
Dana C Crawford

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:xxexalywcomxauthorvpdfx5476565xdanavcvcrawfordvpublicationsvbyvyearwpdf

Version:h2y24vy4v25h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalywcomwhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovew

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlew

197
papers

14,027
citations

50
h-index

116
g-index

227
ext. papers

17,026
ext. citations

6.7
avg, IF

5.51
L-index



k Paper IF Citations

197 tnMassociationMtestMofMtheMspatialMdistributionMofMrareMmissenseMvariantsMwithinMproteinMstructuresM
identifyMtlzheimerTsMdiseaseZrelatedMpatternsaaMGenomegResearchYM2022YM 9.7 1

196 tMPhenomeZWideMtssociationMStudyMofMgenesMassociatedMwithMvOV wZdlMseverityMrevealsMsharedM
geneticsMwithMcomplexMdiseasesMinMtheMMillionMVeteranMProgramaaMPLoSgGeneticsYM2022YMdkYMedcdcddf 6 0

195 zeneticMLociMtssociatedMWithMvOV wZdlMPositivityMandM~ospitalizationMinMWhiteYMulackYMandM~ispanicM
VeteransMofMtheMVtMMillionMVeteranMProgramaaMFrontiersgingGeneticsYM2021YMdeYMjjjcji 4.5 1

194 StudyMwesignMforMzeneticMStudiesM2021YMhkZjk

193 wevelopmentMandMxvaluationMofMaMRulesZbasedMtlgorithmMforMPrimaryMOpenZtngleMzlaucomaMinMtheM
VtMMillionMVeteranMProgramaMOphthalmicgEpidemiologyYM2021YMdZl 1.9 0

192 ReplicationMofMxuropeanMhypertensionMassociationsMinMaMcaseZcontrolMstudyMofMlYhfgMtfricanM
tmericansaMPLoSgONEYM2021YMdiYMecehllie 3.7 1

191 zlobalMvariationMinMsequencingMimpedesMStRSZvoVZeMsurveillanceaMPLoSgGeneticsYM2021YMdjYMedccliec 6 11

190 tfricanZspecificMimprovementMofMaMpolygenicMhazardMscoreMforMageMatMdiagnosisMofMprostateMcanceraM
InternationalgJournalgofgCancerYM2021YMdgkYMllZdch 7.5 7

189 TransZancestryMgenomeZwideMassociationMmetaZanalysisMofMprostateMcancerMidentifiesMnewM
susceptibilityMlociMandMinformsMgeneticMriskMpredictionaMNaturegGeneticsYM2021YMhfYMihZjh 36.3 62

188 tMzermlineMVariantMatMkqegMvontributesMtoMyamilialMvlusteringMofMProstateMvancerMinMMenMofMtfricanM
tncestryaMEuropeangUrologyYM2020YMjkYMfdiZfec 10.2 13

187
yrequencyMofMvlinVarMPathogenicMVariantsMinMvhronicMKidneyMwiseaseMPatientsMSurveyedMforMReturnM
ofMResearchMResultsMatMaMvlevelandMPublicM~ospitalaMPacificgSymposiumgongBiocomputinggPacificg
SymposiumgongBiocomputingYM2020YMehYMhjhZhki

1.3 1

186 ModellingMkidneyMdiseaseMusingMontologymMinsightsMfromMtheMKidneyMPrecisionMMedicineMProjectaM
NaturegReviewsgNephrologyYM2020YMdiYMikiZili 14.9 17

185 OptimizingMidentificationMofMresistantMhypertensionmMvomputableMphenotypeMdevelopmentMandM
validationaMPharmacoepidemiologygandgDruggSafetyYM2020YMelYMdflfZdgcd 2.6 3

184 uridgingMtheMzapsMinMPersonalizedMMedicineMValueMtssessmentmMtMReviewMofMtheMNeedMforMOutcomeM
MetricsMacrossMStakeholdersMandMScientificMwisciplinesaMPublicgHealthgGenomicsYM2019YMeeYMdiZeg 1.9 7

183
tMSocialMweterminantMofM~ealthMMayMModifyMzeneticMtssociationsMforMuloodMPressuremMxvidenceM
yromMaMSNPMbyMxducationM nteractionMinManMtfricanMtmericanMPopulationaMFrontiersgingGeneticsYM2019YM
dcYMgek

4.5 3

182 MindMtheMgapmMresourcesMrequiredMtoMreceiveYMprocessMandMinterpretMresearchZreturnedMwholeM
genomeMdataaMHumangGeneticsYM2019YMdfkYMildZjcd 6.3 6

181
zeneticallyZguidedMalgorithmMdevelopmentMandMsampleMsizeMoptimizationMforMageZrelatedMmacularM
degenerationMcasesMandMcontrolsMinMelectronicMhealthMrecordsMfromMtheMVtMMillionMVeteranMProgramaM
AMIAgSummitsgongTranslationalgSciencegProceedingsYM2019YMecdlYMdhfZdie

1.1
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180 tMphenomeZwideMassociationMstudyMUPheWtSVMinMtheMPopulationMtrchitectureMusingMzenomicsMandM
xpidemiologyMUPtzxVMstudyMrevealsMpotentialMpleiotropyMinMtfricanMtmericansaMPLoSgONEYM2019YMdgYMeceeijjd3.7 8

179 zenomeZwideMassociationManalysisMofMcommonMgeneticMvariantsMofMresistantMhypertensionaM
PharmacogenomicsgJournalYM2019YMdlYMelhZfcg 3.5 7

178 UsingMxlectronicM~ealthMRecordsMToMzenerateMPhenotypesMyorMResearchaMCurrentgProtocolsgingHumang
GeneticsYM2019YMdccYMekc 3.2 21

177 PRxv S ONMMxw v NxmMyROMMw PLOTYPxSMTOMw SPtR T xSMTOWtRwSM MPROVxwM~xtLT~MtNwM
T~xRtP xSM2018YM 2

176 PRMintervalMgenomeZwideMassociationMmetaZanalysisMidentifiesMhcMlociMassociatedMwithMatrialMandM
atrioventricularMelectricalMactivityaMNaturegCommunicationsYM2018YMlYMelcg 17.4 39

175
TheMgeneticMunderpinningsMofMvariationMinMagesMatMmenarcheMandMnaturalMmenopauseMamongMwomenM
fromMtheMmultiZethnicMPopulationMtrchitectureMusingMzenomicsMandMxpidemiologyMUPtzxVMStudymMtM
transZethnicMmetaZanalysisaMPLoSgONEYM2018YMdfYMececcgki

3.7 14

174 WillingnessMtoMParticipateMinMaMNationalMPrecisionMMedicineMvohortmMtttitudesMofMvhronicMKidneyM
wiseaseMPatientsMatMaMvlevelandMPublicM~ospitalaMJournalgofgPersonalizedgMedicineYM2018YMkYM 3.6 6

173 RacialMwisparitiesMinMLungMvancerMSurvivalmMTheMvontributionMofMStageYMTreatmentYMandMtncestryaM
JournalgofgThoracicgOncologyYM2018YMdfYMdgigZdgjf 8.9 16

172
wiscoveryYMfineZmappingYMandMconditionalManalysesMofMgeneticMvariantsMassociatedMwithMvZreactiveM
proteinMinMmultiethnicMpopulationsMusingMtheMMetabochipMinMtheMPopulationMtrchitectureMusingM
zenomicsMandMxpidemiologyMUPtzxVMstudyaMHumangMoleculargGeneticsYM2018YMejYMelgcZelhf

5.6 8

171 LocalMancestryMtransitionsMmodifyMsnpZtraitMassociationsaMPacificgSymposiumgongBiocomputinggPacificg
SymposiumgongBiocomputingYM2018YMefYMgegZgfh 1.3 4

170 SomaticMTZcellMReceptorMwiversityMinMaMvhronicMKidneyMwiseaseMPatientPopulationMLinkedMtoM
xlectronicM~ealthMRecordsaMAMIAgSummitsgongTranslationalgSciencegProceedingsYM2018YMecdjYMifZjd 1.1 4

169 PRxv S ONMMxw v NxmMyROMMw PLOTYPxSMTOMw SPtR T xSMTOWtRwSM MPROVxwM~xtLT~MtNwM
T~xRtP xSaMPacificgSymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2018YMefYMfklZfll 1.3

168 ~iZMvmMaMnovelMmethodMforMhighZthroughputMmitochondrialMhaplogroupMclassificationaMPeerJYM2018YMiYMehdgl3.1 6

167
LocalMgeneticMancestryMinMvwKNeuZtSdMisMassociatedMwithMprimaryMopenZangleMglaucomaMinManM
tfricanMtmericanMcohortMextractedMfromMdeZidentifiedMelectronicMhealthMrecordsaMBMCgMedicalg
GenomicsYM2018YMddYMjc

3.7 8

166 yrequencyMandMphenotypeMconsequenceMofMtPOvfMrareMvariantsMinMpatientsMwithMveryMlowM
triglycerideMlevelsaMBMCgMedicalgGenomicsYM2018YMddYMii 3.7 2

165
yineMmappingMofMQTMintervalMregionsMinMglobalMpopulationsMrefinesMpreviouslyMidentifiedMQTMintervalM
lociMandMidentifiesMsignalsMuniqueMtoMtfricanMandM~ispanicMdescentMpopulationsaMHeartgRhythmYM2017YM
dgYMhjeZhkc

6.7 15

164
TransZethnicMfineZmappingMofMgeneticMlociMforMbodyMmassMindexMinMtheMdiverseMancestralMpopulationsM
ofMtheMPopulationMtrchitectureMusingMzenomicsMandMxpidemiologyMUPtzxVMStudyMrevealsMevidenceM
forMmultipleMsignalsMatMestablishedMlociaMHumangGeneticsYM2017YMdfiYMjjdZkcc

6.3 23

163 MetaZtnalysisMofMzenomeZWideMtssociationMStudiesMforMtbdominalMtorticMtneurysmM dentifiesMyourM
NewMwiseaseZSpecificMRiskMLociaMCirculationgResearchYM2017YMdecYMfgdZfhf 15.7 97

(2017-2019)
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162 zermlineMzeneticMVariantsMandMLungMvancerMSurvivalMinMtfricanMtmericansaMCancergEpidemiologyg
BiomarkersgandgPreventionYM2017YMeiYMdekkZdelh 4 4

161 TypeMeMwiabetesMVariantsMwisruptMyunctionMofMSLvditddMthroughMTwoMwistinctMMechanismsaMCellYM
2017YMdjcYMdllZedeaeec 56.2 94

160 TwoMNovelMSusceptibilityMLociMforMProstateMvancerMinMMenMofMtfricanMtncestryaMJournalgofgtheg
NationalgCancergInstituteYM2017YMdclYM 9.7 38

159
wxVxLOPMxNTMtNwMPxRyORMtNvxMOyMTxXTZM N NzMtLzOR T~MSMTOMxXTRtvTM
SOv OxvONOM vMSTtTUSMyROMMwxZ wxNT y xwMxLxvTRON vM~xtLT~MRxvORwSaMPacificg
SymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2017YMeeYMefcZegd

1.3 14

158 zenomeZwideMstudyMofMresistantMhypertensionMidentifiedMfromMelectronicMhealthMrecordsaMPLoSgONEYM
2017YMdeYMecdjdjgh 3.7 23

157
xxtractingMvountryZofZOriginMfromMxlectronicM~ealthMRecordsMforMzeneZMxnvironmentMStudiesMasMPartM
ofMtheMxpidemiologicMtrchitectureMforMzenesMLinkedMtoMxnvironmentMUxtzLxVMStudyaMAMIAgSummitsg
ongTranslationalgSciencegProceedingsYM2017YMecdjYMhcZhj

1.1 2

156 ReducingMvlinicalMNoiseMforMuodyMMassM ndexMMeasuresMwueMtoMUnitMandMTranscriptionMxrrorsMinMtheM
xlectronicM~ealthMRecordaMAMIAgSummitsgongTranslationalgSciencegProceedingsYM2017YMecdjYMdceZddd 1.1 11

155 K wNxYMw SxtSxMzxNxT vSMtNwMT~xM MPORTtNvxMOyMw VxRS TYM NMPRxv S ONMMxw v NxM2016YM 1

154 SharedMzeneticMRiskMyactorsMofM ntracranialYMtbdominalYMandMThoracicMtneurysmsaMJournalgofgtheg
AmericangHeartgAssociationYM2016YMhYM 6 34

153 yineZmappingMofMlipidMregionsMinMglobalMpopulationsMdiscoversMethnicZspecificMsignalsMandMrefinesM
previouslyMidentifiedMlipidMlociaMHumangMoleculargGeneticsYM2016YMehYMhhccZhhde 5.6 22

152 eMxRzxMPhenomeZWideMtssociationMStudyMUPheWtSVMidentifiesMclinicalMassociationsMandMpleiotropyM
forMstopZgainMvariantsaMBMCgMedicalgGenomicsYM2016YMlMSupplMdYMfe 3.7 23

151 xvidenceMforMextensiveMpleiotropyMamongMpharmacogenesaMPharmacogenomicsYM2016YMdjYMkhfZii 2.6 8

150 TransZethnicMMetaZanalysisMandMyunctionalMtnnotationM lluminatesMthe´ zeneticMtrchitectureMofM
yastingMzlucoseMandM nsulinaMAmericangJournalgofgHumangGeneticsYM2016YMllYMhiZjh 11 41

149 TheMdetectionMandMcharacterizationMofMpleiotropymMdiscoveryYMprogressYMandMpromiseaMBriefingsging
BioinformaticsYM2016YMdjYMdfZee 13.4 25

148 UnravellingMtheMhumanMgenomeZphenomeMrelationshipMusingMphenomeZwideMassociationMstudiesaM
NaturegReviewsgGeneticsYM2016YMdjYMdelZgh 30.1 167

147
TxST NzMPOPULtT ONZSPxv y vMQUtNT TtT VxMTRt TMtSSOv tT ONSMyORMvL N vtLMOUTvOMxM
RxLxVtNvxM NMtMu ORxPOS TORYML NKxwMTOMxLxvTRON vM~xtLT~MRxvORwSmMLPtMtNwM
MYOvtRw tLM NytRvT ONM NMtyR vtNMtMxR vtNSaMPacificgSymposiumgongBiocomputinggPacificg
SymposiumgongBiocomputingYM2016YMedYMliZdcj

1.3 2

146
T~xMv~tLLxNzxSM NMUS NzMxLxvTRON vM~xtLT~MRxvORwSMyORMP~tRMtvOzxNOM vSMtNwM
PRxv S ONMMxw v NxMRxSxtRv~aMPacificgSymposiumgongBiocomputinggPacificgSymposiumgong
BiocomputingYM2016YMedYMfilZkc

1.3 4

145 K wNxYMw SxtSxMzxNxT vSMtNwMT~xM MPORTtNvxMOyMw VxRS TYM NMPRxv S ONMMxw v NxaMPacificg
SymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2016YMedYMekhZli 1.3 3

DanawCwCrawford

4



144
wRUzZwRUzM NTxRtvT ONMPROy LxSMOyMMxw vtT ONMRxz MxNSMxXTRtvTxwMyROMMtM
wxZ wxNT y xwMxLxvTRON vMMxw vtLMRxvORwSMSYSTxMaMAMIAgSummitsgongTranslationalgScienceg
ProceedingsYM2016YMecdiYMffZgc

1.1 2

143
SearchingMinMtheMwarkmMPhenotypingMwiabeticMRetinopathyMinMaMweZ dentifiedMxlectronicMMedicalM
RecordMSampleMofMtfricanMtmericansaMAMIAgSummitsgongTranslationalgSciencegProceedingsYM2016YM
ecdiYMeedZfc

1.1 2

142 PopulationMStratificationMinMtheMvontextMofMwiverseMxpidemiologicMSurveysMSansMzenomeZWideMwataaM
FrontiersgingGeneticsYM2016YMjYMji 4.5 8

141 SharedMzeneticMxtiologyMofMtutoimmuneMwiseasesMinMPatientsMfromMaMuiorepositoryMLinkedMtoM
weZidentifiedMxlectronicM~ealthMRecordsaMFrontiersgingGeneticsYM2016YMjYMdkh 4.5 8

140 LeveragingMxpidemiologicMandMvlinicalMvollectionsMforMzenomicMStudiesMofMvomplexMTraitsaMHumang
HeredityYM2015YMjlYMdfjZgi 1.1 27

139 PhenomeZWideMtssociationMStudiesmMxmbracingMvomplexityMforMwiscoveryaMHumangHeredityYM2015YM
jlYMdddZef 1.1 13

138 TheMeffectsMofMelectronicMmedicalMrecordMphenotypingMdetailsMonMgeneticMassociationMstudiesmM~wLZvM
asMaMcaseMstudyaMBioDatagMiningYM2015YMkYMdh 4.3 7

137 uiologyZwrivenMzeneZzeneM nteractionMtnalysisMofMtgeZRelatedMvataractMinMtheMeMxRzxMNetworkaM
GeneticgEpidemiologyYM2015YMflYMfjiZkg 2.6 16

136 TowardsMaMphenomeZwideMcatalogMofMhumanMclinicalMtraitsMimpactedMbyMgeneticMancestryaMBioDatag
MiningYM2015YMkYMfh 4.3 9

135
vrypticMrelatednessMinMepidemiologicMcollectionsMaccessedMforMgeneticMassociationMstudiesmM
experiencesMfromMtheMxpidemiologicMtrchitectureMforMzenesMLinkedMtoMxnvironmentMUxtzLxVMstudyM
andMtheMNationalM~ealthMandMNutritionMxxaminationMSurveysMUN~tNxSVaMFrontiersgingGeneticsYM2015YMiYMfdj

4.5 4

134 PleiotropicMandMsexZspecificMeffectsMofMcancerMzWtSMSNPsMonMmelanomaMriskMinMtheMpopulationM
architectureMusingMgenomicsMandMepidemiologyMUPtzxVMstudyaMPLoSgONEYM2015YMdcYMecdecgld 3.7 14

133 NewMgeneticMlociMlinkMadiposeMandMinsulinMbiologyMtoMbodyMfatMdistributionaMNatureYM2015YMhdkYMdkjZdli 50.4 920

132 zeneticMstudiesMofMbodyMmassMindexMyieldMnewMinsightsMforMobesityMbiologyaMNatureYM2015YMhdkYMdljZeci 50.4 2687

131 zenomeZWideMtssociationMStudyMofMSerumMvreatinineMLevelsMduringMVancomycinMTherapyaMPLoSgONEYM
2015YMdcYMecdejjld 3.7 16

130 xxtractingMPrimaryMOpenZtngleMzlaucomaMfromMxlectronicMMedicalMRecordsMforMzeneticMtssociationM
StudiesaMPLoSgONEYM2015YMdcYMecdejkdj 3.7 9

129 MitochondrialMvariationMandMtheMriskMofMageZrelatedMmacularMdegenerationMacrossMdiverseM
populationsaMPacificgSymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2015YMegfZhg 1.3 6

128 MeasuresMofMexposureMimpactMgeneticMassociationMstudiesmManMexampleMinMvitaminMKMlevelsMandM
VKORvdaMPacificgSymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2015YMdidZjc 1.3 2

127
 dentificationMofMgeneZgeneMandMgeneZenvironmentMinteractionsMwithinMtheMfibrinogenMgeneMclusterM
forMfibrinogenMlevelsMinMthreeMethnicallyMdiverseMpopulationsaMPacificgSymposiumgongBiocomputingg
PacificgSymposiumgongBiocomputingYM2015YMedlZfc

1.3 4

(2015-2016)
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126 vharacterizationMofMmitochondrialMhaplogroupsMinMaMlargeMpopulationZbasedMsampleMfromMtheMUnitedM
StatesaMHumangGeneticsYM2014YMdffYMkidZk 6.3 48

125 vrossZcancerMpleiotropicManalysisMofMendometrialMcancermMPtzxMandMxeveMconsortiaaMCarcinogenesisYM
2014YMfhYMecikZjf 4.6 17

124 zeneticMdeterminantsMofMageZrelatedMmacularMdegenerationMinMdiverseMpopulationsMfromMtheMPtzxM
studyaMInvestigativegOphthalmologygandgVisualgScienceYM2014YMhhYMikflZhc 50

123 wefiningMtheMroleMofMcommonMvariationMinMtheMgenomicMandMbiologicalMarchitectureMofMadultMhumanM
heightaMNaturegGeneticsYM2014YMgiYMddjfZki 36.3 1339

122
 nvestigatingMtheMrelationshipMbetweenMmitochondrialMgeneticMvariationMandMcardiovascularZrelatedM
traitsMtoMdevelopMaMframeworkMforMmitochondrialMphenomeZwideMassociationMstudiesaMBioDatagMiningYM
2014YMjYMi

4.3 16

121 tdmixtureMmappingMandMsubsequentMfineZmappingMsuggestsMaMbiologicallyMrelevantMandMnovelM
associationMonMchromosomeMddMforMtypeMeMdiabetesMinMtfricanMtmericansaMPLoSgONEYM2014YMlYMekilfd 3.7 11

120 zeneticMvariantsMassociatedMwithMserumMthyroidMstimulatingMhormoneMUTS~VMlevelsMinMxuropeanM
tmericansMandMtfricanMtmericansMfromMtheMeMxRzxMNetworkaMPLoSgONEYM2014YMlYMedddfcd 3.7 28

119 PleiotropicMeffectsMofMgeneticMriskMvariantsMforMotherMcancersMonMcolorectalMcancerMriskmMPtzxYMzxvvOM
andMvvyRMconsortiaaMGutYM2014YMifYMkccZj 19.2 27

118 ReplicationMofMassociationsMbetweenMzWtSMSNPsMandMmelanomaMriskMinMtheMPopulationMtrchitectureM
UsingMzenomicsMandMxpidemiologyMUPtzxVMStudyaMJournalgofgInvestigativegDermatologyYM2014YMdfgYMecglZeche4.3 16

117 eMxRzxingMprogressMinMgenomicsZtheMfirstMsevenMyearsaMFrontiersgingGeneticsYM2014YMhYMdkg 4.5 65

116  mputationMandMqualityMcontrolMstepsMforMcombiningMmultipleMgenomeZwideMdatasetsaMFrontiersging
GeneticsYM2014YMhYMfjc 4.5 90

115 PleiotropicMassociationsMofMriskMvariantsMidentifiedMforMotherMcancersMwithMlungMcancerMriskmMtheMPtzxM
andMTR vLMconsortiaaMJournalgofgthegNationalgCancergInstituteYM2014YMdciYMdjucid 9.7 28

114
tssociationMofMcancerMsusceptibilityMvariantsMwithMriskMofMmultipleMprimaryMcancersmMTheMpopulationM
architectureMusingMgenomicsMandMepidemiologyMstudyaMCancergEpidemiologygBiomarkersgandg
PreventionYM2014YMefYMehikZjk

4 21

113
wetectionMofMpleiotropyMthroughMaMPhenomeZwideMassociationMstudyMUPheWtSVMofMepidemiologicM
dataMasMpartMofMtheMxnvironmentalMtrchitectureMforMzenesMLinkedMtoMxnvironmentMUxtzLxVMstudyaM
PLoSgGeneticsYM2014YMdcYMedccgijk

6 47

112 vontrollingMforMpopulationMstructureMandMgenotypingMplatformMbiasMinMtheMeMxRzxM
multiZinstitutionalMbiobankMlinkedMtoMelectronicMhealthMrecordsaMFrontiersgingGeneticsYM2014YMhYMfhe 4.5 12

111 MetaZanalysisMofMgenomeZwideMassociationMstudiesMinMtfricanMtmericansMprovidesMinsightsMintoMtheM
geneticMarchitectureMofMtypeMeMdiabetesaMPLoSgGeneticsYM2014YMdcYMedccghdj 6 151

110 PhenomeZwideMassociationMstudiesMdemonstratingMpleiotropyMofMgeneticMvariantsMwithinMyTOMwithM
andMwithoutMadjustmentMforMbodyMmassMindexaMFrontiersgingGeneticsYM2014YMhYMehc 4.5 53

109
zeneZcarbohydrateMandMgeneZfiberMinteractionsMandMtypeMeMdiabetesMinMdiverseMpopulationsMfromMtheM
NationalM~ealthMandMNutritionMxxaminationMSurveysMUN~tNxSVMasMpartMofMtheMxpidemiologicM
trchitectureMforMzenesMLinkedMtoMxnvironmentMUxtzLxVMstudyaMBMCgGeneticsYM2014YMdhYMil

2.6 23
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108 SecureMtmMprotectingMparticipantMprivacyMinMgeneticMassociationMmetaZanalysisaMBioinformaticsYM2014YM
fcYMfffgZgd 7.2 26

107 xxtractionMofMechocardiographicMdataMfromMtheMelectronicMmedicalMrecordMisMaMrapidMandMefficientM
methodMforMstudyMofMcardiacMstructureMandMfunctionaMJournalgofgClinicalgBioinformaticsYM2014YMgYMde 20

106 M TOv~ONwR tLMVtR tT ONMtNwMT~xMR SKMOyMtzxZRxLtTxwMMtvULtRMwxzxNxRtT ONM
tvROSSMw VxRSxMPOPULtT ONSM2014YM 4

105
RareMvariantMtPOvfMRdlXMisMassociatedMwithMcardioZprotectiveMprofilesMinMaMdiverseM
populationZbasedMsurveyMasMpartMofMtheMxpidemiologicMtrchitectureMforMzenesMLinkedMtoM
xnvironmentMStudyaMCirculation:gCardiovasculargGeneticsYM2014YMjYMkgkZhf

20

104
MultiancestralManalysisMofMinflammationZrelatedMgeneticMvariantsMandMvZreactiveMproteinMinMtheM
populationMarchitectureMusingMgenomicsMandMepidemiologyMstudyaMCirculation:gCardiovascularg
GeneticsYM2014YMjYMdjkZkk

22

103 zeneticMvariationMinMtheM˛†dZadrenergicMreceptorMisMassociatedMwithMtheMriskMofMatrialMfibrillationMafterM
cardiacMsurgeryaMAmericangHeartgJournalYM2014YMdijYMdcdZdckaed 4.9 10

102
wetectingMandMvharacterizingMPleiotropymMNewMMethodsMforMUncoveringMtheMvonnectionMuetweenM
theMvomplexityMofMzenomicMtrchitectureMandMMultipleMphenotypesaMPacificgSymposiumgong
BiocomputinggPacificgSymposiumgongBiocomputingYM2014YMdkfZdkj

1.3 4

101 tccuracyMofMadministrativelyZassignedMancestryMforMdiverseMpopulationsMinManMelectronicMmedicalM
recordZlinkedMbiobankaMPLoSgONEYM2014YMlYMelldid 3.7 26

100 wevelopmentMofMaMdataZminingMalgorithmMtoMidentifyMagesMatMreproductiveMmilestonesMinMelectronicM
medicalMrecordsaMPacificgSymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2014YMfjiZkj 1.3 3

99
UtilizationMofManMxMRZbiorepositoryMtoMidentifyMtheMgeneticMpredictorsMofMcalcineurinZinhibitorM
toxicityMinMheartMtransplantMrecipientsaMPacificgSymposiumgongBiocomputinggPacificgSymposiumgong
BiocomputingYM2014YMehfZig

1.3 7

98
xnvironmentZwideMassociationMstudyMUxWtSVMforMtypeMeMdiabetesMinMtheMMarshfieldMPersonalizedM
MedicineMResearchMProjectMuiobankaMPacificgSymposiumgongBiocomputinggPacificgSymposiumgong
BiocomputingYM2014YMeccZdd

1.3 24

97 ReplicationMofMtssociationsMwithMxlectrocardioZgraphicMTraitsMinMtfricanMtmericansMfromMvlinicalMandM
xpidemiologicMStudiesaMLecturegNotesgingComputergScienceYM2014YMecdgYMlflZlhd 0.9 2

96  nvestigationMofMgeneZbyZsexMinteractionsMforMlipidMtraitsMinMdiverseMpopulationsMfromMtheMpopulationM
architectureMusingMgenomicsMandMepidemiologyMstudyaMBMCgGeneticsYM2013YMdgYMff 2.6 20

95 xffectsMofMsmokingMonMtheMgeneticMriskMofMobesitymMtheMpopulationMarchitectureMusingMgenomicsMandM
epidemiologyMstudyaMBMCgMedicalgGeneticsYM2013YMdgYMi 2.1 20

94
LackMofMassociationsMofMtenMcandidateMcoronaryMheartMdiseaseMriskMgeneticMvariantsMandMsubclinicalM
atherosclerosisMinMfourMUSMpopulationsmMtheMPopulationMtrchitectureMusingMzenomicsMandM
xpidemiologyMUPtzxVMstudyaMAtherosclerosisYM2013YMeekYMflcZl

3.1 23

93 yineMMappingMandM dentificationMofMuM MLociMinMtfricanMtmericansaMAmericangJournalgofgHumang
GeneticsYM2013YMlfYMiidZjd 11 63

92 UT L ZtT ONMOyMtNMxMRZu ORxPOS TORYMTOM wxNT yYMT~xMzxNxT vMPRxw vTORSMOyM
vtLv NxUR NZ N~ u TORMTOX v TYM NM~xtRTMTRtNSPLtNTMRxv P xNTSM2013YM 2

91 SystematicMcomparisonMofMphenomeZwideMassociationMstudyMofMelectronicMmedicalMrecordMdataMandM
genomeZwideMassociationMstudyMdataaMNaturegBiotechnologyYM2013YMfdYMddceZdc 44.5 555

(2013-2014)

7



90
zeneticMvariantsMassociatedMwithMfastingMglucoseMandMinsulinMconcentrationsMinManMethnicallyMdiverseM
populationmMresultsMfromMtheMPopulationMtrchitectureMusingMzenomicsMandMxpidemiologyMUPtzxVM
studyaMBMCgMedicalgGeneticsYM2013YMdgYMlk

2.1 22

89 LipidMtraitZassociatedMgeneticMvariationMisMassociatedMwithMgallstoneMdiseaseMinMtheMdiverseMThirdM
NationalM~ealthMandMNutritionMxxaminationMSurveyMUN~tNxSM   VaMBMCgMedicalgGeneticsYM2013YMdgYMdec 2.1 10

88 NoMevidenceMofMinteractionMbetweenMknownMlipidZassociatedMgeneticMvariantsMandMsmokingMinMtheM
multiZethnicMPtzxMpopulationaMHumangGeneticsYM2013YMdfeYMdgejZfd 6.3 6

87 zenomeZMandMphenomeZwideManalysesMofMcardiacMconductionMidentifiesMmarkersMofMarrhythmiaMriskaM
CirculationYM2013YMdejYMdfjjZkh 16.7 133

86 tssociationMofMtheMyTOMobesityMriskMvariantMrskchcdfiMwithMpercentageMofMenergyMintakeMfromMfatMinM
multipleMracialbethnicMpopulationsmMtheMPtzxMstudyaMAmericangJournalgofgEpidemiologyYM2013YMdjkYMjkcZlc3.8 53

85 tssessmentMofMaMpharmacogenomicMmarkerMpanelMinMaMpolypharmacyMpopulationMidentifiedMfromM
electronicMmedicalMrecordsaMPharmacogenomicsYM2013YMdgYMjfhZgg 2.6 23

84 zeneticMvariantsMassociatedMwithMwarfarinMdoseMinMtfricanZtmericanMindividualsmMaMgenomeZwideM
associationMstudyaMLancetugTheYM2013YMfkeYMjlcZi 40 191

83 TransZethnicMfineZmappingMofMlipidMlociMidentifiesMpopulationZspecificMsignalsMandMallelicM
heterogeneityMthatMincreasesMtheMtraitMvarianceMexplainedaMPLoSgGeneticsYM2013YMlYMedccffjl 6 94

82
tMsystematicMmappingMapproachMofMdiqdeaebyTOMandMuM MinMmoreMthanMecYcccMtfricanMtmericansM
narrowsMinMonMtheMunderlyingMfunctionalMvariationmMresultsMfromMtheMPopulationMtrchitectureMusingM
zenomicsMandMxpidemiologyMUPtzxVMstudyaMPLoSgGeneticsYM2013YMlYMedccfdjd

6 56

81 zeneralizationMandMdilutionMofMassociationMresultsMfromMxuropeanMzWtSMinMpopulationsMofM
nonZxuropeanMancestrymMtheMPtzxMstudyaMPLoSgBiologyYM2013YMddYMedccdiid 9.7 155

80 PhenomeZwideMassociationMstudyMUPheWtSVMforMdetectionMofMpleiotropyMwithinMtheMPopulationM
trchitectureMusingMzenomicsMandMxpidemiologyMUPtzxVMNetworkaMPLoSgGeneticsYM2013YMlYMedccfckj 6 126

79  mputationMofMcodingMvariantsMinMtfricanMtmericansmMbetterMperformanceMusingMdataMfromMtheMexomeM
sequencingMprojectaMBioinformaticsYM2013YMelYMejggZl 7.2 30

78 zeneticMvariationMassociatedMwithMcirculatingMmonocyteMcountMinMtheMeMxRzxMNetworkaMHumang
MoleculargGeneticsYM2013YMeeYMeddlZej 5.6 46

77 tssociationMofMfunctionalMpolymorphismMrseefddgeMUQdgdKVMinMtheMtuvzeMgeneMwithMserumMuricMacidM
andMgoutMinMgMUSMpopulationsmMtheMPtzxMStudyaMAmericangJournalgofgEpidemiologyYM2013YMdjjYMlefZfe 3.8 59

76 xNV RONMxNTZW wxMtSSOv tT ONMSTUwYMUxWtSVMyORMTYPxMeMw tuxTxSM NMT~xMMtRS~y xLwM
PxRSONtL ZxwMMxw v NxMRxSxtRv~MPROβxvTMu OutNKM2013YM 4

75
zeneticMvariantsMthatMconferMresistanceMtoMmalariaMareMassociatedMwithMredMbloodMcellMtraitsMinM
tfricanZtmericansmManMelectronicMmedicalMrecordZbasedMgenomeZwideMassociationMstudyaMG3:gGenesug
GenomesugGeneticsYM2013YMfYMdcidZk

3.2 24

74
PostZgenomeZwideMassociationMstudyMchallengesMforMlipidMtraitsmMdescribingMageMasMaMmodifierMofM
geneZlipidMassociationsMinMtheMPopulationMtrchitectureMusingMzenomicsMandMxpidemiologyMUPtzxVM
studyaMAnnalsgofgHumangGeneticsYM2013YMjjYMgdiZeh

2.2 4

73 zeneticMriskMfactorsMforMuM MandMobesityMinManMethnicallyMdiverseMpopulationmMresultsMfromMtheM
populationMarchitectureMusingMgenomicsMandMepidemiologyMUPtzxVMstudyaMObesityYM2013YMedYMkfhZgi 8 60
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72 zeneralizationMofMvariantsMidentifiedMbyMgenomeZwideMassociationMstudiesMforMelectrocardiographicM
traitsMinMtfricanMtmericansaMAnnalsgofgHumangGeneticsYM2013YMjjYMfedZfe 2.2 26

71 TheMinfluenceMofMobesityZrelatedMsingleMnucleotideMpolymorphismsMonMuM MacrossMtheMlifeMcoursemMtheM
PtzxMstudyaMDiabetesYM2013YMieYMdjifZj 0.9 25

70 zeneticMvariationMandMreproductiveMtimingmMtfricanMtmericanMwomenMfromMtheMPopulationM
trchitectureMusingMzenomicsMandMxpidemiologyMUPtzxVMStudyaMPLoSgONEYM2013YMkYMehhehk 3.7 32

69 zenomeMwideManalysisMofMdrugZinducedMtorsadesMdeMpointesmMlackMofMcommonMvariantsMwithMlargeM
effectMsizesaMPLoSgONEYM2013YMkYMejkhdd 3.7 48

68
xnablingMhighZthroughputMgenotypeZphenotypeMassociationsMinMtheMxpidemiologicMtrchitectureMforM
zenesMLinkedMtoMxnvironmentMUxtzLxVMprojectMasMpartMofMtheMPopulationMtrchitectureMusingM
zenomicsMandMxpidemiologyMUPtzxVMstudyaMPacificgSymposiumgongBiocomputinggPacificgSymposiumgong
BiocomputingYM2013YMfjfZkg

1.3 12

67
vharacterizationMofMtheMMetabochipMinMdiverseMpopulationsMfromMtheM nternationalM~apMapMProjectM
inMtheMxpidemiologicMtrchitectureMforMzenesMLinkedMtoMxnvironmentMUxtzLxVMprojectaMPacificg
SymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2013YMdkkZll

1.3 7

66
zenotypeMimputationMofMMetabochipMSNPsMusingMaMstudyZspecificMreferenceMpanelMofM~gYcccM
haplotypesMinMtfricanMtmericansMfromMtheMWomenTsM~ealthM nitiativeaMGeneticgEpidemiologyYM2012YM
fiYMdcjZdj

2.6 49

65
SerumMvitaminsMtMandMxMasMmodifiersMofMlipidMtraitMgeneticsMinMtheMNationalM~ealthMandMNutritionM
xxaminationMSurveysMasMpartMofMtheMPopulationMtrchitectureMusingMzenomicsMandMxpidemiologyM
UPtzxVMstudyaMHumangGeneticsYM2012YMdfdYMdillZjck

6.3 10

64
zeneticMdeterminantsMofMtheMankleZbrachialMindexmMaMmetaZanalysisMofMaMcardiovascularMcandidateM
geneMhcKMSNPMpanelMinMtheMcandidateMgeneMassociationMresourceMUvtReVMconsortiumaMAtherosclerosisYM
2012YMeeeYMdfkZgj

3.1 18

63 PeptideMtyrosineMtyrosineMlevelsMareMincreasedMinMpatientsMwithMureaMcycleMdisordersaMMolecularg
GeneticsgandgMetabolismYM2012YMdciYMflZge 3.7 4

62 tssociationMbetweenMchromosomeMlpedMvariantsMandMtheMankleZbrachialMindexMidentifiedMbyMaM
metaZanalysisMofMedMgenomeZwideMassociationMstudiesaMCirculation:gCardiovasculargGeneticsYM2012YMhYMdccZde 84

61
zeneticMvariationMinMdonorMvTLtZgMregulatoryMregionMisMaMstrongMpredictorMofMoutcomeMafterM
allogeneicMhematopoieticMcellMtransplantationMforMhematologicMmalignanciesaMBiologygofgBloodgandg
MarrowgTransplantationYM2012YMdkYMdcilZjh

4.7 13

60 VisuallyMintegratingMandMexploringMhighMthroughputMPhenomeZWideMtssociationMStudyMUPheWtSVM
resultsMusingMPheWtSZViewaMBioDatagMiningYM2012YMhYMh 4.3 33

59 vharacterizationMofMgenomeZwideMassociationZidentifiedMvariantsMforMatrialMfibrillationMinMtfricanM
tmericansaMPLoSgONEYM2012YMjYMefeffk 3.7 33

58 xvaluationMofMtheMmetabochipMgenotypingMarrayMinMtfricanMtmericansMandMimplicationsMforMfineM
mappingMofMzWtSZidentifiedMlocimMtheMPtzxMstudyaMPLoSgONEYM2012YMjYMefhihd 3.7 59

57 PopulationMdifferencesMinMgeneticMriskMforMageZrelatedMmacularMdegenerationMandMimplicationsMforM
geneticMtestingaMJAMAgOphthalmologyYM2012YMdfcYMddiZj 19

56
ReplicationMandMcharacterisationMofMgeneticMvariantsMinMtheMfibrinogenMgeneMclusterMwithMplasmaM
fibrinogenMlevelsMandMhaematologicalMtraitsMinMtheMThirdMNationalM~ealthMandMNutritionMxxaminationM
SurveyaMThrombosisgandgHaemostasisYM2012YMdcjYMghkZij

7 7

55 PredictingMwarfarinMdosageMinMxuropeanZtmericansMandMtfricanZtmericansMusingMwNtMsamplesM
linkedMtoManMelectronicMhealthMrecordaMPharmacogenomicsYM2012YMdfYMgcjZdk 2.6 83

(2012-2013)
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54 zeneticMvariantsMassociatedMwithMtheMwhiteMbloodMcellMcountMinMdfYlefMsubjectsMinMtheMeMxRzxM
NetworkaMHumangGeneticsYM2012YMdfdYMiflZhe 6.3 92

53 tMlargeMcandidateMgeneMsurveyMidentifiesMtheMKvNxdMwkhNMpolymorphismMasMaMpossibleMmodulatorMofM
drugZinducedMtorsadesMdeMpointesaMCirculation:gCardiovasculargGeneticsYM2012YMhYMldZl 127

52 ~ighMdensityMzWtSMforMLwLMcholesterolMinMtfricanMtmericansMusingMelectronicMmedicalMrecordsM
revealsMaMstrongMprotectiveMvariantMinMtPOxaMClinicalgandgTranslationalgScienceYM2012YMhYMflgZl 4.9 38

51 vonsistentMdirectionsMofMeffectMforMestablishedMtypeMeMdiabetesMriskMvariantsMacrossMpopulationsmMtheM
populationMarchitectureMusingMzenomicsMandMxpidemiologyMUPtzxVMvonsortiumaMDiabetesYM2012YMidYMdigeZj0.9 42

50 ReturnMofMindividualMresearchMresultsMfromMgenomeZwideMassociationMstudiesmMexperienceMofMtheM
xlectronicMMedicalMRecordsMandMzenomicsMUeMxRzxVMNetworkaMGeneticsgingMedicineYM2012YMdgYMgegZfd 8.1 85

49 StrategiesMforMgenotypingaMCurrentgProtocolsgingHumangGeneticsYM2011YMvhapterMdYMUnitdaf 3.2 3

48 QualityMcontrolMproceduresMforMgenomeZwideMassociationMstudiesaMCurrentgProtocolsgingHumang
GeneticsYM2011YMvhapterMdYMUnitdadl 3.2 199

47 ttopyMhistoryMandMtheMgenomicsMofMwheezingMafterMinfluenzaMvaccinationMinMchildrenMiZhlMmonthsMofM
ageaMVaccineYM2011YMelYMfgfdZj 4.1 8

46 VariationMinMLPtMisMassociatedMwithMLpUaVMlevelsMinMthreeMpopulationsMfromMtheMThirdMNationalM~ealthM
andMNutritionMxxaminationMSurveyaMPLoSgONEYM2011YMiYMediicg 3.7 29

45 KnowledgeZdrivenMmultiZlocusManalysisMrevealsMgeneZgeneMinteractionsMinfluencingM~wLMcholesterolM
levelMinMtwoMindependentMxMRZlinkedMbiobanksaMPLoSgONEYM2011YMiYMedlhki 3.7 55

44 zeneticMvariationMinMrecipientMuZcellMactivatingMfactorMmodulatesMphenotypeMofMzV~waMBloodYM2011YM
ddkYMddgcZg 2.2 21

43 xvidenceMforMageMasMaMmodifierMofMgeneticMassociationsMforMlipidMlevelsaMAnnalsgofgHumangGeneticsYM
2011YMjhYMhklZlj 2.2 21

42
VariantsMnearMyOXxdMareMassociatedMwithMhypothyroidismMandMotherMthyroidMconditionsmMusingM
electronicMmedicalMrecordsMforMgenomeZMandMphenomeZwideMstudiesaMAmericangJournalgofgHumang
GeneticsYM2011YMklYMhelZge

11 199

41 vRPMpolymorphismsMandMchronicMkidneyMdiseaseMinMtheMthirdMnationalMhealthMandMnutritionM
examinationMsurveyaMBMCgMedicalgGeneticsYM2011YMdeYMih 2.1 9

40 PitfallsMofMmergingMzWtSMdatamMlessonsMlearnedMinMtheMeMxRzxMnetworkMandMqualityMcontrolM
proceduresMtoMmaintainMhighMdataMqualityaMGeneticgEpidemiologyYM2011YMfhYMkkjZlk 2.6 55

39 SvNhtMvariationMisMassociatedMwithMelectrocardiographicMtraitsMinMtheMβacksonM~eartMStudyaM
Circulation:gCardiovasculargGeneticsYM2011YMgYMdflZgg 18

38
yacilitatingMpharmacogeneticMstudiesMusingMelectronicMhealthMrecordsMandMnaturalZlanguageM
processingmMaMcaseMstudyMofMwarfarinaMJournalgofgthegAmericangMedicalgInformaticsgAssociation:gJAMIAYM
2011YMdkYMfkjZld

8.6 66

37 TheMNextMPtzxMinMunderstandingMcomplexMtraitsmMdesignMforMtheManalysisMofMPopulationMtrchitectureM
UsingMzeneticsMandMxpidemiologyMUPtzxVMStudyaMAmericangJournalgofgEpidemiologyYM2011YMdjgYMkglZhl 3.8 141
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36 zeneticMdeterminantsMofMlipidMtraitsMinMdiverseMpopulationsMfromMtheMpopulationMarchitectureMusingM
genomicsMandMepidemiologyMUPtzxVMstudyaMPLoSgGeneticsYM2011YMjYMedccedfk 6 128

35  dentifyingMhostMgeneticMriskMfactorsMinMtheMcontextMofMpublicMhealthMsurveillanceMforMinvasiveM
pneumococcalMdiseaseaMPLoSgONEYM2011YMiYMeefgdf 3.7 24

34 VisualMintegrationMofMresultsMfromMaMlargeMwNtMbiobankMUuioVUVMusingMsynthesisZviewaMPacificg
SymposiumgongBiocomputinggPacificgSymposiumgongBiocomputingYM2011YMeihZjh 1.3 10

33  dentificationMofMgenomicMpredictorsMofMatrioventricularMconductionmMusingMelectronicMmedicalM
recordsMasMaMtoolMforMgenomeMscienceaMCirculationYM2010YMdeeYMecdiZed 16.7 107

32 tssessingMtheMaccuracyMofMobserverZreportedMancestryMinMaMbiorepositoryMlinkedMtoMelectronicM
medicalMrecordsaMGeneticsgingMedicineYM2010YMdeYMigkZhc 8.1 72

31 vRPMpolymorphismsMandMprogressionMofMchronicMkidneyMdiseaseMinMtfricanMtmericansaMClinicalgJournalg
ofgthegAmericangSocietygofgNephrology:gCJASNYM2010YMhYMegZff 6.9 17

30 PheWtSmMdemonstratingMtheMfeasibilityMofMaMphenomeZwideMscanMtoMdiscoverMgeneZdiseaseM
associationsaMBioinformaticsYM2010YMeiYMdechZdc 7.2 668

29 SingleMnucleotideMpolymorphismMdiscoveryMinMTuXdMinMindividualsMwithMandMwithoutMeeqddaeMdeletionM
syndromeaMBirthgDefectsgResearchgPartgA:gClinicalgandgMoleculargTeratologyYM2010YMkkYMhgZif 5

28 WarfarinMpharmacogeneticsmMaMsingleMVKORvdMpolymorphismMisMpredictiveMofMdoseMacrossMfMracialM
groupsaMBloodYM2010YMddhYMfkejZfg 2.2 289

27 RobustMreplicationMofMgenotypeZphenotypeMassociationsMacrossMmultipleMdiseasesMinManMelectronicM
medicalMrecordaMAmericangJournalgofgHumangGeneticsYM2010YMkiYMhicZje 11 264

26 SynthesisZViewmMvisualizationMandMinterpretationMofMSNPMassociationMresultsMforMmultiZcohortYM
multiZphenotypeMdataMandMmetaZanalysisaMBioDatagMiningYM2010YMfYMdc 4.3 36

25 VKORvdMcommonMvariationMandMboneMmineralMdensityMinMtheMThirdMNationalM~ealthMandMNutritionM
xxaminationMSurveyaMPLoSgONEYM2010YMhYMedhckk 3.7 11

24 zeneticMVariationM nMRecipientMutyyMModulatesMPhenotypeMofMvhronicMzv~wMtfterM~vTaMBloodYM2010YM
ddiYMedhZedh 2.2

23 MethodsMforMoptimizingMstatisticalManalysesMinMpharmacogenomicsMresearchaMExpertgReviewgofgClinicalg
PharmacologyYM2009YMeYMhhlZhjc 3.8 8

22 zeneticMvariationMinMtheMrhythmonomemMethnicMvariationMandMhaplotypeMstructureMinMcandidateMgenesM
forMarrhythmiasaMPharmacogenomicsYM2009YMdcYMdcgfZhf 2.6 8

21 tMcommonMVLwLRMpolymorphismMinteractsMwithMtPOxMgenotypeMinMtheMpredictionMofMcarotidMarteryM
diseaseMriskaMJournalgofgLipidgResearchYM2008YMglYMhkkZli 6.3 24

20 LPtMandMPLzMsequenceMvariationMandMkringleM VZeMcopyMnumberMinMtwoMpopulationsaMHumangHeredityYM
2008YMiiYMdllZecl 1.1 26

19  ntegratingMhostMgenomicsMwithMsurveillanceMforMinvasiveMbacterialMdiseasesaMEmerginggInfectiousg
DiseasesYM2008YMdgYMddfkZgc 10.2 5

(2008-2011)
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18  dentifyingMtheMgenotypeMbehindMtheMphenotypemMaMroleMmodelMfoundMinMVKORvdMandMitsMassociationM
withMwarfarinMdosingaMPharmacogenomicsYM2007YMkYMgkjZli 2.6 25

17 zeneticMvariationMisMassociatedMwithMvZreactiveMproteinMlevelsMinMtheMThirdMNationalM~ealthMandM
NutritionMxxaminationMSurveyaMCirculationYM2006YMddgYMeghkZih 16.7 126

16 tllelicMspectrumMofMtheMnaturalMvariationMinMvRPaMHumangGeneticsYM2006YMddlYMgliZhcg 6.3 17

15 TheMpatternsMofMnaturalMvariationMinMhumanMgenesaMAnnualgReviewgofgGenomicsgandgHumangGeneticsYM
2005YMiYMekjZfde 9.7 96

14 wefinitionMandMclinicalMimportanceMofMhaplotypesaMAnnualgReviewgofgMedicineYM2005YMhiYMfcfZec 17.4 243

13 yragileMXM2005YMglhZhdf

12 PatternMofMsequenceMvariationMacrossMedfMenvironmentalMresponseMgenesaMGenomegResearchYM2004YM
dgYMdkedZfd 9.7 147

11 xvidenceMforMsubstantialMfineZscaleMvariationMinMrecombinationMratesMacrossMtheMhumanMgenomeaM
NaturegGeneticsYM2004YMfiYMjccZi 36.3 233

10 ~aplotypeMdiversityMacrossMdccMcandidateMgenesMforMinflammationYMlipidMmetabolismYMandMbloodM
pressureMregulationMinMtwoMpopulationsaMAmericangJournalgofgHumangGeneticsYM2004YMjgYMidcZee 11 146

9 SurveillanceMforManthraxMcasesMassociatedMwithMcontaminatedMlettersYMNewMβerseyYMwelawareYMandM
PennsylvaniaYMeccdaMEmerginggInfectiousgDiseasesYM2002YMkYMdcjfZj 10.2 20

8 PrevalenceMofMtheMfragileMXMsyndromeMinMtfricanZtmericansaMAmericangJournalgofgMedicalgGeneticsg
PartgAYM2002YMddcYMeeiZff 118

7 vharacterizationMofMbetaZglobinMhaplotypesMusingMbloodMspotsMfromMaMpopulationZbasedMcohortMofM
newbornsMwithMhomozygousM~bSaMGeneticsgingMedicineYM2002YMgYMfekZfh 8.1 12

6 PaternallyMtransmittedMyMRdMallelesMareMlessMstableMthanMmaternallyMtransmittedMallelesMinMtheM
commonMandMintermediateMsizeMrangeaMAmericangJournalgofgHumangGeneticsYM2002YMjcYMdhfeZgg 11 54

5 yMRdMandMtheMfragileMXMsyndromemMhumanMgenomeMepidemiologyMreviewaMGeneticsgingMedicineYM2001YM
fYMfhlZjd 8.1 474

4
SurveyMofMtheMfragileMXMsyndromeMvzzMrepeatMandMtheMshortZtandemZrepeatMandM
singleZnucleotideZpolymorphismMhaplotypesMinManMtfricanMtmericanMpopulationaMAmericangJournalgofg
HumangGeneticsYM2000YMiiYMgkcZlf

11 44

3 PrevalenceMandMphenotypeMconsequenceMofMyRtXtMandMyRtXxMallelesMinMaMlargeYMethnicallyMdiverseYM
specialMeducationZneedsMpopulationaMAmericangJournalgofgHumangGeneticsYM1999YMigYMglhZhcj 11 110

2 tMPrimerMinMStatisticalMMethodsMinMzeneticsecZfe

1 zeneticMRiskMyactorsMforMuM MandMObesityMinManMxthnicallyMwiverseMPopulationmMResultsMyromMtheM
PopulationMtrchitectureMUsingMzenomicsMandMxpidemiologyMUPtzxVMStudyaMObesityY 8 6
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