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conservation efforts. Neotropical Biodiversity, 2016, 2, 99-114.

Gene flow from an adaptively divergent source causes rescue through genetic and demographic
factors in two wild populations of <scp>T</scp>rinidadian guppies. Evolutionary Applications, 2016, 9, 3.1 62
879-891.

Sex, Mitochondria, and Genetic Rescue. Trends in Ecology and Evolution, 2016, 31, 96-99.

Effects of changing climate on aquatic habitat and connectivity for remnant populations of a

wide&€ranging frog species in an arid landscape. Ecology and Evolution, 2015, 5, 3979-3994. 19 81



56

58

60

62

64

66

68

WACHRIS FUNK

ARTICLE IF CITATIONS
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