyearsLpast.L
FEMSdMicrobiologydLettersYL2019YLehhYLiciZide 2.9 2

182 xermentativeLbehaviourLandLcompetitionLcapacityLofLcryotolerantLSaccharomycesLspeciesLinL
differentLnitrogenLconditions.LInternationaldJournaldofdFooddMicrobiologyYL2019YLdkcYLcccZcdb 5.8 11

181 TheLqualifiedLpresumptionLofLsafetyLassessmentLandLitsLroleLinLwxSsLriskLevaluationslLcgLyearsLpast.L
FEMSdMicrobiologydLettersYL2019YLehhYL 2.9 31

180 StlcLtransporterLmediatingLtheLuptakeLofLglycerolLisLnotLaLweakLpointLofLSaccharomycesL
kudriavzeviiSsLlowLosmotolerance.LLettersdindApplieddMicrobiologyYL2019YLhjYLjcZjh 2.9 0

179 ‘mprovingLtheLuryotoleranceLofLWineLYeastLbyL‘nterspecificLzybridizationLinLtheLyenus.LFrontiersdind
MicrobiologyYL2018YLkYLeded 5.7 19

178 ×embraneLfluidificationLbyLethanolLstressLactivatesLunfoldedLproteinLresponseLinLyeasts.LMicrobiald
BiotechnologyYL2018YLccYLfhgZfig 6.3 16
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UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
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JournalYL2018YLchYLebgcec
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176
wxpressionLofLheterologousLtransportersLinLSaccharomycesLkudriavzeviilLsLstrategyLforLimprovingL
yeastLsaltLtoleranceLandLfermentationLperformance.LInternationaldJournaldofdFooddMicrobiologyYL
2018YLdhjYLdiZef

5.8 7
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sLcomparisonLofLtheLperformanceLofLnaturalLhybridsLSaccharomycesLcerevisiaeLˆ�LSaccharomycesL
kudriavzeviiLatLlowLtemperaturesLrevealsLtheLcrucialLroleLofLtheirLS.LkudriavzeviiLgenomicL
contribution.LInternationaldJournaldofdFooddMicrobiologyYL2018YLdifYLcdZck

5.8 5

174 slternativeLyeastsLforLwinemakinglLSaccharomycesLnonZcerevisiaeLandLitsLhybrids.LCriticaldReviewsdind
FooddSciencedanddNutritionYL2018YLgjYLcijbZcikb 11.5 37

173 ènLtheLoriginsLandLindustrialLapplicationsLofLSaccharomycesLcerevisiaeLˆ�LSaccharomycesL
kudriavzeviiLhybrids.LYeastYL2018YLegYLgcZhk 3.4 46

172 andLSyntheticLWineLxermentationLñerformanceLvissectedLbyLñredictiveL×odeling.LFrontiersdind
MicrobiologyYL2018YLkYLjj 5.7 10
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171 çewLTrendsLinLtheLUsesLofLYeastsLinLèenology.LAdvancesdindFooddanddNutritiondResearchYL2018YLjgYLciiZdcb6 23

170 SaccharomycesLcerevisiaeLˆ�LSaccharomycesLuvarumLhybridsLgeneratedLunderLdifferentLconditionsL
shareLsimilarLwinemakingLfeatures.LYeastYL2018YLegYLcgiZcic 3.4 15

169
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLjlLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilL×archLdbcj.LEFSAdJournalYL
2018YLchYLebgecg

2.3 29

168 wcologicalLinteractionsLamongLSaccharomycesLcerevisiaeLstrainslLinsightLintoLtheLdominanceL
phenomenon.LScientificdReportsYL2017YLiYLfehbe 4.9 31

167 ×itochondrialLintrogressionLsuggestsLextensiveLancestralLhybridizationLeventsLamongL
SaccharomycesLspecies.LMoleculardPhylogeneticsdanddEvolutionYL2017YLcbjYLfkZhb 4.1 29

166
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLglLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLSeptemberLdbch.LEFSAd
JournalYL2017YLcgYLebfhhe
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165 ScientificLèpinionLonLtheLupdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyL
addedLtoLfoodLorLfeedLasLnotifiedLtoLwxSs.LEFSAdJournalYL2017YLcgYLebfhhf 2.3 83

164 ×ultipleLspproachesLvetectLtheLñresenceLofLxungiLinLzumanLtreastmilkLSamplesLfromLzealthyL
×others.LScientificdReportsYL2017YLiYLcebch 4.9 55

163 showLlowLlevelsLofLtraversalLacrossLtheLhumanLbloodLbrainLbarrier.LFwvvvResearchYL2017YLhYLkff 3.6 5
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UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLhlLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilL×archLdbci.LEFSAdJournalYL
2017YLcgYLebfjjf

2.3 16

161 RçsseqZbasedLtranscriptomeLcomparisonLofLSaccharomycesLcerevisiaeLstrainsLisolatedLfromLdiverseL
fermentativeLenvironments.LInternationaldJournaldofdFooddMicrobiologyYL2017YLdgiYLdhdZdib 5.8 7

160
wffectLofLTemperatureLonLtheLñrevalenceLofLçonLSpeciesLagainstLaLWineLStrainLinLWineL
xermentationlLuompetitionYLñhysiologicalLxitnessYLandL‘nfluenceLinLxinalLWineLuomposition.L
FrontiersdindMicrobiologyYL2017YLjYLcgb

5.7 45

159 wthanolLwffectsL‘nvolveLçonZcanonicalLUnfoldedLñroteinLResponseLsctivationLinLYeastLuells.L
FrontiersdindMicrobiologyYL2017YLjYLeje 5.7 9

158 TheLUseLofL×ixedLñopulationsLofLandLtoLReduceLwthanolLuontentLinLWinelL imitedLserationYL
‘noculumLñroportionsYLandLSequentialL‘noculation.LFrontiersdindMicrobiologyYL2017YLjYLdbji 5.7 16

157 TranscriptomicLanalysisLofLxLhybridsLduringLlowLtemperatureLwinemaking.LFwvvvResearchYL2017YLhYLhik 3.6 2

156 TranscriptomicLanalysisLofLSaccharomycesLcerevisiaeLxLSaccharomycesLkudriavzeviiLhybridsLduringL
lowLtemperatureLwinemaking.LFwvvvResearchYL2017YLhYLhik 3.6 3

155 SaccharomycesLcerevisiaeLshowLlowLlevelsLofLtraversalLacrossLtheLhumanLbloodLbrainLbarrierLinLvitro.L
FwvvvResearchYL2017YLhYLkff 3.6 4

154 SaccharomycesLuvarumLisLresponsibleLforLtheLtraditionalLfermentationLofLappleLchichaLinLñatagonia.L
FEMSdYeastdResearchYL2017YLciYL 3.1 14
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153
wnologicalLcharacterizationLofLSpanishLSaccharomycesLkudriavzeviiLstrainsYLoneLofLtheLclosestL
relativesLtoLparentalLstrainsLofLwinemakingLandLbrewingLSaccharomycesLcerevisiae´ ˆ�´ S.´ kudriavzeviiL
hybrids.LFooddMicrobiologyYL2016YLgeYLecZfb

6 13

152 ‘ncreasedLmannoproteinLcontentLinLwinesLproducedLbyLSaccharomycesLkudriavzeviiˆ�SaccharomycesL
cerevisiaeLhybrids.LInternationaldJournaldofdFooddMicrobiologyYL2016YLdeiYLegZej 5.8 8

151
iTRsQZbasedLproteomeLprofilingLofLSaccharomycesLcerevisiaeLandLcryotolerantLspeciesL
SaccharomycesLuvarumLandLSaccharomycesLkudriavzeviiLduringLlowZtemperatureLwineL
fermentation.LJournaldofdProteomicsYL2016YLcfhYLibZk

3.9 14

150
uharacterisationLofLtheLbroadLsubstrateLspecificityLdZketoLacidLdecarboxylaseLsrocbpLofL
SaccharomycesLkudriavzeviiLandLitsLimplicationLinLaromaLdevelopment.LMicrobialdCelldFactoriesYL2016
YLcgYLgc

6.4 12

149 wthanolLuellularLvefenseL‘nduceLUnfoldedLñroteinLResponseLinLYeast.LFrontiersdindMicrobiologyYL
2016YLiYLcjk 5.7 32

148 slternativeLylycerolLtalanceLStrategiesLamongLSaccharomycesLSpeciesLinLResponseLtoLWinemakingL
Stress.LFrontiersdindMicrobiologyYL2016YLiYLfeg 5.7 19

147
vifferencesLinLwnzymaticLñropertiesLofLtheLSaccharomycesLkudriavzeviiLandLSaccharomycesLuvarumL
slcoholLscetyltransferasesLandLTheirL‘mpactLonLsromaZsctiveLuompoundsLñroduction.LFrontiersdind
MicrobiologyYL2016YLiYLjki

5.7 24

146
ñhysiologicalLandLgenomicLcharacterisationLofLSaccharomycesLcerevisiaeLhybridsLwithLimprovedL
fermentationLperformanceLandLmannoproteinLreleaseLcapacity.LInternationaldJournaldofdFoodd
MicrobiologyYL2015YLdbgYLebZfb

5.8 12

145
SaccharomycesLkudriavzeviiLandLSaccharomycesLuvarumLdifferLfromLSaccharomycesLcerevisiaeL
duringLtheLproductionLofLaromaZactiveLhigherLalcoholsLandLacetateLestersLusingLtheirLaminoLacidicL
precursors.LInternationaldJournaldofdFooddMicrobiologyYL2015YLdbgYLfcZh

5.8 53

144
StatementLonLtheLupdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoL
foodLorLfeedLasLnotifiedLtoLwxSsLelLSuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLSeptemberL
dbcg.LEFSAdJournalYL2015YLceYLfeec

2.3 13

143 yenomicLandLtranscriptomicLanalysisLofLaromaLsynthesisLinLtwoLhybridsLbetweenLSaccharomycesL
cerevisiaeLandLS.LkudriavzeviiLinLwinemakingLconditions.LMicrobialdCelldFactoriesYL2015YLcfYLcdj 6.4 9

142 uomparativeLgenomicLanalysisLrevealsLaLcriticalLroleLofLdeLnovoLnucleotideLbiosynthesisLforL
SaccharomycesLcerevisiaeLvirulence.LPLoSdONEYL2015YLcbYLebcddejd 3.7 7

141 ×olecularLandLenologicalLcharacterizationLofLaLnaturalLSaccharomycesLuvarumLandLSaccharomycesL
cerevisiaeLhybrid.LInternationaldJournaldofdFooddMicrobiologyYL2015YLdbfYLcbcZcb 5.8 19

140 yeneticLimprovementLofLnonZy×èLwineLyeastslLStrategiesYLadvantagesLandLsafety.LTrendsdindFoodd
SciencedanddTechnologyYL2015YLfgYLcZcc 15.3 24

139 èpportunisticLStrainsLofLSaccharomycesLcerevisiaelLsLñotentialLRiskLSoldLinLxoodLñroducts.LFrontiersd
indMicrobiologyYL2015YLhYLcgdd 5.7 43

138
uomparativeLgenomicLanalysisLofLSaccharomycesLcerevisiaeLyeastsLisolatedLfromLfermentationsLofL
traditionalLbeveragesLunveilsLdifferentLadaptiveLstrategies.LInternationaldJournaldofdFoodd
MicrobiologyYL2014YLcicYLcdkZeg

5.8 15

137 TranscriptomicsLofLcryophilicLSaccharomycesLkudriavzeviiLrevealsLtheLkeyLroleLofLgeneLtranslationL
efficiencyLinLcoldLstressLadaptations.LBMCdGenomicsYL2014YLcgYLfed 4.5 33

136
StatementLonLtheLupdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoL
foodLorLfeedLasLnotifiedLtoLwxSsLclLSuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLèctoberL
dbcf.LEFSAdJournalYL2014YLcdYLekej

2.3 22

Amparo Querol

6



135 ènLtheLcomplexityLofLtheLSaccharomycesLbayanusLtaxonlLhybridizationLandLpotentialLhybridL
speciation.LPLoSdONEYL2014YLkYLekeidk 3.7 42

134 ×olecularLanalysisLofLtheLgenesLinvolvedLinLaromaLsynthesisLinLtheLspeciesLS.LcerevisiaeYLS.L
kudriavzeviiLandLS.LbayanusLvar.LuvarumLinLwinemakingLconditions.LPLoSdONEYL2014YLkYLekihdh 3.7 21

133 ñrobabilisticLmodelLforLtheLspoilageLwineLyeastLvekkeraLbruxellensisLasLaLfunctionLofLpzYLethanolL
andLfreeLSèdLusingLtimeLasLaLdummyLvariable.LInternationaldJournaldofdFooddMicrobiologyYL2014YLcibYLjeZkb5.8 25

132 wnhancedLenzymaticLactivityLofLglycerolZeZphosphateLdehydrogenaseLfromLtheLcryophilicL
SaccharomycesLkudriavzevii.LPLoSdONEYL2014YLkYLejidkb 3.7 45

131 ñathogenicLpotentialLofLSaccharomycesLstrainsLisolatedLfromLdietaryLsupplements.LPLoSdONEYL2014YL
kYLekjbkf 3.7 23

130 StabilizationLprocessLinLSaccharomycesLintraLandLinterspecificLhybridsLinLfermentativeLconditions.L
InternationaldMicrobiologyYL2014YLciYLdceZdf 3 26

129 WineYLteerLandLuiderlLUnravellingLtheLsromaLñrofileL2014YLdhcZdki 5

128 ñroductionLofLaromaLcompoundsLbyLcryotolerantLSaccharomycesLspeciesLandLhybridsLatLlowLandL
moderateLfermentationLtemperatures.LJournaldofdApplieddMicrobiologyYL2013YLccfYLcfbgZcf 4.7 63

127 vynamicsLofLtheLyeastLfloraLinLartisanalLcountryLstyleLandLindustrialLdryLcuredLsausageLTyeastLinL
fermentedLsausageU.LFooddControlYL2013YLdkYLcfeZcfj 6.2 32

126 ×etabolomicLcomparisonLofLSaccharomycesLcerevisiaeLandLtheLcryotolerantLspeciesLS.LbayanusLvar.L
uvarumLandLS.LkudriavzeviiLduringLwineLfermentationLatLlowLtemperature.LPLoSdONEYL2013YLjYLehbceg 3.7 62

125 yenomeZwideLgeneLexpressionLofLaLnaturalLhybridLbetweenLSaccharomycesLcerevisiaeLandLS.L
kudriavzeviiLunderLenologicalLconditions.LInternationaldJournaldofdFooddMicrobiologyYL2012YLcgiYLefbZg 5.8 19

124 uomparativeLgenomicsLamongLSaccharomycesLcerevisiaeLˆ�LSaccharomycesLkudriavzeviiLnaturalL
hybridLstrainsLisolatedLfromLwineLandLbeerLrevealsLdifferentLorigins.LBMCdGenomicsYL2012YLceYLfbi 4.5 63

123 TranscriptomicsLinLhumanLbloodLincubationLrevealsLtheLimportanceLofLoxidativeLstressLresponseLinL
SaccharomycesLcerevisiaeLclinicalLstrains.LBMCdGenomicsYL2012YLceYLfck 4.5 12

122 YeastsLinLtableLoliveLprocessinglLdesirableLorLspoilageLmicroorganismsq.LInternationaldJournaldofd
FooddMicrobiologyYL2012YLchbYLfdZk 5.8 102

121 ñotentialLbenefitsLofLtheLapplicationLofLyeastLstartersLinLtableLoliveLprocessing.LFrontiersdind
MicrobiologyYL2012YLeYL 5.7 30

120 TheLmolecularLcharacterizationLofLnewLtypesLofLSaccharomycesLcerevisiaeˆ�S.LkudriavzeviiLhybridL
yeastsLunveilsLaLhighLgeneticLdiversity.LYeastYL2012YLdkYLjcZkc 3.4 38

119  ipidLcompositionLofLwineLstrainsLofLSaccharomycesLkudriavzeviiLandLSaccharomycesLcerevisiaeL
grownLatLlowLtemperature.LInternationaldJournaldofdFooddMicrobiologyYL2012YLcggYLckcZj 5.8 43

118 wvaluationLofLdifferentLgeneticLproceduresLforLtheLgenerationLofLartificialLhybridsLinLSaccharomycesL
genusLforLwinemaking.LInternationaldJournaldofdFooddMicrobiologyYL2012YLcghYLcbdZcc 5.8 46
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117 ulinicalLSaccharomycesLcerevisiaeLisolatesLcannotLcrossLtheLepithelialLbarrierLinLvitro.LInternationald
JournaldofdFooddMicrobiologyYL2012YLcgiYLgkZhf 5.8 16

116 QuantifyingLtheLindividualLeffectsLofLethanolLandLtemperatureLonLtheLfitnessLadvantageLofL
SaccharomycesLcerevisiae.LFooddMicrobiologyYL2011YLdjYLccggZhc 6 49

115 ‘nLvivoLvirulenceLofLcommercialLSaccharomycesLcerevisiaeLstrainsLwithLpathogenicityZassociatedL
phenotypicalLtraits.LInternationaldJournaldofdFooddMicrobiologyYL2011YLcffYLekeZk 5.8 27

114 ×onoterpeneLalcoholsLreleaseLandLbioconversionLbyLSaccharomycesLspeciesLandLhybrids.L
InternationaldJournaldofdFooddMicrobiologyYL2011YLcfgYLkdZi 5.8 36

113 wffectLofLaromaticLprecursorLadditionLtoLwineLfermentationsLcarriedLoutLwithLdifferentL
SaccharomycesLspeciesLandLtheirLhybrids.LInternationaldJournaldofdFooddMicrobiologyYL2011YLcfiYLeeZff 5.8 29

112 wxploringLtheLyeastLbiodiversityLofLgreenLtableLoliveLindustrialLfermentationsLforLtechnologicalL
applications.LInternationaldJournaldofdFooddMicrobiologyYL2011YLcfiYLjkZkh 5.8 68

111 wxclusionLofLSaccharomycesLkudriavzeviiLfromLaLwineLmodelLsystemLmediatedLbyLSaccharomycesL
cerevisiae.LYeastYL2011YLdjYLfdeZeg 3.4 25

110 TemperatureLadaptationLmarkedlyLdeterminesLevolutionLwithinLtheLgenusLSaccharomyces.LAppliedd
anddEnvironmentaldMicrobiologyYL2011YLiiYLddkdZebd 4.8 155

109 ×olecularL‘dentificationLandLuharacterizationLofLWineLYeastsL2011YLcccZcfc 1

108 çaturalLhybridsLofLS.LcerevisiaeLxLS.LkudriavzeviiLshareLallelesLwithLwuropeanLwildLpopulationsLofL
SaccharomycesLkudriavzevii.LFEMSdYeastdResearchYL2010YLcbYLfcdZdc 3.1 55

107
sLcomparativeLstudyLofLtheLwineLfermentationLperformanceLofLSaccharomycesLparadoxusLunderL
differentLnitrogenLconcentrationsLandLglucoseafructoseLratios.LJournaldofdApplieddMicrobiologyYL
2010YLcbjYLieZjb

4.7 21

106 ñossibleLuseLofLtiologLmethodologyLforLmonitoringLyeastLpresenceLinLalcoholicLfermentationLforL
wineZmaking.LJournaldofdApplieddMicrobiologyYL2010YLcbjYLcckkZdbh 4.7 8

105 ×itochondrialLvçsLpolymorphismLofLtheLyeastLSaccharomycesLbayanusLvar.Luvarum.LMicrobiologyYL
2010YLikYLgdbZgdi 1.4 2

104 uandidaLcabralensisLsp.Lnov.YLaLyeastLspeciesLisolatedLfromLtraditionalLSpanishLblueZveinedLuabralesL
cheese.LInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyYL2010YLhbYLdhicZdhif 2.2 8

103
QualifiedLpresumptionLofLsafetyLTQñSUlLaLgenericLriskLassessmentLapproachLforLbiologicalLagentsL
notifiedLtoLtheLwuropeanLxoodLSafetyLsuthorityLTwxSsU.LTrendsdindFooddSciencedanddTechnologyYL2010
YLdcYLfdgZfeg

15.3 99

102 YeastLmicrofloraLisolatedLfromLbrazilianLcassavaLrootslLtaxonomicalLclassificationLbasedLonL
molecularLidentification.LCurrentdMicrobiologyYL2010YLhbYLdjiZke 2.4 20

101
ñhysiologicalLandLmolecularLcharacterisationLofLSaccharomycesLcerevisiaeLcachaˆ§aLstrainsLisolatedL
fromLdifferentLgeographicLregionsLinLtrazil.LWorlddJournaldofdMicrobiologydanddBiotechnologyYL2010YL
dhYLgikZgji

4.4 14

100 yeneticLandLphenotypicLdiversityLofLautochthonousLciderLyeastsLinLaLcellarLfromLssturias.LFoodd
MicrobiologyYL2010YLdiYLgbeZj 6 44
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99 ×odulationLofLtheLglycerolLandLethanolLsynthesesLinLtheLyeastLSaccharomycesLkudriavzeviiLdiffersL
fromLthatLexhibitedLbyLSaccharomycesLcerevisiaeLandLtheirLhybrid.LFooddMicrobiologyYL2010YLdiYLhdjZei 6 59

98 vifferencesLinLactivationLofL×sñLkinasesLandLvariabilityLinLtheLpolyglutamineLtractLofLSltdLinLclinicalL
andLnonZclinicalLisolatesLofLSaccharomycesLcerevisiae.LYeastYL2010YLdiYLgfkZhc 3.4 7

97 SusceptibilityLandLresistanceLtoLethanolLinLSaccharomycesLstrainsLisolatedLfromLwildLandL
fermentativeLenvironments.LYeastYL2010YLdiYLcbbgZcg 3.4 52

96 uhimericLgenomesLofLnaturalLhybridsLofLSaccharomycesLcerevisiaeLandLSaccharomycesLkudriavzevii.L
ApplieddanddEnvironmentaldMicrobiologyYL2009YLigYLdgefZff 4.8 76

95
wffectsLofLtemperatureYLpzLandLsugarLconcentrationLonLtheLgrowthLparametersLofLSaccharomycesL
cerevisiaeYLS.LkudriavzeviiLandLtheirLinterspecificLhybrid.LInternationaldJournaldofdFooddMicrobiologyYL
2009YLcecYLcdbZi

5.8 118

94
vifferencesLinLtheLglucoseLandLfructoseLconsumptionLprofilesLinLdiverseLSaccharomycesLwineL
speciesLandLtheirLhybridsLduringLgrapeLjuiceLfermentation.LInternationaldJournaldofdFoodd
MicrobiologyYL2009YLcefYLdeiZfe

5.8 81

93
spplicationLofLaLsubstrateLinhibitionLmodelLtoLestimateLtheLeffectLofLfructoseLconcentrationLonLtheL
growthLofLdiverseLSaccharomycesLcerevisiaeLstrains.LJournaldofdIndustrialdMicrobiologydandd
BiotechnologyYL2009YLehYLhheZk

4.2 29

92 TheLcomplexLandLdynamicLgenomesLofLindustrialLyeasts.LFEMSdMicrobiologydLettersYL2009YLdkeYLcZcb 2.9 100

91 ×olecularLidentificationLofLyeastsLassociatedLwithLtraditionalLwgyptianLdairyLproducts.LJournaldofd
FooddScienceYL2009YLifYL×efcZh 3.4 36

90 RetrospectiveLanalysisLofLclinicalLyeastLisolatesLinLaLhospitalLinLtheLcentreLofLñortugallLspectrumLandL
revisionLofLtheLidentificationLprocedures.LMedicaldMycologyYL2009YLfiYLjehZff 3.9 9

89 yenomeLofLSaccharomycesLcerevisiaeLandLRelatedLYeastsL2009YLehcZeij 8

88 xermentativeLstressLadaptationLofLhybridsLwithinLtheLSaccharomycesLsensuLstrictoLcomplex.L
InternationaldJournaldofdFooddMicrobiologyYL2008YLcddYLcjjZkg 5.8 152

87 RoleLofLyeastsLinLtableLoliveLproduction.LInternationaldJournaldofdFooddMicrobiologyYL2008YLcdjYLcjkZkh 5.8 185

86 ×olecularLcharacterizationLofLnewLnaturalLhybridsLofLSaccharomycesLcerevisiaeLandLS.LkudriavzeviiL
inLbrewing.LApplieddanddEnvironmentaldMicrobiologyYL2008YLifYLdecfZdb 4.8 132

85 SpoilageLyeastsLfromLñatagonianLcellarslLcharacterizationLandLpotentialLbiocontrolLbasedLonLkillerL
interactions.LWorlddJournaldofdMicrobiologydanddBiotechnologyYL2008YLdfYLkfgZkge 4.4 20

84 xourLnewLuandidaLcretensisLstrainsLisolatedLfromLSpanishLfermentedLsausagesLTchorizoUlLtaxonomicL
andLphylogeneticLimplications.LFEMSdYeastdResearchYL2008YLjYLfjgZkc 3.1 2

83 ×olecularLprofilingLofLyeastsLisolatedLduringLspontaneousLfermentationsLofLsustrianLwines.LFEMSd
YeastdResearchYL2008YLjYLcbheZig 3.1 60

82 SourLrotZdamagedLgrapesLareLsourcesLofLwineLspoilageLyeasts.LFEMSdYeastdResearchYL2008YLjYLcbbjZci 3.1 55
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81 yeneticsLofLYeastsL2008YLchiZcik 1

80 sLmolecularLgeneticLstudyLofLnaturalLstrainsLofLSaccharomycesLisolatedLfromLssturianLciderL
fermentations.LJournaldofdApplieddMicrobiologyYL2007YLcbeYLiijZjh 4.7 20

79
yeneticallyLdifferentLwineLyeastsLisolatedLfromLsustrianLvineZgrowingLregionsLinfluenceLwineLaromaL
differentlyLandLcontainLputativeLhybridsLbetweenLSaccharomycesLcerevisiaeLandLSaccharomycesL
kudriavzevii.LFEMSdYeastdResearchYL2007YLiYLkgeZhg

3.1 94

78
ñhysiologicalLcharacterizationLofLspoilageLstrainsLofLZygosaccharomycesLbailiiLandL
ZygosaccharomycesLrouxiiLisolatedLfromLhighLsugarLenvironments.LInternationaldJournaldofdFoodd
MicrobiologyYL2007YLccfYLdefZfd

5.8 120

77 wnologicalLcharacterizationLofLnaturalLhybridsLfromLSaccharomycesLcerevisiaeLandLS.Lkudriavzevii.L
InternationaldJournaldofdFooddMicrobiologyYL2007YLcchYLccZj 5.8 96

76
ñatagonianLwineslLimplantationLofLanLindigenousLstrainLofLSaccharomycesLcerevisiaeLinL
fermentationsLconductedLinLtraditionalLandLmodernLcellars.LJournaldofdIndustrialdMicrobiologydandd
BiotechnologyYL2007YLefYLcekZfk

4.2 33

75 ñatagonianLwineslLtheLselectionLofLanLindigenousLyeastLstarter.LJournaldofdIndustrialdMicrobiologyd
anddBiotechnologyYL2007YLefYLgekZfh 4.2 41

74 uandidaLpatagonicaLsp.Lnov.YLaLnewLspeciesLofLyeastLfromLcellarLsurfaces.LAntoniedVandLeeuwenhoekYL
2007YLkdYLiiZjc 2.1 4

73 ×olecularLidentificationLandLcharacterizationLofLwineLyeastsLisolatedLfromLTenerifeLTuanaryL‘slandYL
SpainU.LJournaldofdApplieddMicrobiologyYL2007YLcbdYLcbcjZdg 4.7 33

72 UseLofLmolecularLmethodsLforLtheLidentificationLofLyeastLassociatedLwithLtableLolives.LFoodd
MicrobiologyYL2006YLdeYLikcZh 6 80

71 ×olecularLtypingLofLtheLyeastLspeciesLvekkeraLbruxellensisLandLñichiaLguilliermondiiLrecoveredL
fromLwineLrelatedLsources.LInternationaldJournaldofdFooddMicrobiologyYL2006YLcbhYLikZjf 5.8 58

70 xoodLandLprobioticLstrainsLfromLtheLSaccharomycesLcerevisiaeLspeciesLasLaLpossibleLoriginLofLhumanL
systemicLinfections.LInternationaldJournaldofdFooddMicrobiologyYL2006YLccbYLdjhZkb 5.8 50

69 ×olecularL×ethodsLtoL‘dentifyLandLuharacterizeLYeastsLinLxoodsLandLteveragesL2006YLggZjd 8

68 çaturalLhybridsLfromLSaccharomycesLcerevisiaeYLSaccharomycesLbayanusLandLSaccharomycesL
kudriavzeviiLinLwineLfermentations.LFEMSdYeastdResearchYL2006YLhYLcddcZef 3.1 188

67 yeneticLandLmolecularLstudyLofLtheLinabilityLofLtheLyeastLKluyveromycesLlactisLvar.LdrosophilarumLtoL
fermentLlactose.LMicrobiologyYL2006YLigYLdfjZdgd 1.4 5

66 RelationshipLbetweenLmolecularLandLenologicalLfeaturesLofLñatagonianLwineLyeastslLrelevanceLinL
selectionLprotocols.LWorlddJournaldofdMicrobiologydanddBiotechnologyYL2006YLddYLjdiZjee 4.4 8

65 uombinedLuseLofLkillerLbiotypeLandLmtvçsZRx ñLpatternsLinLaLñatagonianLwineLSaccharomycesL
cerevisiaeLdiversityLstudy.LAntoniedVandLeeuwenhoekYL2006YLjkYLcfiZgh 2.1 23

64 ‘dentificationLofLspeciesLinLtheLgenusLñichiaLbyLrestrictionLofLtheLinternalLtranscribedLspacersLT‘TScL
andL‘TSdULandLtheLg.jSLribosomalLvçsLgene.LAntoniedVandLeeuwenhoekYL2006YLkbYLcicZjc 2.1 41
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63 ñuRZRx ñLanalysisLofLtheL‘ySLregionLofLrvçslLaLusefulLtoolLforLtheLpracticalLdiscriminationLbetweenL
speciesLofLtheLgenusLvebaryomyces.LAntoniedVandLeeuwenhoekYL2006YLkbYLdccZk 2.1 21

62 sLcomparisonLofLclinicalLandLfoodLSaccharomycesLcerevisiaeLisolatesLonLtheLbasisLofLpotentialL
virulenceLfactors.LAntoniedVandLeeuwenhoekYL2006YLkbYLddcZec 2.1 50

61 SequenceZbasedLidentificationLofLspeciesLbelongingLtoLtheLgenusLvebaryomyces.LFEMSdYeastd
ResearchYL2005YLgYLccgiZhg 3.1 27

60 ×olecularLmonitoringLofLspoilageLyeastsLduringLtheLproductionLofLcandiedLfruitLnougatsLtoL
determineLfoodLcontaminationLsources.LInternationaldJournaldofdFooddMicrobiologyYL2005YLcbcYLdkeZebd 5.8 44

59 RapidLidentificationLandLenumerationLofLSaccharomycesLcerevisiaeLcellsLinLwineLbyLrealZtimeLñuR.L
ApplieddanddEnvironmentaldMicrobiologyYL2005YLicYLhjdeZeb 4.8 81

58 TheLroleLofLindigenousLyeastsLinLtraditionalL‘rishLciderLfermentations.LJournaldofdAppliedd
MicrobiologyYL2004YLkiYLhfiZgg 4.7 97

57 ×olecularLcharacterizationLofLclinicalLSaccharomycesLcerevisiaeLisolatesLandLtheirLassociationLwithL
nonZclinicalLstrains.LSystematicdanddApplieddMicrobiologyYL2004YLdiYLfdiZeg 4.2 31

56 ‘dentificationLofLspeciesLofLtheLgenusLuandidaLbyLanalysisLofLtheLg.jSLrRçsLgeneLandLtheLtwoL
ribosomalLinternalLtranscribedLspacers.LAntoniedVandLeeuwenhoekYL2004YLjgYLcigZjg 2.1 70

55 suthenticationLandLidentificationLofLSaccharomycesLcerevisiaeLSflorSLyeastLracesLinvolvedLinLsherryL
ageing.LAntoniedVandLeeuwenhoekYL2004YLjgYLcgcZj 2.1 33

54 ×olecularLevolutionLinLyeastLofLbiotechnologicalLinterest.LInternationaldMicrobiologyYL2003YLhYLdbcZg 3 11

53 ‘dentificationLofLyeastsLisolatedLfromLwineZrelatedLenvironmentsLandLcapableLofLproducingL
fZethylphenol.LFooddMicrobiologyYL2003YLdbYLghiZgif 6 111

52 sLnewLñuRZbasedLmethodLforLmonitoringLinoculatedLwineLfermentations.LInternationaldJournaldofd
FooddMicrobiologyYL2003YLjcYLheZic 5.8 40

51 sdaptiveLevolutionLofLwineLyeast.LInternationaldJournaldofdFooddMicrobiologyYL2003YLjhYLeZcb 5.8 122

50 ñhylogeneticLRelationshipsLsmongLuolletotrichumLñathogensLofLStrawberryLandLvesignLofLñuRL
ñrimersLforLtheirL‘dentification.LJournaldofdPhytopathologyYL2003YLcgcYLcegZcfe 1.8 57

49 snalysisLofLtheLgeneticLvariabilityLinLtheLspeciesLofLtheLSaccharomycesLsensuLstrictoLcomplex.LYeastYL
2003YLdbYLcdceZdh 3.4 44

48 ×olecularLcharacterisationLofLtheLspeciesLofLtheLgenusLZygosaccharomyces.LSystematicdanddAppliedd
MicrobiologyYL2003YLdhYLfbfZcc 4.2 14

47 uorrelationLbetweenLacetaldehydeLandLethanolLresistanceLandLexpressionLofLzSñLgenesLinLyeastL
strainsLisolatedLduringLtheLbiologicalLagingLofLsherryLwines.LArchivesdofdMicrobiologyYL2002YLciiYLebfZcd 3 57

46 SaccharomycesLcerevisiaeLwineLyeastLpopulationsLinLaLcoldLregionLinLsrgentineanLñatagonia.LsL
studyLatLdifferentLfermentationLscales.LJournaldofdApplieddMicrobiologyYL2002YLkeYLhbjZcg 4.7 79
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45 RsñvLsnalysisLofLuolletotrichumLSpeciesL‘solatedLfromLStrawberryLandLtheLvesignLofLSpecificL
ñrimersLforLtheL‘dentificationLofLu.Lfragariae.LJournaldofdPhytopathologyYL2002YLcgbYLhjbZhjh 1.8 17

44 snLanalysisLofLinterZLandLintraspecificLgeneticLvariabilitiesLinLtheLKluyveromycesLmarxianusLgroupLofL
yeastLspeciesLforLtheLreconsiderationLofLtheLK.LlactisLtaxon.LYeastYL2002YLckYLdgiZhj 3.4 28

43 ×olecularLcharacterizationLofLaLchromosomalLrearrangementLinvolvedLinLtheLadaptiveLevolutionLofL
yeastLstrains.LGenomedResearchYL2002YLcdYLcgeeZk 9.7 186

42 snalysisLofLtheLstressLresistanceLofLcommercialLwineLyeastLstrains.LArchivesdofdMicrobiologyYL2001YL
cigYLfgbZi 3 80

41 ×olecularLcharacterisationLofLzanseniasporaLspecies.LAntoniedVandLeeuwenhoekYL2001YLjbYLjgZkd 2.1 25

40 sLsimplifiedLprocedureLtoLanalyseLmitochondrialLvçsLfromLindustrialLyeasts.LInternationaldJournald
ofdFooddMicrobiologyYL2001YLhjYLigZjc 5.8 64

39 StudyLofLtheLauthenticityLofLcommercialLwineLyeastLstrainsLbyLmolecularLtechniques.LInternationald
JournaldofdFooddMicrobiologyYL2001YLibYLcZcb 5.8 87

38 uellZWallLvegradingLwnzymesLinLtheLReleaseLofLyrapeLsromaLñrecursors.LFooddSciencedandd
TechnologydInternationalYL2001YLiYLjeZji 2.6 13

37 YeastLpopulationLdynamicsLduringLtheLfermentationLandLbiologicalLagingLofLsherryLwines.LAppliedd
anddEnvironmentaldMicrobiologyYL2001YLhiYLdbghZhc 4.8 99

36 ‘dentificationLofLuolletotrichumLspeciesLresponsibleLforLanthracnoseLofLstrawberryLbasedLonLtheL
internalLtranscribedLspacersLofLtheLribosomalLregion.LFEMSdMicrobiologydLettersYL2000YLcjkYLkiZcbc 2.9 17

35
Rx ñLanalysisLofLtheLribosomalLinternalLtranscribedLspacersLandLtheLg.jSLrRçsLgeneLregionLofLtheL
genusLSaccharomyceslLaLfastLmethodLforLspeciesLidentificationLandLtheLdifferentiationLofLflorL
yeasts.LAntoniedVandLeeuwenhoekYL2000YLijYLjiZki

2.1 98

34 SelectionLandLmolecularLcharacterizationLofLwineLyeastsLisolatedLfromLtheLâ��wlLñenedˆ¤sâ��LareaLTSpainU.L
FooddMicrobiologyYL2000YLciYLggeZghd 6 70

33 xungemiaLwithLSaccharomycesLcerevisiaeLinLtwoLnewbornsYLonlyLoneLofLwhomLhadLbeenLtreatedL
withLultraZlevura.LEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesYL2000YLckYLfhjZib 5.3 82

32 ×itoticLrecombinationLandLgeneticLchangesLinLSaccharomycesLcerevisiaeLduringLwineLfermentation.L
ApplieddanddEnvironmentaldMicrobiologyYL2000YLhhYLdbgiZhc 4.8 83

31 ‘dentificationLofLuolletotrichumLspeciesLresponsibleLforLanthracnoseLofLstrawberryLbasedLonLtheL
internalLtranscribedLspacersLofLtheLribosomalLregion..LFEMSdMicrobiologydLettersYL2000YLcjkYLkiZcbc 2.9 15

30 ñhylogenyLofLtheLgenusLKluyveromycesLinferredLfromLtheLmitochondrialLcytochromeZcLoxidaseL‘‘L
gene.LInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyYL2000YLgbLñtLcYLfbgZfch 2.2 68

29 ‘dentificationLofLyeastsLbyLRx ñLanalysisLofLtheLg.jSLrRçsLgeneLandLtheLtwoLribosomalLinternalL
transcribedLspacers.LInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyYL1999YLfkLñtLcYLedkZei2.2 633

28 ScreeningLofLnonZSaccharomycesLwineLyeastsLforLtheLproductionLofLbetaZvZxylosidaseLactivity.L
InternationaldJournaldofdFooddMicrobiologyYL1999YLfhYLcbgZcd 5.8 70
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27 sromaLimprovingLinLmicrovinificationLprocessesLbyLtheLuseLofLaLrecombinantLwineLyeastLstrainL
expressingLtheLsspergillusLnidulansLxlnsLgene.LInternationaldJournaldofdFooddMicrobiologyYL1999YLfiYLcicZj5.8 52

26 yenomicLstabilityLofLSaccharomycesLcerevisiaeLbakerSsLyeasts.LSystematicdanddApplieddMicrobiologyYL
1999YLddYLedkZfb 4.2 18

25 TheLprevalenceLandLcontrolLofLspoilageLyeastsLinLfoodsLandLbeverages.LTrendsdindFooddSciencedandd
TechnologyYL1999YLcbYLeghZehg 15.3 97

24 ×olecularLcharacterizationLofLuolletotrichumLstrainsLderivedLfromLstrawberry.LMycologicaldResearch
YL1999YLcbeYLejgZekf 63

23
ñhylogeneticLreconstructionLofLtheLyeastLgenusLKluyveromyceslLrestrictionLmapLanalysisLofLtheLg.jSL
rRçsLgeneLandLtheLtwoLribosomalLinternalLtranscribedLspacers.LSystematicdanddApplieddMicrobiologyYL
1998YLdcYLdhhZie

4.2 29

22 zeterologousLproductionLinLsaccharomycesLcerevisiaeLofLdifferentLaspergillusLnidulansLxylanasesLofL
potentialLinterestLinLoenology.LJournaldofdthedSciencedofdFooddanddAgricultureYL1998YLijYLecgZedb 4.3 8

21 ‘nterZLandLintraspecificLchromosomeLpatternLvariationLinLtheLyeastLgenusLKluyveromyces.LYeastYL
1998YLcfYLcefcZgf 3.4 38

20 RapidLidentificationLofLwineLyeastLspeciesLbasedLonLRx ñLanalysisLofLtheLribosomalLinternalL
transcribedLspacerLT‘TSULregion.LArchivesdofdMicrobiologyYL1998YLchkYLejiZkd 3 238

19 viversityLofLSaccharomycesLstrainsLinLwineLfermentationslLanalysisLforLtwoLconsecutiveLyears.L
LettersdindApplieddMicrobiologyYL1998YLdhYLfgdZg 2.9 86

18 ‘nterZLandLintraspecificLchromosomeLpatternLvariationLinLtheLyeastLgenusLKluyveromycesL1998YLcfYLcefc 1

17 uharacterisationLofLxourLSpeciesLofLtheLyenusLKluyveromycesLbyL×itochondrialLvçsLRestrictionL
snalysis.LSystematicdanddApplieddMicrobiologyYL1997YLdbYLekiZfbj 4.2 26

16 yeneticLStudyLofLçaturalL‘ntrogressionLSupportsLvelimitationLofLtiologicalLSpeciesLinLtheL
SaccharomycesLSensuLStrictoLuomplex.LSystematicdanddApplieddMicrobiologyYL1997YLdbYLgkgZhbc 4.2 11

15 TheLapplicationLofLmolecularLtechniquesLinLwineLmicrobiology.LTrendsdindFooddSciencedandd
TechnologyYL1996YLiYLieZij 15.3 64

14
uharacterizationLofLWineLYeastLStrainsLofLtheLSaccharomycesLyenusLonLtheLtasisLofL×olecularL
×arkerslLRelationshipsLtetweenLyeneticLvistanceLandLyeographicLorLwcologicalLèrigin.LSystematicd
anddApplieddMicrobiologyYL1996YLckYLcddZced

4.2 62

13 wvaluationLofLtheLuseLofLphaseZspecificLgeneLpromotersLforLtheLexpressionLofLenologicalLenzymesLinL
anLindustrialLwineLyeastLstrain.LBiotechnologydLettersYL1996YLcjYLjjiZjkd 3 13

12 ×itochondrialLimportLofLsubunitLVaLofLcytochromeLcLoxidaseLcharacterizedLwithLyeastLmutants.L
JournaldofdBiologicaldChemistryYL1995YLdibYLeijjZkg 5.4 67

11 ñopulationLdynamicsLofLnaturalLSaccharomycesLstrainsLduringLwineLfermentation.LInternationald
JournaldofdFooddMicrobiologyYL1994YLdcYLecgZde 5.8 82

10 RapidLcharacterizationLofLfourLspeciesLofLtheLSaccharomycesLsensuLstrictoLcomplexLaccordingLtoL
mitochondrialLvçsLpatterns.LInternationaldJournaldofdSystematicdBacteriologyYL1994YLffYLibjZcf 76
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9 ñhylogeneticLrelationshipsLamongLwineLyeastLstrainsLbasedLonLelectrophoreticLwholeZcellLproteinL
patterns.LInternationaldJournaldofdFooddMicrobiologyYL1993YLcjYLccgZdg 5.8 5

8 sLuomparativeLStudyLofLvifferentL×ethodsLofLYeastLStrainLuharacterization.LSystematicdanddAppliedd
MicrobiologyYL1992YLcgYLfekZffh 4.2 286

7 vryLYeastLStrainLxorLUseLinLxermentationLofLslicanteLWineslLSelectionLandLvçsLñatterns.LJournaldofd
FooddScienceYL1992YLgiYLcjeZcjg 3.4 88

6 ×olecularLmonitoringLofLwineLfermentationsLconductedLbyLactiveLdryLyeastLstrains.LApplieddandd
EnvironmentaldMicrobiologyYL1992YLgjYLdkfjZge 4.8 371

5 ×ycotoxinsLandLmycotoxigenicLmouldsLinLnutsLandLsunflowerLseedsLforLhumanLconsumption.L
MycopathologiaYL1991YLccgYLcdcZi 2.9 57

4 ×icrobiologicalLandLwnologicalLñarametersLduringLxermentationLofL×ustsLfromLñoorLandLçormalL
yrapeZzarvestsLinLtheLRegionLofLslicanteLTSpainU.LJournaldofdFooddScienceYL1990YLggYLchbeZchbh 3.4 49

3 sLrapidLandLsimpleLmethodLforLtheLpreparationLofLyeastLmitochondrialLvçs.LNucleicdAcidsdResearchYL
1990YLcjYLchgi 20.1 36

2 ×itochondrialLintrogressionLsuggestsLextensiveLancestralLhybridizationLeventsLamongSaccharomycesspecies 1

1 vifferentialLproteomicLanalysisLbyLSWsTzZ×SLunravelsLtheLmostLdominantLmechanismsLunderlyingL
yeastLadaptationLtoLnonZoptimalLtemperaturesLunderLanaerobicLconditions 3
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