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51 STxNvILmLtLwebLtemplatingLengineLforLvisualizingLandLsharingLlifeLscienceLdatasetsaaLPLoSh
ComputationalhBiologyYL2022YLdkYLedcclkhl 5

50 zenomeZwideLanalysisLofLdeletionsLinLmaizeLpopulationLrevealsLabundantLgeneticLdiversityLandL
functionalLimpactaLTheoreticalhandhAppliedhGeneticsYL2021YLdfhYLejf 6 0

49 MultipleLindependentLrecombinationsLledLtoLhermaphroditismLinLgrapevineaLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2021YLddkYL 11.5 9

48 xvolutionaryLgenomicLandLbacteriaLzWtSLanalysisLofLsubspaLandLdairyLcattleL₃ohneSsLdiseaseL
phenotypesaLAppliedhandhEnvironmentalhMicrobiologyYL2021YL 4.8 3

47 TheLtrabidopsisLPeptidettlasmLHarnessingLworldwideLproteomicsLdataLtoLcreateLaLcomprehensiveL
communityLproteomicsLresourceaLPlanthCellYL2021YLffYLfgedZfghf 11.6 10

46 womesticationLreshapedLtheLgeneticLbasisLofLinbreedingLdepressionLinLaLmaizeLlandraceLcomparedL
toLitsLwildLrelativeYLteosinteaaLPLoShGeneticsYL2021YLdjYLedccljlj 6 1

45 TheLgeneticLarchitectureLofLtheLmaizeLprogenitorYLteosinteYLandLhowLitLwasLalteredLduringLmaizeL
domesticationaLPLoShGeneticsYL2020YLdiYLedcckjld 6 17

44 HaplotypingLtheLVitisLcollinearLcoreLgenomeLwithLrhtmpSeqLimprovesLmarkerLtransferabilityLinLaL
diverseLgenusaLNaturehCommunicationsYL2020YLddYLgdf 17.4 24

43 HOSdhLandLHwtlLnegativelyLregulateLimmunityLthroughLhistoneLdeacetylationLofLintracellularL
immuneLreceptorLNLRLgenesLinLtrabidopsisaLNewhPhytologistYL2020YLeeiYLhcjZhee 9.8 18

42 NaturalLvariationsLofLgrowthLthermoZresponsivenessLdeterminedLbyLStUReibejbekLproteinsLinL
trabidopsisLthalianaaLNewhPhytologistYL2019YLeegYLeldZfch 9.8 4

41 vomputationalLtnalysisLofLtmpSeqLwataLforLTargetedYLHighZThroughputLzenotypingLofLtmpliconsaL
FrontiershinhPlanthScienceYL2019YLdcYLhll 6.2 23

40 TheLgeneticLarchitectureLofLteosinteLcatalyzedLandLconstrainedLmaizeLdomesticationaLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2019YLddiYLhigfZhihe 11.5 34

39 vardiacLPathologyLandLzenomicsLofLSuddenLweathLinLRacehorsesLyromLNewLYorkLandLMarylandL
RacetracksaLVeterinaryhPathologyYL2019YLhiYLhjiZhkh 2.8 8

38 urtPIZanLapplicationLprogrammingLinterfaceLforLplantLbreedingLapplicationsaLBioinformaticsYL2019YL
fhYLgdgjZgdhh 7.2 49

37
WhiteLsharkLgenomeLrevealsLancientLelasmobranchLadaptationsLassociatedLwithLwoundLhealingLandL
theLmaintenanceLofLgenomeLstabilityaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaYL2019YLddiYLgggiZgghh

11.5 51

36 vharacterizationLofLmaizeLleafLpyruvateLorthophosphateLdikinaseLusingLhighLthroughputL
sequencingaLJournalhofhIntegrativehPlanthBiologyYL2018YLicYLijcZilc 8.3 6

35 vonstructionLofLtheLthirdZgenerationLZeaLmaysLhaplotypeLmapaLGigaScienceYL2018YLjYLdZde 7.6 127
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34 zenotypingZbyZsequencingLofLvegetablesLrevealsLuniqueLphylogeneticLpatternsYLpopulationL
structureLandLdomesticationLfootprintsaLHorticulturehResearchYL2018YLhYLfk 7.7 20

33 zeneticLdissectionLofLpowderyLmildewLresistanceLinLinterspecificLhalfZsibLgrapevineLfamiliesLusingL
SNPZbasedLmapsaLMolecularhBreedingYL2017YLfjYLd 3.4 50

32 MappingLandLvloningLofLvhemicalLInducedLMutationsLbyLWholeZzenomeLSequencingLofLuulkedL
SegregantsaLMethodshinhMolecularhBiologyYL2017YLdhjkYLekhZekl 1.4 2

31 tLRoleLofLvytokininLTransporterLinLtrabidopsisLImmunityaLMolecularhPlantxMicrobehInteractionsYL2017
YLfcYLfehZfff 3.6 10

30 TheLPlastidLandLMitochondrialLPeptidaseLNetworkLinLmLtLyoundationLforLTestingLzeneticLInteractionsL
andLyunctionsLinLOrganellarLProteostasisaLPlanthCellYL2017YLelYLeikjZejdc 11.6 20

29 tnLintegrativeLtmpSeqLplatformLforLhighlyLmultiplexedLmarkerZassistedLpyramidingLofLgrapevineL
powderyLmildewLresistanceLlociaLMolecularhBreedingYL2017YLfjYLd 3.4 8

28 TheLtrabidopsisLvhromatinZRemodelingLyactorLvHRhLRegulatesLPlantLImmuneLResponsesLandL
NucleosomeLOccupancyaLPlanthandhCellhPhysiologyYL2017YLhkYLeeceZeedi 4.9 19

27 TowardLtheLelucidationLofLcytoplasmicLdiversityLinLNorthLtmericanLgrapeLbreedingLprogramsaL
MolecularhBreedingYL2016YLfiYLd 3.4 1

26 LessonsLfromLaLPhenotypingLventerLRevealedLbyLtheLzenomeZzuidedLMappingLofLPowderyLMildewL
ResistanceLLociaLPhytopathologyYL2016YLdciYLddhlZddil 3.8 18

25 TranscriptomeLresponseLofLcassavaLleavesLunderLnaturalLshadeaLScientifichReportsYL2016YLiYLfdijf 4.9 33

24 NextLzenerationLMappingLofLxnologicalLTraitsLinLanLyeLInterspecificLzrapevineLHybridLyamilyaLPLoSh
ONEYL2016YLddYLecdglhic 3.7 29

23 zeneLxvolutionaryLTrajectoriesLandLzvLPatternsLwrivenLbyLRecombinationLinaLFrontiershinhPlanth
ScienceYL2016YLjYLdgff 6.2 11

22 tLnextZgenerationLmarkerLgenotypingLplatformLTtmpSeqULinLheterozygousLcropsmLaLcaseLstudyLforL
markerZassistedLselectionLinLgrapevineaLHorticulturehResearchYL2016YLfYLdicce 7.7 57

21 MitochondrialLgenomeLofLanLttlanticLwhiteLsharkLTUaLMitochondrialhDNAhParthB:hResourcesYL2016YLdYLjdjZjdl0.5 2

20 MappingLRecombinationLInitiationLSitesLUsingLvhromatinLImmunoprecipitationaLMethodshinh
MolecularhBiologyYL2016YLdgelYLdjjZkk 1.4 1

19
wevelopmentalLandLSubcellularLOrganizationLofLSingleZvellLvâ��LPhotosynthesisLinLuienertiaL
sinuspersiciLweterminedLbyLLargeZScaleLProteomicsLandLcwNtLtssemblyLfromLghgLwNtLSequencingaL
JournalhofhProteomehResearchYL2015YLdgYLeclcZdck

5.6 18

18 HostLgeneticLvariationLimpactsLmicrobiomeLcompositionLacrossLhumanLbodyLsitesaLGenomehBiologyYL
2015YLdiYLdld 18.3 428

17 IdentificationLofLPhotosynthesisZtssociatedLvgLvandidateLzenesLthroughLvomparativeLLeafL
zradientLTranscriptomeLinLMultipleLLineagesLofLvfLandLvgLSpeciesaLPLoShONEYL2015YLdcYLecdgciel 3.7 36
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16 InteractionLofLtrabidopsisLTrihelixZwomainLTranscriptionLyactorsLVyPfLandLVyPhLwithL
tgrobacteriumLVirulenceLProteinLViryaLPLoShONEYL2015YLdcYLecdgedek 3.7 8

15 HeterozygousLMappingLStrategyLTHetMappSULforLHighLResolutionLzenotypingZuyZSequencingL
MarkersmLtLvaseLStudyLinLzrapevineaLPLoShONEYL2015YLdcYLecdfgkkc 3.7 83

14 TranscriptomicLanalysesLindicateLthatLmaizeLliguleLdevelopmentLrecapitulatesLgeneLexpressionL
patternsLthatLoccurLduringLlateralLorganLinitiationaLPlanthCellYL2014YLeiYLgjdkZfe 11.6 72

13 vomparativeLanalysesLofLvâ��LandLvâ��LphotosynthesisLinLdevelopingLleavesLofLmaizeLandLriceaLNatureh
BiotechnologyYL2014YLfeYLddhkZih 44.5 160

12 TheLroleLofLcisLregulatoryLevolutionLinLmaizeLdomesticationaLPLoShGeneticsYL2014YLdcYLedccgjgh 6 88

11 TtSSxLZzuSmLaLhighLcapacityLgenotypingLbyLsequencingLanalysisLpipelineaLPLoShONEYL2014YLlYLelcfgi 3.7 994

10 wevelopmentalLdynamicsLofL₄ranzLcellLtranscriptionalLspecificityLinLmaizeLleafLrevealsLearlyLonsetLofL
vgZrelatedLprocessesaLJournalhofhExperimentalhBotanyYL2014YLihYLfhgfZhh 7 54

9 zeneLdiscoveryLusingLmutagenZinducedLpolymorphismsLandLdeepLsequencingmLapplicationLtoLplantL
diseaseLresistanceaLGeneticsYL2012YLdleYLdflZgi 4 35

8 tLrobustYLsimpleLgenotypingZbyZsequencingLTzuSULapproachLforLhighLdiversityLspeciesaLPLoShONEYL
2011YLiYLedlfjl 3.7 3791

7 MtSvPLzatormLanLaggregationLportalLforLtheLvisualizationLofLtrabidopsisLproteomicsLdataaLPlanth
PhysiologyYL2011YLdhhYLehlZjc 6.6 83

6
WorkflowLforLlargeLscaleLdetectionLandLvalidationLofLpeptideLmodificationsLbyLRPLvZLTQZOrbitrapmL
applicationLtoLtheLtrabidopsisLthalianaLleafLproteomeLandLanLonlineLmodifiedLpeptideLlibraryaL
AnalyticalhChemistryYL2009YLkdYLkcdhZeg

7.8 31

5 PPwuYLtheLPlantLProteomicsLwatabaseLatLvornellaLNucleichAcidshResearchYL2009YLfjYLwlilZjg 20.1 300

4 zeneticLpropertiesLofLtheLmaizeLnestedLassociationLmappingLpopulationaLScienceYL2009YLfehYLjfjZgc 33.3 775

3 SortingLsignalsYLNZterminalLmodificationsLandLabundanceLofLtheLchloroplastLproteomeaLPLoShONEYL
2008YLfYLedllg 3.7 504

2 tnalysisLofLcuratedLandLpredictedLplastidLsubproteomesLofLtrabidopsisaLSubcellularL
compartmentalizationLleadsLtoLdistinctiveLproteomeLpropertiesaLPlanthPhysiologyYL2004YLdfhYLjefZfg 6.6 71

1 TheLtrabidopsisLthalianaLPeptidettlasnLharnessingLworldZwideLproteomicsLdataLforLaL
comprehensiveLcommunityLproteomicsLresource 2
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