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cerevisiae.LYeastYL2011YLdjYLfdeZeg 3.4 25

109 ×olecularLcharacterisationLofLzanseniasporaLspecies.LAntoniedVandLeeuwenhoekYL2001YLjbYLjgZkd 2.1 25

108 yeneticLimprovementLofLnonZy×èLwineLyeastslLStrategiesYLadvantagesLandLsafety.LTrendsdindFoodd
SciencedanddTechnologyYL2015YLfgYLcZcc 15.3 24

107
vifferencesLinLwnzymaticLñropertiesLofLtheLSaccharomycesLkudriavzeviiLandLSaccharomycesLuvarumL
slcoholLscetyltransferasesLandLTheirL‘mpactLonLsromaZsctiveLuompoundsLñroduction.LFrontiersdind
MicrobiologyYL2016YLiYLjki

5.7 24

106 çewLTrendsLinLtheLUsesLofLYeastsLinLèenology.LAdvancesdindFooddanddNutritiondResearchYL2018YLjgYLciiZdcb6 23

105 uombinedLuseLofLkillerLbiotypeLandLmtvçsZRx ñLpatternsLinLaLñatagonianLwineLSaccharomycesL
cerevisiaeLdiversityLstudy.LAntoniedVandLeeuwenhoekYL2006YLjkYLcfiZgh 2.1 23

104 ñathogenicLpotentialLofLSaccharomycesLstrainsLisolatedLfromLdietaryLsupplements.LPLoSdONEYL2014YL
kYLekjbkf 3.7 23

103
StatementLonLtheLupdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoL
foodLorLfeedLasLnotifiedLtoLwxSsLclLSuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLèctoberL
dbcf.LEFSAdJournalYL2014YLcdYLekej

2.3 22

102 ×olecularLanalysisLofLtheLgenesLinvolvedLinLaromaLsynthesisLinLtheLspeciesLS.LcerevisiaeYLS.L
kudriavzeviiLandLS.LbayanusLvar.LuvarumLinLwinemakingLconditions.LPLoSdONEYL2014YLkYLekihdh 3.7 21

101
sLcomparativeLstudyLofLtheLwineLfermentationLperformanceLofLSaccharomycesLparadoxusLunderL
differentLnitrogenLconcentrationsLandLglucoseafructoseLratios.LJournaldofdApplieddMicrobiologyYL
2010YLcbjYLieZjb

4.7 21

100 ñuRZRx ñLanalysisLofLtheL‘ySLregionLofLrvçslLaLusefulLtoolLforLtheLpracticalLdiscriminationLbetweenL
speciesLofLtheLgenusLvebaryomyces.LAntoniedVandLeeuwenhoekYL2006YLkbYLdccZk 2.1 21
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99 YeastLmicrofloraLisolatedLfromLbrazilianLcassavaLrootslLtaxonomicalLclassificationLbasedLonL
molecularLidentification.LCurrentdMicrobiologyYL2010YLhbYLdjiZke 2.4 20

98 sLmolecularLgeneticLstudyLofLnaturalLstrainsLofLSaccharomycesLisolatedLfromLssturianLciderL
fermentations.LJournaldofdApplieddMicrobiologyYL2007YLcbeYLiijZjh 4.7 20

97 SpoilageLyeastsLfromLñatagonianLcellarslLcharacterizationLandLpotentialLbiocontrolLbasedLonLkillerL
interactions.LWorlddJournaldofdMicrobiologydanddBiotechnologyYL2008YLdfYLkfgZkge 4.4 20

96
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLcclLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLSeptemberLdbck.LEFSAd
JournalYL2020YLcjYLebgkhg

2.3 20

95 ‘mprovingLtheLuryotoleranceLofLWineLYeastLbyL‘nterspecificLzybridizationLinLtheLyenus.LFrontiersdind
MicrobiologyYL2018YLkYLeded 5.7 19

94 ×olecularLandLenologicalLcharacterizationLofLaLnaturalLSaccharomycesLuvarumLandLSaccharomycesL
cerevisiaeLhybrid.LInternationaldJournaldofdFooddMicrobiologyYL2015YLdbfYLcbcZcb 5.8 19

93 yenomeZwideLgeneLexpressionLofLaLnaturalLhybridLbetweenLSaccharomycesLcerevisiaeLandLS.L
kudriavzeviiLunderLenologicalLconditions.LInternationaldJournaldofdFooddMicrobiologyYL2012YLcgiYLefbZg 5.8 19

92 slternativeLylycerolLtalanceLStrategiesLamongLSaccharomycesLSpeciesLinLResponseLtoLWinemakingL
Stress.LFrontiersdindMicrobiologyYL2016YLiYLfeg 5.7 19

91 sLtimeLcourseLmetabolismLcomparisonLamongLSaccharomycesLcerevisiaeYLS.LuvarumLandLS.L
kudriavzeviiLspeciesLinLwineLfermentation.LFooddMicrobiologyYL2020YLkbYLcbefjf 6 18

90 yenomicLstabilityLofLSaccharomycesLcerevisiaeLbakerSsLyeasts.LSystematicdanddApplieddMicrobiologyYL
1999YLddYLedkZfb 4.2 18

89 RsñvLsnalysisLofLuolletotrichumLSpeciesL‘solatedLfromLStrawberryLandLtheLvesignLofLSpecificL
ñrimersLforLtheL‘dentificationLofLu.Lfragariae.LJournaldofdPhytopathologyYL2002YLcgbYLhjbZhjh 1.8 17

88 ‘dentificationLofLuolletotrichumLspeciesLresponsibleLforLanthracnoseLofLstrawberryLbasedLonLtheL
internalLtranscribedLspacersLofLtheLribosomalLregion.LFEMSdMicrobiologydLettersYL2000YLcjkYLkiZcbc 2.9 17

87 ×embraneLfluidificationLbyLethanolLstressLactivatesLunfoldedLproteinLresponseLinLyeasts.LMicrobiald
BiotechnologyYL2018YLccYLfhgZfig 6.3 16

86
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLhlLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilL×archLdbci.LEFSAdJournalYL
2017YLcgYLebfjjf

2.3 16

85 TheLUseLofL×ixedLñopulationsLofLandLtoLReduceLwthanolLuontentLinLWinelL imitedLserationYL
‘noculumLñroportionsYLandLSequentialL‘noculation.LFrontiersdindMicrobiologyYL2017YLjYLdbji 5.7 16

84 ulinicalLSaccharomycesLcerevisiaeLisolatesLcannotLcrossLtheLepithelialLbarrierLinLvitro.LInternationald
JournaldofdFooddMicrobiologyYL2012YLcgiYLgkZhf 5.8 16

83
uomparativeLgenomicLanalysisLofLSaccharomycesLcerevisiaeLyeastsLisolatedLfromLfermentationsLofL
traditionalLbeveragesLunveilsLdifferentLadaptiveLstrategies.LInternationaldJournaldofdFoodd
MicrobiologyYL2014YLcicYLcdkZeg

5.8 15

82 ‘dentificationLofLuolletotrichumLspeciesLresponsibleLforLanthracnoseLofLstrawberryLbasedLonLtheL
internalLtranscribedLspacersLofLtheLribosomalLregion..LFEMSdMicrobiologydLettersYL2000YLcjkYLkiZcbc 2.9 15
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81 SaccharomycesLcerevisiaeLˆ�LSaccharomycesLuvarumLhybridsLgeneratedLunderLdifferentLconditionsL
shareLsimilarLwinemakingLfeatures.LYeastYL2018YLegYLcgiZcic 3.4 15

80
iTRsQZbasedLproteomeLprofilingLofLSaccharomycesLcerevisiaeLandLcryotolerantLspeciesL
SaccharomycesLuvarumLandLSaccharomycesLkudriavzeviiLduringLlowZtemperatureLwineL
fermentation.LJournaldofdProteomicsYL2016YLcfhYLibZk

3.9 14

79
ñhysiologicalLandLmolecularLcharacterisationLofLSaccharomycesLcerevisiaeLcachaˆ§aLstrainsLisolatedL
fromLdifferentLgeographicLregionsLinLtrazil.LWorlddJournaldofdMicrobiologydanddBiotechnologyYL2010YL
dhYLgikZgji

4.4 14

78 ×olecularLcharacterisationLofLtheLspeciesLofLtheLgenusLZygosaccharomyces.LSystematicdanddAppliedd
MicrobiologyYL2003YLdhYLfbfZcc 4.2 14

77 SaccharomycesLuvarumLisLresponsibleLforLtheLtraditionalLfermentationLofLappleLchichaLinLñatagonia.L
FEMSdYeastdResearchYL2017YLciYL 3.1 14

76
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLcelLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLSeptemberLdbdb.LEFSAd
JournalYL2021YLckYLebheii

2.3 14

75
wnologicalLcharacterizationLofLSpanishLSaccharomycesLkudriavzeviiLstrainsYLoneLofLtheLclosestL
relativesLtoLparentalLstrainsLofLwinemakingLandLbrewingLSaccharomycesLcerevisiae´ ˆ�´ S.´ kudriavzeviiL
hybrids.LFooddMicrobiologyYL2016YLgeYLecZfb

6 13

74
StatementLonLtheLupdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoL
foodLorLfeedLasLnotifiedLtoLwxSsLelLSuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLSeptemberL
dbcg.LEFSAdJournalYL2015YLceYLfeec

2.3 13

73 uellZWallLvegradingLwnzymesLinLtheLReleaseLofLyrapeLsromaLñrecursors.LFooddSciencedandd
TechnologydInternationalYL2001YLiYLjeZji 2.6 13

72 wvaluationLofLtheLuseLofLphaseZspecificLgeneLpromotersLforLtheLexpressionLofLenologicalLenzymesLinL
anLindustrialLwineLyeastLstrain.LBiotechnologydLettersYL1996YLcjYLjjiZjkd 3 13

71
ñhysiologicalLandLgenomicLcharacterisationLofLSaccharomycesLcerevisiaeLhybridsLwithLimprovedL
fermentationLperformanceLandLmannoproteinLreleaseLcapacity.LInternationaldJournaldofdFoodd
MicrobiologyYL2015YLdbgYLebZfb

5.8 12

70
uharacterisationLofLtheLbroadLsubstrateLspecificityLdZketoLacidLdecarboxylaseLsrocbpLofL
SaccharomycesLkudriavzeviiLandLitsLimplicationLinLaromaLdevelopment.LMicrobialdCelldFactoriesYL2016
YLcgYLgc

6.4 12

69 TranscriptomicsLinLhumanLbloodLincubationLrevealsLtheLimportanceLofLoxidativeLstressLresponseLinL
SaccharomycesLcerevisiaeLclinicalLstrains.LBMCdGenomicsYL2012YLceYLfck 4.5 12

68
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLcflLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilL×archLdbdc.LEFSAdJournalYL
2021YLckYLebhhjk

2.3 12

67 ×olecularLprofilingLofLbeerLwortLfermentationLdiversityLacrossLnaturalLSaccharomycesLeubayanusL
isolates.LMicrobialdBiotechnologyYL2020YLceYLcbcdZcbdg 6.3 11

66 yeneticLStudyLofLçaturalL‘ntrogressionLSupportsLvelimitationLofLtiologicalLSpeciesLinLtheL
SaccharomycesLSensuLStrictoLuomplex.LSystematicdanddApplieddMicrobiologyYL1997YLdbYLgkgZhbc 4.2 11

65 ×olecularLevolutionLinLyeastLofLbiotechnologicalLinterest.LInternationaldMicrobiologyYL2003YLhYLdbcZg 3 11

64 xermentativeLbehaviourLandLcompetitionLcapacityLofLcryotolerantLSaccharomycesLspeciesLinL
differentLnitrogenLconditions.LInternationaldJournaldofdFooddMicrobiologyYL2019YLdkcYLcccZcdb 5.8 11
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63 andLSyntheticLWineLxermentationLñerformanceLvissectedLbyLñredictiveL×odeling.LFrontiersdind
MicrobiologyYL2018YLkYLjj 5.7 10

62 wthanolLwffectsL‘nvolveLçonZcanonicalLUnfoldedLñroteinLResponseLsctivationLinLYeastLuells.L
FrontiersdindMicrobiologyYL2017YLjYLeje 5.7 9

61 yenomicLandLtranscriptomicLanalysisLofLaromaLsynthesisLinLtwoLhybridsLbetweenLSaccharomycesL
cerevisiaeLandLS.LkudriavzeviiLinLwinemakingLconditions.LMicrobialdCelldFactoriesYL2015YLcfYLcdj 6.4 9

60 RetrospectiveLanalysisLofLclinicalLyeastLisolatesLinLaLhospitalLinLtheLcentreLofLñortugallLspectrumLandL
revisionLofLtheLidentificationLprocedures.LMedicaldMycologyYL2009YLfiYLjehZff 3.9 9

59
vifferentialLproteomicLanalysisLbyLSWsTzZ×SLunravelsLtheLmostLdominantLmechanismsLunderlyingL
yeastLadaptationLtoLnonZoptimalLtemperaturesLunderLanaerobicLconditions.LScientificdReportsYL2020YL
cbYLddedk

4.9 9

58
‘nterspecificLhybridisationLamongLdiverseLSaccharomycesLspecieslLsLcombinedLbiotechnologicalL
solutionLforLlowZtemperatureLandLnitrogenZlimitedLwineLfermentations.LInternationaldJournaldofd
FooddMicrobiologyYL2019YLecbYLcbjeec

5.8 8

57
vifferentialLuontributionLofLtheLñarentalLyenomesLtoLaLˆ�LzybridYL‘nferredLbyLñhenomicYLyenomicYL
andLTranscriptomicLsnalysesYLatLvifferentL‘ndustrialLStressLuonditions.LFrontiersdindBioengineeringd
anddBiotechnologyYL2020YLjYLcdk

5.8 8

56 ‘ncreasedLmannoproteinLcontentLinLwinesLproducedLbyLSaccharomycesLkudriavzeviiˆ�SaccharomycesL
cerevisiaeLhybrids.LInternationaldJournaldofdFooddMicrobiologyYL2016YLdeiYLegZej 5.8 8

55 ñossibleLuseLofLtiologLmethodologyLforLmonitoringLyeastLpresenceLinLalcoholicLfermentationLforL
wineZmaking.LJournaldofdApplieddMicrobiologyYL2010YLcbjYLcckkZdbh 4.7 8

54 uandidaLcabralensisLsp.Lnov.YLaLyeastLspeciesLisolatedLfromLtraditionalLSpanishLblueZveinedLuabralesL
cheese.LInternationaldJournaldofdSystematicdanddEvolutionarydMicrobiologyYL2010YLhbYLdhicZdhif 2.2 8

53 zeterologousLproductionLinLsaccharomycesLcerevisiaeLofLdifferentLaspergillusLnidulansLxylanasesLofL
potentialLinterestLinLoenology.LJournaldofdthedSciencedofdFooddanddAgricultureYL1998YLijYLecgZedb 4.3 8

52 ×olecularL×ethodsLtoL‘dentifyLandLuharacterizeLYeastsLinLxoodsLandLteveragesL2006YLggZjd 8

51 RelationshipLbetweenLmolecularLandLenologicalLfeaturesLofLñatagonianLwineLyeastslLrelevanceLinL
selectionLprotocols.LWorlddJournaldofdMicrobiologydanddBiotechnologyYL2006YLddYLjdiZjee 4.4 8

50 yenomeLofLSaccharomycesLcerevisiaeLandLRelatedLYeastsL2009YLehcZeij 8

49
wxpressionLofLheterologousLtransportersLinLSaccharomycesLkudriavzeviilLsLstrategyLforLimprovingL
yeastLsaltLtoleranceLandLfermentationLperformance.LInternationaldJournaldofdFooddMicrobiologyYL
2018YLdhjYLdiZef

5.8 7

48 RçsseqZbasedLtranscriptomeLcomparisonLofLSaccharomycesLcerevisiaeLstrainsLisolatedLfromLdiverseL
fermentativeLenvironments.LInternationaldJournaldofdFooddMicrobiologyYL2017YLdgiYLdhdZdib 5.8 7

47 uomparativeLgenomicLanalysisLrevealsLaLcriticalLroleLofLdeLnovoLnucleotideLbiosynthesisLforL
SaccharomycesLcerevisiaeLvirulence.LPLoSdONEYL2015YLcbYLebcddejd 3.7 7

46 vifferencesLinLactivationLofL×sñLkinasesLandLvariabilityLinLtheLpolyglutamineLtractLofLSltdLinLclinicalL
andLnonZclinicalLisolatesLofLSaccharomycesLcerevisiae.LYeastYL2010YLdiYLgfkZhc 3.4 7

(2010-2018)
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45 SaccharomycesLuvarumLisolatedLfromLpatagonianLcidersLshowsLexcellentLfermentativeLperformanceL
forLlowLtemperatureLcidermaking.LFooddResearchdInternationalYL2019YLcdhYLcbjhgh 7 6

44 ×ixedLgrowthLcurveLdataLdoLnotLsufficeLtoLfullyLcharacterizeLtheLdynamicsLofLmixedLcultures.L
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2020YLcciYLjccZjce 11.5 6

43 sromaLproductionLandLfermentationLperformanceLofLS.LcerevisiaeLˆ�LS.LkudriavzeviiLnaturalLhybridsL
underLcoldLoenologicalLconditions.LInternationaldJournaldofdFooddMicrobiologyYL2019YLdkiYLgcZgk 5.8 5

42
TheLeffectLofLtwoLantifungalLcommercialLformulationsLonLtheLmetabolismLofLaLcommercialL
SaccharomycesLcerevisiaeLstrainLandLtheirLrepercussionLonLfermentationLevolutionLandL
phenylalanineLcatabolism.LFooddMicrobiologyYL2020YLkdYLcbeggf

6 5

41 showLlowLlevelsLofLtraversalLacrossLtheLhumanLbloodLbrainLbarrier.LFwvvvResearchYL2017YLhYLkff 3.6 5

40
sLcomparisonLofLtheLperformanceLofLnaturalLhybridsLSaccharomycesLcerevisiaeLˆ�LSaccharomycesL
kudriavzeviiLatLlowLtemperaturesLrevealsLtheLcrucialLroleLofLtheirLS.LkudriavzeviiLgenomicL
contribution.LInternationaldJournaldofdFooddMicrobiologyYL2018YLdifYLcdZck

5.8 5

39 yeneticLandLmolecularLstudyLofLtheLinabilityLofLtheLyeastLKluyveromycesLlactisLvar.LdrosophilarumLtoL
fermentLlactose.LMicrobiologyYL2006YLigYLdfjZdgd 1.4 5

38 ñhylogeneticLrelationshipsLamongLwineLyeastLstrainsLbasedLonLelectrophoreticLwholeZcellLproteinL
patterns.LInternationaldJournaldofdFooddMicrobiologyYL1993YLcjYLccgZdg 5.8 5

37 WineYLteerLandLuiderlLUnravellingLtheLsromaLñrofileL2014YLdhcZdki 5

36 yenomeLstructureLrevealsLtheLdiversityLofLmatingLmechanismsLinLxLhybridsYLandLtheLgenomicL
instabilityLthatLpromotesLphenotypicLdiversity.LMicrobialdGenomicsYL2020YLhYL 4.4 5

35 sL×ultiphaseL×ultiobjectiveLvynamicLyenomeZScaleL×odelLShowsLvifferentLRedoxLtalancingL
amongLYeastLSpeciesLofLtheLyenusLinLxermentation.LMSystemsYL2021YLhYLebbdhbdc 7.6 5

34
×etabolomeLsegregationLofLfourLstrainsLofLSaccharomycesLcerevisiaeYLSaccharomycesLuvarumLandL
SaccharomycesLkudriavzeviiLconductedLunderLlowLtemperatureLoenologicalLconditions.L
EnvironmentaldMicrobiologyYL2020YLddYLeibbZeidc

5.2 4

33 uandidaLpatagonicaLsp.Lnov.YLaLnewLspeciesLofLyeastLfromLcellarLsurfaces.LAntoniedVandLeeuwenhoekYL
2007YLkdYLiiZjc 2.1 4

32
UpdateLofLtheLlistLofLQñSZrecommendedLbiologicalLagentsLintentionallyLaddedLtoLfoodLorLfeedLasL
notifiedLtoLwxSsLcglLsuitabilityLofLtaxonomicLunitsLnotifiedLtoLwxSsLuntilLSeptemberLdbdc..LEFSAd
JournalYL2022YLdbYLebibfg

2.3 4

31 SaccharomycesLcerevisiaeLshowLlowLlevelsLofLtraversalLacrossLtheLhumanLbloodLbrainLbarrierLinLvitro.L
FwvvvResearchYL2017YLhYLkff 3.6 4

30 TheLeffectsLofLstrainsLcarryingLalcoholicLfermentationLonLtheLfermentativeLandLvarietalLaromaL
profilesLofLyoungLandLagedLTempranilloLwines.LFooddChemistry:dXYL2021YLkYLcbbcch 4.7 4

29 ñhenotypicLandLgenomicLdifferencesLamongLS.LcerevisiaeLstrainsLinLnitrogenLrequirementsLduringL
wineLfermentations.LFooddMicrobiologyYL2021YLkhYLcbehjg 6 4

28
ScreeningLofLSaccharomycesLstrainsLforLtheLcapacityLtoLproduceLdesirableLfermentativeLcompoundsL
underLtheLinfluenceLofLdifferentLnitrogenLsourcesLinLsyntheticLwineLfermentations.LFoodd
MicrobiologyYL2021YLkiYLcbeihe

6 4
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27 TranscriptomicLanalysisLofLSaccharomycesLcerevisiaeLxLSaccharomycesLkudriavzeviiLhybridsLduringL
lowLtemperatureLwinemaking.LFwvvvResearchYL2017YLhYLhik 3.6 3

26 vifferentialLproteomicLanalysisLbyLSWsTzZ×SLunravelsLtheLmostLdominantLmechanismsLunderlyingL
yeastLadaptationLtoLnonZoptimalLtemperaturesLunderLanaerobicLconditions 3

25 ‘nheritanceLofLwinemakingLstressLfactorsLtoleranceLinLSaccharomycesLuvarumaS.Leubayanus´ ˆ�´ S.L
cerevisiaeLartificialLhybrids.LInternationaldJournaldofdFooddMicrobiologyYL2020YLedbYLcbjgbb 5.8 3

24  ipidLuompositionLsnalysisLRevealsL×echanismsLofLwthanolLToleranceLinLtheL×odelLYeast.LAppliedd
anddEnvironmentaldMicrobiologyYL2021YLjiYLebbffbdc 4.8 3

23 ThermoZadaptiveLevolutionLtoLgenerateLimprovedLSaccharomycesLcerevisiaeLstrainsLforLcocoaLpulpL
fermentations.LInternationaldJournaldofdFooddMicrobiologyYL2021YLefdYLcbkbii 5.8 3

22 ×itochondrialLvçsLpolymorphismLofLtheLyeastLSaccharomycesLbayanusLvar.Luvarum.LMicrobiologyYL
2010YLikYLgdbZgdi 1.4 2

21 xourLnewLuandidaLcretensisLstrainsLisolatedLfromLSpanishLfermentedLsausagesLTchorizoUlLtaxonomicL
andLphylogeneticLimplications.LFEMSdYeastdResearchYL2008YLjYLfjgZkc 3.1 2

20 ×odulationLofLaromaLandLchemicalLcompositionLofLslbariˆ–oLsemiZsyntheticLwinesLbyLnonZwineL
SaccharomycesLyeastsLandLbottleLaging..LFooddMicrobiologyYL2022YLcbfYLcbekjc 6 2

19 TranscriptomicLanalysisLofLxLhybridsLduringLlowLtemperatureLwinemaking.LFwvvvResearchYL2017YLhYLhik 3.6 2

18 TheLqualifiedLpresumptionLofLsafetyLassessmentLandLitsLroleLinLwxSsLriskLevaluationslLcgLyearsLpast.L
FEMSdMicrobiologydLettersYL2019YLehhYLiciZide 2.9 2

17 yenomicLinstabilityLinLanLinterspecificLhybridLofLtheLgenusLlLaLmatterLofLadaptability.LMicrobiald
GenomicsYL2020YLhYL 4.4 2

16 ×etabolicLdifferencesLbetweenLaLwildLandLaLwineLstrainLofLSaccharomycesLcerevisiaeLduringL
fermentationLunveiledLbyLmultiZomicLanalysis.LEnvironmentaldMicrobiologyYL2021YLdeYLebgkZebih 5.2 2

15 ×olecularL‘dentificationLandLuharacterizationLofLWineLYeastsL2011YLcccZcfc 1

14 TheLdiverseLeffectsLofLyeastLonLtheLaromaLofLnonZsulfiteLaddedLwhiteLwinesLthroughoutLaging.LLWTd
sdFooddSciencedanddTechnologyYL2022YLcgjYLcceccc 5.4 1

13 ×itochondrialLintrogressionLsuggestsLextensiveLancestralLhybridizationLeventsLamongSaccharomycesspecies 1

12 zumanZassociatedLmigrationLofLzolarctic´ SaccharomycesLuvarum´ strainsLtoLñatagonia.LFungald
EcologyYL2020YLfjYLcbbkkb 4.1 1

11 TemperatureLShapesLwcologicalLvynamicsLinL×ixedLuultureLxermentationsLvrivenLbyLTwoLSpeciesLofL
theLyenus.LFrontiersdindBioengineeringdanddBiotechnologyYL2020YLjYLkcg 5.8 1

10 ‘mpactLofLçitrogenLsdditionLonLWineLxermentationLbyLStrainsLwithLvifferentLçitrogenL
Requirements.LJournaldofdAgriculturaldanddFooddChemistryYL2021YLhkYLhbddZhbec 5.7 1
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9 VirulenceLrelatedLtraitsLinLyeastLspeciesLassociatedLwithLfoodmLvebaryomycesLhanseniiYL
KluyveromycesLmarxianusYLandLWickerhamomycesLanomalus.LFooddControlYL2021YLcdfYLcbikbc 6.2 1

8 wffectLofLtransientLthermalLshocksLonLalcoholicLfermentationLperformance.LInternationaldJournaldofd
FooddMicrobiologyYL2020YLecdYLcbjehd 5.8 1

7 ‘nterZLandLintraspecificLchromosomeLpatternLvariationLinLtheLyeastLgenusLKluyveromycesL1998YLcfYLcefc 1

6 yeneticsLofLYeastsL2008YLchiZcik 1

5 wffectLofLnonZwineLSaccharomycesLyeastsLandLbottleLagingLonLtheLreleaseLandLgenerationLofLaromasL
inLsemiZsyntheticLTempranilloLwines..LInternationaldJournaldofdFooddMicrobiologyYL2022YLehgYLcbkggf 5.8 0

4 UseLofLnonZconventionalLyeastsLtoLincreaseLtotalLacidityLinLtheLuavaLbaseLwines.LLWTdsdFooddScienced
anddTechnologyYL2022YLcgjYLccecje 5.4 0

3 uonvergentLadaptationLofLSaccharomycesLuvarumLtoLsulfiteYLanLantimicrobialLpreservativeLwidelyL
usedLinLhumanZdrivenLfermentations.LPLoSdGeneticsYL2021YLciYLecbbkjid 6 0

2 StlcLtransporterLmediatingLtheLuptakeLofLglycerolLisLnotLaLweakLpointLofLSaccharomycesL
kudriavzeviiSsLlowLosmotolerance.LLettersdindApplieddMicrobiologyYL2019YLhjYLjcZjh 2.9 0

1 yenomeZwideLeffectLofLnonZoptimalLtemperaturesLunderLanaerobicLconditionsLonLgeneLexpressionL
inLSaccharomycesLcerevisiae..LGenomicsYL2022YLccbejh 4.3 0
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