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The Glaciozyma antarctica genome reveals an array of systems that provide sustained responses
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Biochemical and structural characterization of a novel cold-active esterase-like protein from the

psychrophilic yeast Glaciozyma antarctica. Extremophiles, 2018, 22, 607-616. 2.3 24

Molecular cloning, expression and characterisation of Afp4, an antifreeze protein from Glaciozyma
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Entrapment of porous cross-linked enzyme aggregates of maltogenic amylase from Bacillus lehensis
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Novel cross-linked enzyme aggregates of levanase from Bacillus lehensis G1 for short-chain
fructooligosaccharides synthesis: Developmental, physicochemical, kinetic and thermodynamic 7.5 17
properties. International Journal of Biological Macromolecules, 2020, 159, 577-589.
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Functional characterisation and product specificity of Endo-12-1,3-glucanase from alkalophilic
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Review Update on the Life Cycle, Planta€“Microbe Interaction, Genomics, Detection and Control

Strategies of the Oil Palm Pathogen Ganoderma boninense. Biology, 2022, 11, 251. 2.8 15

Computational docking, molecular dynamics simulation and subsite structure analysis of a
maltogenic amylase from Bacillus lehensis G1 provide insights into substrate and product specificity.
Journal of Molecular Graphics and Modelling, 2016, 67, 1-13.

Unravelling the adaptation strategies employed by Glaciozyma antarctica PI12 on Antarctic sea ice.

Marine Environmental Research, 2018, 137, 169-176. 25 14

Functional characterisation of cellobiohydrolase | (Cbh1) from Trichoderma virens UKM1 expressed in
Aspergillus niger. Protein Expression and Purification, 2019, 154, 52-61.

Large-Scale Production of Glaciozyma antarctica Antifreeze Protein 1 (Afp1) by Fed-Batch Fermentation
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Reduction of Extracellular Proteases Increased Activity and Stability of Heterologous Protein in $${
Aspergillus}$$ Aspergillus $${ niger}$$ nig e r. Arabian Journal for Science and Engineering,
2018, 43,3327-3338.

Expression and characterization of TrichodermaAvirens UKM-1 endochitinase in EscherichiaAcoli. World

Journal of Microbiology and Biotechnology, 2009, 25, 561-572. 3.6 1

A comparative genomic analysis of the alkalitolerant soil bacterium Bacillus lehensis G1. Gene, 2014,

545, 253-261.

Thermotolerance and molecular chaperone function of an SGT1-like protein from the psychrophilic

yeast, Glaciozyma antarctica. Cell Stress and Chaperones, 2016, 21, 707-715. 2.9 10
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Secretome analysis of alkaliphilic bacterium Bacillus lehensis G1 in response to pH changes.

Microbiological Research, 2018, 215, 46-54.

In-Silico Characterization of Glycosyl Hydrolase Family 1 i2-Glucosidase from Trichoderma asperellum a1 °
UPM1. International Journal of Molecular Sciences, 2020, 21, 4035. :

Expression and characterization of a cellobiohydrolase (CBH7B) from the thermophilic fungus
<i>Thielavia terrestris<[i> in <i>Pichia pastoris</i>. Biotechnology and Applied Biochemistry, 2016, 63,
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Cloning, Production and Characterization of a Glycoside Hydrolase Family 7 Enzyme from the Gut
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Transcriptome datasets of oil palm pathogen Ganoderma boninense. Data in Brief, 2018, 17, 1108-1111.

Expression of xylanase on Escherichia coli using a truncated ice nucleation protein of Erwinia ananas 3.7 8
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Crystal structure of fuculose aldolase from the Antarctic psychrophilic yeast<i>Glaciozyma
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Characterisation of Cellulases and Xylanase from Trichoderma virens UKM1 and its Potential in Oil 0.9 ;
Palm Empty Fruit Bunch (OPEFB) Saccharification. Journal of Physical Science, 2017, 28, 171-184. :

Cellobiohydrolase B of<i>Aspergillus niger</i>over-expressed in<i>Pichia pastoris</i>stimulates
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Characterization and immobilization of Pycnoporus cinnabarinus carboxylic acid reductase, PcCAR2. 2.8 ;
Journal of Biotechnology, 2022, 345, 47-54. ’

Expression and characterization of a cutinase (AnCUT2) from Aspergillus niger. Open Life Sciences,
2016, 11, 29-38.

Structural and functional insights into TRIC chaperonin from a psychrophilic yeast, Glaciozyma 9.9 6
antarctica. Cell Stress and Chaperones, 2019, 24, 351-368. :

Production of an oligosaccharide-specific cellobiohydrolase from the thermophilic fungus Thielavia
terrestris. Biotechnology Letters, 2016, 38, 825-832.

Site-saturation mutagenesis of Glomerella cingulata cutinase gene for enhanced enzyme
thermostability. AIP Conference Proceedings, 2015, , .

A functionally-distinct carboxylic acid reductase PcCAR4 unearthed from a repertoire of type [V CARs
in the white-rot fungus Pycnoporus cinnabarinus. Journal of Biotechnology, 2020, 307, 55-62.

Growth Phase-Dependent Proteomes of the Malaysian Isolated<i>Lactococcus lactis</i>Dairy Strain
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Bioconversion of pineapple pomace for xylooligosaccharide synthesis using surface display of
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Structural and functional characterisation of a cold-active yet heat-tolerant dehydroquinase from
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Functional and structural analyses of an expansin-like protein from the antarctic yeast Glaciozyma
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