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A case of retinitis pigmentosa homozygous for a rare CNGA1 causal variant. Scientific Reports, 2021, 11,
4681.
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Comprehensive analysis of the major histocompatibility complex in systemic sclerosis identifies
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Dynamic landscape of immune cell-specific gene regulation in immune-mediated diseases. Cell, 2021, 184,
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Hematopoietic mosaic chromosomal alterations increase the risk for diverse types of infection.
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Combined landscape of single-nucleotide variants and copy number alterations in clonal 15.9 78
hematopoiesis. Nature Medicine, 2021, 27, 1239-1249. :
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The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679.
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Endogenization and excision of human herpesvirus 6 in human genomes. PLoS Genetics, 2020, 16,
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Long-term follow-up of patients with anti-cyclic citrullinated peptide antibody-positive connective
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Using genetics to prioritize diagnoses for rheumatology outpatients with inflammatory arthritis.
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Roles of cytotoxic lymphocytes and MIC/LILR families in pathophysiology of Takayasu arteritis.
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The Impact of Cigarette Smoking on Risk of Rheumatoid Arthritis: A Narrative Review. Cells, 2020, 9,
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Novel Risk Loci Identified in a Genome-Wide Association Study of Urolithiasis in a Japanese Population. 3.0 25
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and autoantibody production in Eastern Asians. PLoS Genetics, 2019, 15, e1008092.

Anti-nuclear antibody development is associated with ﬁoor treatment response to biological
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Association Between Antinuclear Antibodies and the HLA Class Il Locus and Heterogeneous
Characteristics of Staining Patterns: The Nagahama Study. Arthritis and Rheumatology, 2014, 66,
3395-3403.

History of Takayasu arteritis and Dr. Mikito Takayasu. International Journal of Rheumatic Diseases, 0.9 28
2014,17,931-935. ’

Recent advances in <scp>T</[scp>aRayasu arteritis. International Journal of Rheumatic Diseases, 2014,

17,238-247.

Genetics of rheumatoid arthritis contributes to biology and drug discovery. Nature, 2014, 506, 376-381. 13.7 1,974



92

94

96

98

100

102

104

106

108

CHIKASHI C TERAO

ARTICLE IF CITATIONS

A Clinical, Pathological, and Genetic Characterization of Methotrexate-associated

Lymphoproliferative Disorders. Journal of Rheumatology, 2014, 41, 293-299.

Effects of Smoking and Shared Epitope on the Production of Antid€“Citrullinated Peptide Antibody in a 15 61
Japanese Adult Population. Arthritis Care and Research, 2014, 66, 1818-1827. :

Inverse Association between Air Pressure and Rheumatoid Arthritis Synovitis. PLoS ONE, 2014, 9,
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