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Fine-mapping of prostate cancer susceptibility loci in a large meta-analysis identifies candidate causal
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Comparative Genomics Reveals Distinct Immune-oncologic Pathways in African American Men with
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Single Nucleotide Polymorphisms in DNA Repair Genes and Prostate Cancer Risk. Methods in Molecular
Biology, 2009, 471, 361-385.
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Moderating Effects of Genetic Polymorphisms on Improvements in Cognitive Impairment in Breast
Cancer Survivors Participating in a 6-Week Mindfulness-Based Stress Reduction Program. Biological 1.0 19
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