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30 Genome-Wide Identification of Regulatory DNA Elements and Protein-Binding Footprints Using
Signatures of Open Chromatin in <i>Arabidopsis</i>. Plant Cell, 2012, 24, 2719-2731. 6.6 204
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34 Whole-genome sequencing of Oryza brachyantha reveals mechanisms underlying Oryza genome
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Dynamic Loci Shaped Primarily by Retrotransposons. PLoS Genetics, 2009, 5, e1000743. 3.5 168

44 Suppression of the Vacuolar Invertase Gene Prevents Cold-Induced Sweetening in Potato Â  Â  Â . Plant
Physiology, 2010, 154, 939-948. 4.8 165

45 Genome Reduction Uncovers a Large Dispensable Genome and Adaptive Role for Copy Number Variation
in Asexually Propagated <i>Solanum tuberosum</i>. Plant Cell, 2016, 28, 388-405. 6.6 163

46 Retrotransposon-Related DNA Sequences in the Centromeres of Grass Chromosomes. Genetics, 1998,
150, 1615-1623. 2.9 161

47
Extrachromosomal circular DNA-based amplification and transmission of herbicide resistance in crop
weed <i>Amaranthus palmeri</i>. Proceedings of the National Academy of Sciences of the United
States of America, 2018, 115, 3332-3337.

7.1 159
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Assay in Potato. PLoS ONE, 2009, 4, e5812. 2.5 111
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