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i Paper IF Citations

208 MachineKlearningXdrivenKidentificationKofKdrugsKinhibitingKcytochromeKβcd[KarhYYKPLoSd
ComputationaldBiologyWK2022WK]gWKe][[hga[ 5 2

207 pKnewKrhtMq–KdatasetKforKtheKsimilarityXbasedKtargetKfishingKengineKuastTargetβrediKpnnotationK
ofKanKexhaustiveKlistKofKlinearKtetrapeptidesYYKDatadindBriefWK2022WKcaWK][g]dh 1.2

206 TheKfirstKlamininKvXlikeKdomainKofKproteinKSKisKessentialKforKbindingKandKactivationKofKTyrobKreceptorK
andKintracellularKsignallingYYKBiochemistrydanddBiophysicsdReportsWK2022WKb[WK][]aeb 2.2

205 pntihistamineKandKcationicKamphiphilicKdrugsWKoldKmoleculesKasKnewKtoolsKagainstKtheKrαVxsX]hnYK
MedicaldHypothesesWK2021WK]cgWK]][d[g 3.8 9

204 rhemoinformaticKpnalysisKofKβsychotropicKandKpntihistaminicKsrugsKinKtheK–ightKofKtxperimentalK
pntiXSpRSXroVXaKpctivitiesYKAdvancesdanddApplicationsdindBioinformaticsdanddChemistryWK2021WK]cWKf]Xgd 1.5 7

203 RoleKofKvly]hfKinKtheKstructureKandKfunctionKofKproteinKrYKBiochimicadEtdBiophysicadActadrdGenerald
SubjectsWK2021WK]gedWK]ahgha 4

202 VirtualKscreeningKwebKserversiKdesigningKchemicalKprobesKandKdrugKcandidatesKinKtheKcyberspaceYK
BriefingsdindBioinformaticsWK2021WKaaWK]fh[X]g]g 13.4 36

201
ResourcesKandKcomputationalKstrategiesKtoKadvanceKsmallKmoleculeKSpRSXroVXaKdiscoveryiK–essonsK
fromKtheKpandemicKandKpreparingKforKfutureKhealthKcrisesYKComputationaldanddStructurald
BiotechnologydJournalWK2021WK]hWKadbfXadcg

6.8 9

200 xnKSilicoKxnvestigationKofKtheKéewKUzKSqY]Y]YfTKandKSouthKpfricanKSd[]YYVaTKSpRSXroVXaKVariantsK
withKaKuocusKatKtheKprtaXSpikeKRqsKxnterfaceYKInternationaldJournaldofdMoleculardSciencesWK2021WKaaWK 6.3 54

199 βpz]XsependentKpntitumorKtffectKofKpprX]]XserivedKβeptidesKonKSˆ'zaryKSyndromeKMalignantK
rscKTK–ymphocytesYKJournaldofdInvestigativedDermatologyWK2021WK]c]WKaae]Xaaf]Yed 4.3 0

198 pntiXuactorKqKpntibodiesKandKpcuteKβostinfectiousKvéKinKrhildrenYKJournaldofdthedAmericandSocietyd
ofdNephrology:dJASNWK2020WKb]WKgahXgc[ 12.7 20

197 uastTargetβrediKaKprogramKenablingKtheKfastKpredictionKofKputativeKproteinKtargetsKforKinputK
chemicalKdatabasesYKBioinformaticsWK2020WKbeWKcaadXcaae 7.2 3

196 vly]hfprgKmutationKinKproteinKrKcausesKrecurrentKthrombosisKinKaKheterozygousKcarrierYKJournaldofd
ThrombosisdanddHaemostasisWK2020WK]gWK]]c]X]]db 15.4 2

195 Thrh[SerKMutationKinKpntithrombinKisKpssociatedKwithKRecurrentKThrombosisKinKaKweterozygousK
rarrierYKThrombosisdanddHaemostasisWK2020WK]a[WK][cdX][dd 7 2

194 pnalysisKofKproteinKmissenseKalterationsKbyKcombiningKsequenceXKandKstructureXbasedKmethodsYK
MoleculardGeneticsdjamp;dGenomicdMedicineWK2020WKgWKe]]ee 2.3 16

193 t–pZpβt–pKprecursorKcleavedKbyKfurinKdisplaysKtumorKsuppressorKfunctionKinKrenalKcellKcarcinomaK
throughKmTαRr]KactivationYKJCIdInsightWK2020WKdWK 9.9 15

192 semystifyingKtheKMolecularKqasisKofKβyrazoloquinolinonesKRecognitionKatKtheKtxtracellularK˛–]VZ˛†bXK
xnterfaceKofKtheKvpqpKReceptorKbyKMolecularKModelingYKFrontiersdindPharmacologyWK2020WK]]WKde]gbc 5.6 1
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191 uastKRescoringKβrotocolsKtoKxmproveKtheKβerformanceKofKStructureXqasedKVirtualKScreeningK
βerformedKonKβroteinXβroteinKxnterfacesYKJournaldofdChemicaldInformationdanddModelingWK2020WKe[WKbh][Xbhbc6.1 6

190
StructureXbasedKdrugKrepositioningKoverKtheKhumanKTMβRSSaKproteaseKdomainiKsearchKforKchemicalK
probesKableKtoKrepressKSpRSXroVXaKSpikeKproteinKcleavagesYKEuropeandJournaldofdPharmaceuticald
SciencesWK2020WK]dbWK][dchd

5.1 28

189 xlefbpsnKmutationKinKproteinKrKintroducesKaKnewKéXlinkedKglycosylationKsiteKonKtheKfirstKtvuXdomainK
ofKproteinKrKandKcausesKthrombosisYKHaematologicaWK2020WK][dWK]f]aX]faa 6.6 4

188 urXββxrhemiKpnKpcademicKrompoundK–ibraryKsedicatedKtoKβroteinXβroteinKxnteractionsYKACSd
ChemicaldBiologyWK2020WK]dWK]deeX]dfc 4.9 13

187 pKureeKWebXqasedKβrotocolKtoKpssistKStructureXqasedKVirtualKScreeningKtxperimentsYKInternationald
JournaldofdMoleculardSciencesWK2019WKa[WK 6.3 10

186 RigorousKsamplingKofKdockingKposesKunveilsKbindingKhypothesisKforKtheKhalogenatedKligandsKofK
–XtypeKpminoKacidKTransporterK]KS–pT]TYKScientificdReportsWK2019WKhWK]d[e] 4.9 13

185 pnalysisKofKsolventXexposedKandKburiedKcoXcrystallizedKligandsiKaKcaseKstudyKtoKsupportKtheKdesignK
ofKnovelKproteinXproteinKinteractionKinhibitorsYKDrugdDiscoverydTodayWK2019WKacWKdd]Xddh 8.8 11

184 qreastKrancerKTargetingKthroughKxnhibitionKofKtheKtndoplasmicKReticulumXqasedKppoptosisK
RegulatorKérhZqr–a–][YKCancerdResearchWK2018WKfgWK]c[cX]c]f 10.1 22

183 txpressionKandKfunctionalKcharacterizationKofKtwoKnaturalKheparinXbindingKsiteKvariantsKofK
antithrombinYKJournaldofdThrombosisdanddHaemostasisWK2018WK]eWKbb[Xbc] 15.4 5

182 xnsightsKintoKmolecularKmechanismsKofKdrugKmetabolismKdysfunctionKofKhumanKrYβarhUb[YKPLoSd
ONEWK2018WK]bWKe[]hfach 3.7 14

181 αnlineKstructureXbasedKscreeningKofKpurchasableKapprovedKdrugsKandKnaturalKcompoundsiK
retrospectiveKexamplesKofKdrugKrepositioningKonKcancerKtargetsYKOncotargetWK2018WKhWKbabceXbabe] 3.3 15

180 pcuteKgeneticKablationKofKpendrinKlowersKbloodKpressureKinKmiceYKNephrologydDialysisd
TransplantationWK2017WKbaWK]]bfX]]cd 4.3 19

179 romputationalKqiologyKandKrhemistryKinKMTiiKtmphasisKonKtheKβredictionKofKSomeKpsMtTK
βropertiesYKMoleculardInformaticsWK2017WKbeWK]f[[[[g 3.8 2

178 romputationalKanalysisKofKcalculatedKphysicochemicalKandKpsMtTKpropertiesKofKproteinXproteinK
interactionKinhibitorsYKScientificdReportsWK2017WKfWKceaff 4.9 71

177 upuXsrugsciKfreeKpsMtXtoxKfilteringKcomputationsKforKchemicalKbiologyKandKearlyKstagesKdrugK
discoveryYKBioinformaticsWK2017WKbbWKbedgXbee[ 7.2 141

176 xnKsilicoKmodelKofKtheKhumanKrlrXzbKchlorideKchanneliKporeKmappingWKbiostructuralKpathologyKandK
drugKscreeningYKScientificdReportsWK2017WKfWKfach 4.9 11

175 xdentificationKofKinsulinXsensitizingKmoleculesKactingKbyKdisruptingKtheKinteractionKbetweenKtheK
xnsulinKReceptorKandKvrb]cYKScientificdReportsWK2017WKfWK]eh[] 4.9 3

174 pMMαSaiKaKwebKserverKforKproteinXligandXwaterKcomplexesKrefinementKviaKmolecularKmechanicsYK
NucleicdAcidsdResearchWK2017WKcdWKWbd[XWbdd 20.1 21

(2017-2020)
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173 βharmacogenomicsKofKtheKcytochromeKβcd[KarKfamilyiKimpactsKofKaminoKacidKvariationsKonKdrugK
metabolismYKDrugdDiscoverydTodayWK2017WKaaWKbeeXbfe 8.8 39

172 vlyfcSerKmutationKinKproteinKrKcausesKthrombosisKdueKtoKaKdefectKinKproteinKSXdependentK
anticoagulantKfunctionYKThrombosisdanddHaemostasisWK2017WK]]fWK]bdgX]beh 7 5

171 qlockadeKofKtheKmalignantKphenotypeKbyK˛†XsubunitKselectiveKnoncovalentKinhibitionKofKimmunoXKandK
constitutiveKproteasomesYKOncotargetWK2017WKgWK][cbfX][cch 3.3 8

170
rombiningKbioinformaticsWKchemoinformaticsKandKexperimentalKapproachesKtoKdesignKchemicalK
probesiKppplicationsKinKtheKfieldKofKbloodKcoagulationYKAnnalesdPharmaceutiquesdFrancaisesWK2016WK
fcWKadbXee

1.3 1

169 iββxXsqiKanKonlineKdatabaseKofKmodulatorsKofKproteinXproteinKinteractionsYKNucleicdAcidsdResearchWK
2016WKccWKsdcaXf 20.1 38

168 pKrellXβenetratingKβeptideKTargetingKpprX]]KSpecificallyKxnducesKrancerKrellsKseathYKCancerd
ResearchWK2016WKfeWKdcfhXh[ 10.1 36

167 siscoidinKsomainsKasKtmergingKTherapeuticKTargetsYKTrendsdindPharmacologicaldSciencesWK2016WKbfWKec]Xedh13.2 18

166 sépKdamageXinducedKnuclearKtranslocationKofKppafX]KisKmediatedKbyKnucleoporinKéup][fYKCelld
CycleWK2015WK]cWK]acaXd] 4.7 19

165 uunctionalKcharacterizationKofKtwoKnovelKnonXsynonymousKalterationsKinKrsceKandKaKγhd[wKchangeK
inKfactorKwKfoundKinKatypicalKhemolyticKuremicKsyndromeKpatientsYKMoleculardImmunologyWK2015WKedWKbefXfe4.3 19

164 xnKsilicoKdesignKofKlowKmolecularKweightKproteinXproteinKinteractionKinhibitorsiKαverallKconceptKandK
recentKadvancesYKProgressdindBiophysicsdanddMoleculardBiologyWK2015WK]]hWKa[Xba 4.7 46

163 StrategiesKinKtheKSearchKforKéewK–eadKrompoundsKorKαriginalKWorkingKwypothesesK2015WKfbXhh 6

162 ppplicationKStrategiesKforKtheKβrimaryKStructureâ��pctivityKRelationshipKtxplorationK2015WKb[]Xb]g 2

161 MTiαpenScreeniKaKwebKserverKforKstructureXbasedKvirtualKscreeningYKNucleicdAcidsdResearchWK2015WK
cbWKWccgXdc 20.1 101

160 romputationalKinvestigationsKofKhtRvKchannelKblockersiKéewKinsightsKandKcurrentKpredictiveK
modelsYKAdvanceddDrugdDeliverydReviewsWK2015WKgeWKfaXga 18.5 53

159 TherapeuticKTargetingKofKéuclearK˛‡XTubulinKinKRq]XéegativeKTumorsYKMoleculardCancerdResearchWK
2015WK]bWK][fbXga 6.6 11

158 xntegratedKstructureXKandKligandXbasedKinKsilicoKapproachKtoKpredictKinhibitionKofKcytochromeKβcd[K
aseYKBioinformaticsWK2015WKb]WKbhb[Xf 7.2 12

157 pnKexplorationKofKtheKbsKchemicalKspaceKhasKhighlightedKaKspecificKshapeKprofileKforKtheKcompoundsK
intendedKtoKinhibitKproteinXproteinKinteractionsYKBMCdBioinformaticsWK2015WK]eWKpd 3.6 2

156 xnKSilicoKppproachesKpssistingKtheKRationalKsesignKofK–owKMolecularKWeightKβroteinâ��βroteinK
xnteractionKModulatorsK2015WKcc]Xcga
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155 pminoKacidKresiduesKinKtheKlamininKvKdomainsKofKproteinKSKinvolvedKinKtissueKfactorKpathwayK
inhibitorKinteractionYKThrombosisdanddHaemostasisWK2015WK]]bWKhfeXgf 7 8

154 veneticKpolymorphismsKassociatedKwithKincreasedKriskKofKdevelopingKchronicKmyelogenousK
leukemiaYKOncotargetWK2015WKeWKbeaehXff 3.3 23

153 upuXsrugsbiKaKwebKserverKforKcompoundKpropertyKcalculationKandKchemicalKlibraryKdesignYKNucleicd
AcidsdResearchWK2015WKcbWKWa[[Xf 20.1 192

152 TheileriaKparasitesKsecreteKaKprolylKisomeraseKtoKmaintainKhostKleukocyteKtransformationYKNatureWK
2015WKda[WKbfgXga 50.4 71

151 WhichKthreeXdimensionalKcharacteristicsKmakeKefficientKinhibitorsKofKproteinXproteinKinteractionsnYK
JournaldofdChemicaldInformationdanddModelingWK2014WKdcWKb[efXfh 6.1 33

150 xdentificationKofKSmallKxnhibitoryKMoleculesKTargetingKtheKqflX]KpntiXppoptoticKβroteinKThatK
plleviatesKResistanceKtoKpqTXfbfYKJournaldofdBiomoleculardScreeningWK2014WK]hWK][bdXce 10

149
–igandKefficiencyKdrivenKdesignKofKnewKinhibitorsKofKMycobacteriumKtuberculosisKtranscriptionalK
repressorKtthRKusingKfragmentKgrowingWKmergingWKandKlinkingKapproachesYKJournaldofdMedicinald
ChemistryWK2014WKdfWKcgfeXgg

8.3 50

148 siscoveryKofKnovelKinhibitorsKofKvascularKendothelialKgrowthKfactorXpXéeuropilinX]KinteractionKbyK
structureXbasedKvirtualKscreeningYKBioorganicdanddMedicinaldChemistryWK2014WKaaWKc[caXg 3.4 30

147 xdentificationKofKnovelKsmallKmoleculeKinhibitorsKofKactivatedKproteinKrYKThrombosisdResearchWK2014WK
]bbWK]][dX]c 8.2 12

146 RationalKdesignKofKsmallKmoleculesKtargetingKtheKraKdomainKofKcoagulationKfactorKVxxxYKBloodWK2014WK
]abWK]]bXa[ 2.2 17

145 srugX–ikeKβroteinXβroteinKxnteractionKModulatorsiKrhallengesKandKαpportunitiesKforKsrugK
siscoveryKandKrhemicalKqiologyYKMoleculardInformaticsWK2014WKbbWKc]cXcbf 3.8 84

144
tuuxrxtérYKαuKpKwxtRpRrwxrp–KsαrzxévKβRαTαrα–KuαRKrαMβUTpTxαép–K–xvpésK
SrRttéxévKpvpxéSTKwαMα–αvYKMαst–SYKBiomedicaldEngineeringdrdApplicationsqdBasisdandd
CommunicationsWK2014WKaeWK]cd[[ac

0.6 1

143 ]WaWcXTriazoleKderivativesKasKtransientKinactivatorsKofKkallikreinsKinvolvedKinKskinKdiseasesYKBioorganicd
anddMedicinaldChemistrydLettersWK2013WKabWKcdcfXd] 2.9 27

142 xdentificationKbyKinKsilicoKandKinKvitroKscreeningsKofKsmallKorganicKmoleculesKactingKasKreversibleK
inhibitorsKofKkallikreinsYKEuropeandJournaldofdMedicinaldChemistryWK2013WKf[WKee]Xg 6.8 17

141 pggrecanaseXaKinhibitorsKbasedKonKtheKacylthiosemicarbazideKzincXbindingKgroupYKEuropeandJournald
ofdMedicinaldChemistryWK2013WKehWKaccXe] 6.8 10

140 pK–eapKintoKtheKrhemicalKSpaceKofKβroteinâ��βroteinKxnteractionKxnhibitorsK2013WKebXgb 1

139 iββxXsqiKaKmanuallyKcuratedKandKinteractiveKdatabaseKofKsmallKnonXpeptideKinhibitorsKofK
proteinXproteinKinteractionsYKDrugdDiscoverydTodayWK2013WK]gWKhdgXeg 8.8 79

138 MolecularKbasisKofKcoagulationKfactorKVKdeficiencyKcausedKbyKtheKR]ehgWKinterXdomainKmutationYK
ThrombosisdanddHaemostasisWK2013WK]][WKb]Xg 7 2

(2013-2015)
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137 αneKhundredKthousandKmouseKclicksKdownKtheKroadiKselectedKonlineKresourcesKsupportingKdrugK
discoveryKcollectedKoverKaKdecadeYKDrugdDiscoverydTodayWK2013WK]gWK][g]Xh 8.8 68

136 xnsightsKintoKanKoriginalKpocketXligandKpairKclassificationiKaKpromisingKtoolKforKligandKprofileK
predictionYKPLoSdONEWK2013WKgWKeebfb[ 3.7 15

135 ]WaWcXαxadiazolesKidentifiedKbyKvirtualKscreeningKandKtheirKnonXcovalentKinhibitionKofKtheKhumanKa[SK
proteasomeYKCurrentdMedicinaldChemistryWK2013WKa[WKabd]Xea 4.3 23

134 xnKsilicoKmechanisticKprofilingKtoKprobeKsmallKmoleculeKbindingKtoKsulfotransferasesYKPLoSdONEWK2013
WKgWKefbdgf 3.7 14

133 TowardKinKsilicoKstructureXbasedKpsMtTKpredictionKinKdrugKdiscoveryYKDrugdDiscoverydTodayWK2012WK
]fWKccXdd 8.8 171

132
sesignKandKsynthesisKofKnovelKbisXthiazoloneKderivativesKasKmicromolarKrsradKphosphataseK
inhibitorsiKeffectKofKdimerisationKonKphosphataseKinhibitionYKBioorganicdanddMedicinaldChemistryd
LettersWK2012WKaaWKfbcdXd[

2.9 16

131 xnKsilicoKpredictionKofKaqueousKsolubilityiKaKmultimodelKprotocolKbasedKonKchemicalKsimilarityYK
MoleculardPharmaceuticsWK2012WKhWKb]afXbd 5.6 22

130 tstablishedKandKemergingKtrendsKinKcomputationalKdrugKdiscoveryKinKtheKstructuralKgenomicsKeraYK
ChemistrydanddBiologyWK2012WK]hWKahXc] 54

129 pnalysisKofKbindingKsitesKonKcomplementKfactorKxKusingKartificialKéXlinkedKglycosylationYKJournaldofd
BiologicaldChemistryWK2012WKagfWK]bdfaXgb 5.4 8

128 pKleapKintoKtheKchemicalKspaceKofKproteinXproteinKinteractionKinhibitorsYKCurrentdPharmaceuticald
DesignWK2012WK]gWKcecgXef 3.3 53

127 pMMαSKsoftwareiKmethodKandKapplicationYKMethodsdindMoleculardBiologyWK2012WKg]hWK]afXc] 1.4 2

126 TyrosineKkinaseKsykKnonXenzymaticKinhibitorsKandKpotentialKantiXallergicKdrugXlikeKcompoundsK
discoveredKbyKvirtualKandKinKvitroKscreeningYKPLoSdONEWK2011WKeWKea]]]f 3.7 17

125 TargetingKtheKproangiogenicKVtvuXVtvuRKproteinXproteinKinterfaceKwithKdrugXlikeKcompoundsKbyKinK
silicoKandKinKvitroKscreeningYKChemistrydanddBiologyWK2011WK]gWK]eb]Xh 35

124 ThreeXdimensionalKstructureKgeneratorsKofKdrugXlikeKcompoundsiKsvXpMMαSWKanKopenXsourceK
packageYKExpertdOpiniondondDrugdDiscoveryWK2011WKeWKbbhXd] 6.2 9

123 TargetXqasedKVirtualKScreeningKtoKpddressKβroteinâ��βroteinKxnterfacesYKMethodsdanddPrinciplesdind
MedicinaldChemistryWK2011WKcbdXced 0.4

122 TheKupuXsrugsaKserveriKaKmultistepKengineKtoKprepareKelectronicKchemicalKcompoundKcollectionsYK
BioinformaticsWK2011WKafWKa[]gXa[ 7.2 70

121 pnalysisKofKbindingKsitesKonKcomplementKfactorKxKthatKareKrequiredKforKitsKactivityYKJournaldofd
BiologicaldChemistryWK2010WKagdWKeabdXcd 5.4 20

120 MutationsKinKcomponentsKofKcomplementKinfluenceKtheKoutcomeKofKuactorKxXassociatedKatypicalK
hemolyticKuremicKsyndromeYKKidneydInternationalWK2010WKffWKbbhXch 9.9 131
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119 xnKSilicoKpsMtZToxKβredictionsK2010WKahX]ac 4

118 TensinaKreducesKintracellularKphosphatidylinositolKbWcWdXtrisphosphateKlevelsKatKtheKplasmaK
membraneYKBiochemicaldanddBiophysicaldResearchdCommunicationsWK2010WKbhhWKbheXc[] 3.4 12

117 sesigningKfocusedKchemicalKlibrariesKenrichedKinKproteinXproteinKinteractionKinhibitorsKusingK
machineXlearningKmethodsYKPLoSdComputationaldBiologyWK2010WKeWKe][[[ehd 5 94

116 MutationsKinKcomplementKfactorKxKasKfoundKinKatypicalKhemolyticKuremicKsyndromeKleadKtoKeitherK
alteredKsecretionKorKalteredKfunctionKofKfactorKxYKEuropeandJournaldofdImmunologyWK2010WKc[WK]faXgd 6.1 48

115 éovelKorganicKproteasomeKinhibitorsKidentifiedKbyKvirtualKandKinKvitroKscreeningYKJournaldofd
MedicinaldChemistryWK2010WKdbWKd[hX]b 8.3 40

114 wowKtoKchooseKrelevantKmultipleKreceptorKconformationsKforKvirtualKscreeningiKaKtestKcaseKofKrdkaK
andKnormalKmodeKanalysisYKEuropeandBiophysicsdJournalWK2010WKbhWK]bedXfa 1.9 65

113 xnKsilicoKstudiesKofKbloodKcoagulationKproteinsiKfromKmosaicKproteasesKtoKnonenzymaticKcofactorK
inhibitorsYKCurrentdOpiniondindStructuraldBiologyWK2010WKa[WK]egXfh 8.1 14

112 RationalizingKtheKchemicalKspaceKofKproteinXproteinKinteractionKinhibitorsYKDrugdDiscoverydTodayWK
2010WK]dWKaa[Xh 8.8 158

111 sruggableKpocketsKandKbindingKsiteKcentricKchemicalKspaceiKaKparadigmKshiftKinKdrugKdiscoveryYKDrugd
DiscoverydTodayWK2010WK]dWKedeXef 8.8 214

110 éewKnonXhydroxamicKpspMTSXdKinhibitorsKbasedKonKtheK]WaWcXtriazoleXbXthiolKscaffoldYKBioorganicd
anddMedicinaldChemistrydLettersWK2010WKa[WKea]bXe 2.9 19

109 ZebrafishKβroVtvuXrKexpressionWKproteolyticKprocessingKandKinhibitoryKeffectKofKunprocessedK
βroVtvuXrKduringKfinKregenerationYKPLoSdONEWK2010WKdWKe]]cbg 3.7 17

108 rharacterizationKofKtheKcomplementKinhibitoryKfunctionKofKrhesusKrhadinovirusKcomplementKcontrolK
proteinKSRrβTYKJournaldofdBiologicaldChemistryWK2009WKagcWKd[dXd]c 5.4 21

107 sevelopmentKofKnovelKthiazolopyrimidinesKasKrsradqKphosphataseKinhibitorsYKChemMedChemWK
2009WKcWKebbXcg 3.7 71

106 veneticWKmolecularKandKfunctionalKanalysesKofKcomplementKfactorKxKdeficiencyYKEuropeandJournaldofd
ImmunologyWK2009WKbhWKb][Xab 6.1 39

105
svXpMMαSiKaKnewKtoolKtoKgenerateKbdKconformationKofKsmallKmoleculesKusingKdistanceKgeometryK
andKautomatedKmolecularKmechanicsKoptimizationKforKinKsilicoKscreeningYKBMCdChemicaldBiologyWK
2009WKhWKe

31

104 MtsXbsMriKaKnewKtoolKtoKgenerateKbsKconformationKensemblesKofKsmallKmoleculesKwithKaKMonteK
rarloKsamplingKofKtheKconformationalKspaceYKEuropeandJournaldofdMedicinaldChemistryWK2009WKccWK]c[dXh 6.8 23

103 StructureXbasedKvirtualKligandKscreeningiKrecentKsuccessKstoriesYKCombinatorialdChemistrydanddHighd
ThroughputdScreeningWK2009WK]aWK][[[X]e 1.3 101

102 MSXsαrziKaccurateKmultipleKconformationKgeneratorKandKrigidKdockingKprotocolKforKmultiXstepK
virtualKligandKscreeningYKBMCdBioinformaticsWK2008WKhWK]gc 3.6 84

(2008-2010)
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101 upuXsrugsaiKfreeKpsMtZtoxKfilteringKtoolKtoKassistKdrugKdiscoveryKandKchemicalKbiologyKprojectsYK
BMCdBioinformaticsWK2008WKhWKbhe 3.6 192

100 pMMαSiKputomatedKMolecularKMechanicsKαptimizationKtoolKforKinKsilicoKScreeningYKBMCd
BioinformaticsWK2008WKhWKcbg 3.6 39

99 pKnovelKdruglikeKspleenKtyrosineKkinaseKbinderKpreventsKanaphylacticKshockKwhenKadministeredK
orallyYKJournaldofdAllergydanddClinicaldImmunologyWK2008WK]aaWK]ggXhcWK]hcYe]Xb 11.5 24

98 ReceptorXbasedKvirtualKligandKscreeningKforKtheKidentificationKofKnovelKrsradKphosphataseK
inhibitorsYKJournaldofdChemicaldInformationdanddModelingWK2008WKcgWK]dfXed 6.1 36

97
pKnovelKnonXsynonymousKpolymorphismKSpYprgac[wisTKinKrcbXbindingKproteinKisKassociatedKwithK
atypicalKhemolyticKuremicKsyndromeKandKleadsKtoKimpairedKalternativeKpathwayKcofactorKactivityYK
JournaldofdImmunologyWK2008WK]g[WKebgdXh]

5.3 45

96 MappingKofKtheKfactorKXaKbindingKsiteKonKfactorKVaKbyKsiteXdirectedKmutagenesisYKJournaldofd
BiologicaldChemistryWK2008WKagbWKa[g[dX]a 5.4 14

95 sefiningKtheKstructureKofKmembraneXboundKhumanKbloodKcoagulationKfactorKVaYKJournaldofd
ThrombosisdanddHaemostasisWK2008WKeWKfeXga 15.4 20

94 xnKsilicoXinKvitroKscreeningKofKproteinXproteinKinteractionsiKtowardsKtheKnextKgenerationKofK
therapeuticsYKCurrentdPharmaceuticaldBiotechnologyWK2008WKhWK][bXaa 2.6 47

93 rombiningK–igandXKandKStructureXqasedKMethodsKinKsrugKsesignKβrojectsYKCurrentdComputerrAidedd
DrugdDesignWK2008WKcWKad[Xadg 1.4 21

92 ScreeningKαutsideKtheKratalyticKSiteiKxnhibitionKofKMacromolecularKxnterXactionsKThroughK
StructureXqasedKVirtualK–igandKScreeningKtxperimentsYKThedOpendBiochemistrydJournalWK2008WKaWKahXbf 0.9 14

91 MtsXSuMo–igiKaKnewKligandXbasedKscreeningKtoolKforKefficientKscaffoldKhoppingYKJournaldofdChemicald
InformationdanddModelingWK2007WKcfWK][hfX]][ 6.1 31
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