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Extended amygdala-parabrachial circuits alter threat assessment to regulate feeding
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High-throughput single-cell functional elucidation of neurodevelopmental disease-associated
genes reveals convergent mechanisms altering neuronal differentiation

A Cre-dependent massively parallel reporter assay allows for cell-type specific assessment of the

functional effects of genetic variants in vivo

28

18




1

JoSeErPH D DOUGHERTY

Microglia perform local protein synthesis at perisynaptic and phagocytic structures



