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1 The bZIP transcription factor MdHY5 regulates anthocyanin accumulation and nitrate assimilation in
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4 Apple bZIP transcription factor MdbZIP44 regulates abscisic acidâ€•promoted anthocyanin accumulation.
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5 The ERF transcription factor MdERF38 promotes drought stressâ€•induced anthocyanin biosynthesis in
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6 R2R3â€•<scp>MYB</scp> transcription factor Md<scp>MYB</scp>23 is involved in the cold tolerance and
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8
Md<scp>WRKY</scp>40 promotes woundingâ€•induced anthocyanin biosynthesis in association with
Md<scp>MYB</scp>1 and undergoes Md<scp>BT</scp>2â€•mediated degradation. New Phytologist, 2019,
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9 The Nitrate-Responsive Protein MdBT2 Regulates Anthocyanin Biosynthesis by Interacting with the
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10
Md<scp>BBX</scp>22 regulates <scp>UV</scp>â€•Bâ€•induced anthocyanin biosynthesis through regulating
the function of Md<scp>HY</scp>5 and is targeted by Md<scp>BT</scp>2 for 26S proteasomeâ€•mediated
degradation. Plant Biotechnology Journal, 2019, 17, 2231-2233.
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11 The molecular cloning and functional characterization of MdMYC2, a bHLH transcription factor in
apple. Plant Physiology and Biochemistry, 2016, 108, 24-31. 2.8 99

12 An apple NAC transcription factor negatively regulates cold tolerance via CBF-dependent pathway.
Journal of Plant Physiology, 2018, 221, 74-80. 1.6 93

13
Apple Bâ€•box protein BBX37 regulates jasmonic acid mediated cold tolerance through the
JAZâ€•BBX37â€•ICE1â€•CBF pathway and undergoes MIEL1â€•mediated ubiquitination and degradation. New
Phytologist, 2021, 229, 2707-2729.
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14 An apple NAC transcription factor enhances salt stress tolerance by modulating the ethylene
response. Physiologia Plantarum, 2018, 164, 279-289. 2.6 80

15 Mdb<scp>HLH</scp>93, an apple activator regulating leaf senescence, is regulated by <scp>ABA</scp>
and Md<scp>BT</scp>2 in antagonistic ways. New Phytologist, 2019, 222, 735-751. 3.5 76

16 An Apple B-Box Protein MdBBX37 Modulates Anthocyanin Biosynthesis and Hypocotyl Elongation
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17 ABI5 regulates ABA-induced anthocyanin biosynthesis by modulating the MYB1-bHLH3 complex in apple.
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19 MdHY5 positively regulates cold tolerance via CBF-dependent and CBF-independent pathways in apple.
Journal of Plant Physiology, 2017, 218, 275-281. 1.6 56
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22 Apple F-Box Protein MdMAX2 Regulates Plant Photomorphogenesis and Stress Response. Frontiers in
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23 Cloning and elucidation of the functional role of apple MdLBD13 in anthocyanin biosynthesis and
nitrate assimilation. Plant Cell, Tissue and Organ Culture, 2017, 130, 47-59. 1.2 36

24 BTB protein MdBT2 inhibits anthocyanin and proanthocyanidin biosynthesis by triggering MdMYB9
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25 MdABI5 works with its interaction partners to regulate abscisic acidâ€•mediated leaf senescence in apple.
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31 The C2H2-type zinc finger transcription factor MdZAT10 negatively regulates drought tolerance in
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35 Phytochrome interacting factor MdPIF7 modulates anthocyanin biosynthesis and hypocotyl growth in
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36 Genome-wide analysis and identification of the SMXL gene family in apple (Malus Ã— domestica). Tree
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