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Phenotypic and genomic differences among S. cerevisiae strains in nitrogen requirements during
wine fermentations. Food Microbiology, 2021, 96, 103685
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Microbiology, 2010, 27, 503-8




(2008-2010])

Modulation of the glycerol and ethanol syntheses in the yeast Saccharomyces kudriavzevii differs 6
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