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Metabolic, structural, and proteomic changes in Candida albicans cells induced by the
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SWATH-MS for prospective identification of protein blood biomarkers of rtPA-associated intracranial
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Candida albicans cell wall as a target of action for the proteind€“carbohydrate fraction from coelomic
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Genome-Wide Identification of Dickeya solani Transcriptional Units Up-Regulated in Response to Plant
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Science, 2020, 11, 580330.
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Ochrobactrum quorumnocens sp. nov., a quorum quenching bacterium from the potato rhizosphere,
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Anti-Candida albicans effect of the protein-carbohydrate fraction obtained from the coelomic fluid
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Human follicular fluid Eroteomic and peptidomic composition quantitative studies by SWATH-MS
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Epitope structure and binding affinity of single chain llama antid€i2a€amyloid antibodies revealed by
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Identification of the epitope for antid€eystatin C antibody. Journal of Molecular Recognition, 2011, 24,
687-699.
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