
Paul R Langford

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx5443467xpaulurulangfordupublicationsubyuyearvpdf

Version:g2y24uy4u23g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

169
papers

4,707
citations

36
h-index

60
g-index

180
ext. papers

5,538
ext. citations

5
avg, IF

5.06
L-index



j Paper IF Citations

169 αovelKtαqKΔarkersKforKydentificationKofKqctinobacillusKpleuropneumoniaeZZKMicrobiologyfSpectrumWK
2022WKe]acaaba 8.9 2

168 RapidKtetectionKofKvromKslinicalKSamplesKUsingKRecombinaseKPolymeraseKqmplificationZZKFrontiersf
infVeterinaryfScienceWK2022WKiWKh]echb 3.1 0

167 ydentificationKofKvtpqWKaKtpsXlikeKproteinKinvolvedKinKantiXoxidativeKstressKandKvirulenceKinZKJournalf
offBacteriologyWK2021WKzr]]cbfba 3.5 1

166 RationallyKdesignedKvectorsKforKfunctionalKgenomicKanalysisKofKandKotherKspeciesKbyK
transposonXdirectedKinsertionXsiteKsequencingKSTratySTZKAnimalfDiseasesWK2021WKaWKbi 1

165 ΔobileKweneticKulementsKtriveKqntimicrobialKResistanceKweneKSpreadKinKSpeciesZZKFrontiersfinf
MicrobiologyWK2021WKabWKggcbhd 5.7 0

164 ysolatingKPathogenXSpecificKxumanKΔonoclonalKqntibodiesKShmqbsTKUsingKracterialKWholeKsellsKasK
ΔolecularKProbesZKMethodsfinfMolecularfBiologyWK2021WKbahcWKiXah 1.4

163 ProposalKofKqctinobacillusKpleuropneumoniaeKserovarKaiWKandKreformulationKofKpreviousKmultiplexK
PsRsKforKcapsuleXspecificKtypingKofKallKknownKserovarsZKVeterinaryfMicrobiologyWK2021WKbeeWKa]i]ba 3.3 16

162 qpplicationKofKtheKΔySTuqsxyαwSSTKdiseaseKsusceptibilityKframeworkKtoKtoKidentifyKresearchKgapsjK
anKexemplarKofKaKveterinaryKpathogenZKAnimalfHealthfResearchfReviewsWK2021WKaXaf 2.1 0

161 ynnateKymmuneKResponsesKofKtoKrswKshallengeKydentifiedKUsingKProteomicKandKΔolecularK
qpproachesZKFrontiersfinfCellularfandfInfectionfMicrobiologyWK2021WKaaWKfaiiha 5.9 3

160 StreptococcusKsuisKserotypeKbKenolaseKinteractionKwithKhostKbrainKmicrovascularKendothelialKcellsK
andKRPSqXinducedKapoptosisKleadKtoKlossKofKrrrKintegrityZKVeterinaryfResearchWK2021WKebWKc] 3.8 3

159 ydentificationKofKReducedKxostKTranscriptomicKSignaturesKforKTuberculosisKtiseaseKandKtigitalK
PsRXrasedKValidationKandKQuantificationZKFrontiersfinfImmunologyWK2021WKabWKfcgafd 8.4 4

158 RapidKtetectionKandKTypingKofKSerovarsKtirectlyKvromKslinicalKSamplesjKsombiningKvTqKsardK
TechnologyKWithKΔultiplexKPsRZKFrontiersfinfVeterinaryfScienceWK2021WKhWKgbhff] 3.1 2

157
somparativeKwenomeKSequenceKqnalysisKofKSerovarKhKysolatesKvromKαorwayWKtenmarkWKandKtheK
UnitedKKingdomKyndicatesKtistinctKPhylogeneticKLineagesKandKtifferencesKinKtistributionKofK
qntimicrobialKResistanceKwenesZKFrontiersfinfMicrobiologyWK2021WKabWKgbifcg

5.7 0

156 rasalXLevelKuffectsKofKSpTppwppKinKtheKqbsenceKofKrranchedXshainKqminoKqcidsKinKqctinobacillusK
pleuropneumoniaeZKJournalfoffBacteriologyWK2020WKb]bWK 3.5 2

155 uvaluationKofKtheKrecombinantKproteinsKRlprKandKVaczKasKaKvaccineKforKprotectionKagainstK
wlaesserellaKparasuisKinKpigsZKBMCfVeterinaryfResearchWK2020WKafWKafg 2.7 2

154 tifferencesKinKpigKrespiratoryKtractKandKperipheralKbloodKimmuneKresponsesKtoKqctinobacillusK
pleuropneumoniaeZKVeterinaryfMicrobiologyWK2020WKbdgWKa]hgee 3.3 5

153 qKnovelKbiosafetyKlevelKbKcompliantKtuberculosisKinfectionKmodelKusingKaK˛�˛�KdoubleKauxotrophKofK
xcgRvKandZKVirulenceWK2020WKaaWKhaaXhbd 4.7 5
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152 UltraXShortKqntimicrobialKPeptoidsKShowKPropensityKforKΔembraneKqctivityKqgainstKΔultiXtrugK
ResistantZKFrontiersfinfMicrobiologyWK2020WKaaWKdag 5.7 9

151
traftKwenomeKSequencesKofKtheKTypeKStrainsKofKqctinobacillusKindolicusKSdfKbsTKandKqctinobacillusK
porcinusKSαΔcaiTWKTwoKαqtXtependentKracterialKSpeciesKvoundKinKtheKRespiratoryKTractKofKPigsZK
MicrobiologyfResourcefAnnouncementsWK2020WKiWK

1.3 1

150 qKproteomicsXbasedKmethodKforKidentifyingKantigensKwithinKimmuneKcomplexesZKPLoSfONEWK2020WK
aeWKe]bddaeg 3.7 1

149 SerovarXdependentKdifferencesKinKxfqXregulatedKphenotypesKinKqctinobacillusKpleuropneumoniaeZK
PathogensfandfDiseaseWK2020WKghWK 4.2 4

148 qKRareKΔutationKinKSPLUαsaKqffectsKracterialKqdherenceKandKynvasionKinKΔeningococcalKtiseaseZK
ClinicalfInfectiousfDiseasesWK2020WKg]WKb]deXb]ec 11.6 4

147 wenerationKandKuvaluationKofKaKwlaesserellaKSxaemophilusTKparasuisKsapsularKΔutantZKInfectionfandf
ImmunityWK2020WKhhWK 3.7 3

146 ustablishmentKandKcomparisonKofKqctinobacillusKpleuropneumoniaeKexperimentalKinfectionKmodelK
inKmiceKandKpigletsZKMicrobialfPathogenesisWK2019WKabhWKchaXchi 3.8 11

145
PathotypingKtheKZoonoticKPathogenKStreptococcusKsuisjKαovelKweneticKΔarkersKToKtifferentiateK
ynvasiveKtiseaseXqssociatedKysolatesKfromKαonXtiseaseXqssociatedKysolatesKfromKunglandKandK
WalesZKJournalfoffClinicalfMicrobiologyWK2019WKegWK

9.7 18

144 UseKofKtheKynvertebrateKwalleriaKmellonellaKasKanKynfectionKΔodelKtoKStudyKtheKΔycobacteriumK
tuberculosisKsomplexZKJournalfoffVisualizedfExperimentsWK2019WK 1.6 4

143 KawasakiKtiseasejKTheKRoleKofKymmuneKsomplexesKRevisitedZKFrontiersfinfImmunologyWK2019WKa]WKaaef 8.4 42

142 jKqnKynfectionKΔodelKforKScreeningKsompoundsKqgainstKtheKsomplexZKFrontiersfinfMicrobiologyWK2019
WKa]WKbfc] 5.7 11

141 ProposalKofKserovarsKagKandKahKofKqctinobacillusKpleuropneumoniaeKbasedKonKserologicalKandK
genotypicKanalysisZKVeterinaryfMicrobiologyWK2018WKbagWKaXf 3.3 45

140
sharacterizationKofKtheKqctinobacillusKpleuropneumoniaeKSXTXrelatedKintegrativeKandKconjugativeK
elementKysuqplbKandKanalysisKofKtheKencodedKvloRKproteinjKhydrophobicKresiduesKinKtransmembraneK
domainsKcontributeKdynamicallyKtoKflorfenicolKandKchloramphenicolKeffluxZKJournalfoffAntimicrobialf
ChemotherapyWK2018WKgcWKegXfe

5.1 13

139 walleriaKmellonellaKXKaKnovelKinfectionKmodelKforKtheKΔycobacteriumKtuberculosisKcomplexZKVirulence
WK2018WKiWKaabfXaacg 4.7 17

138
TranscriptomicKanalysisKofKporcineKPrΔssKinKresponseKtoKqctinobacillusKpleuropneumoniaeKrevealsK
theKdynamicKchangesKofKdifferentiallyKexpressedKgenesKrelatedKtoKimmunoXinflammatoryKresponsesZK
AntoniefVanfLeeuwenhoekWK2018WKaaaWKbcgaXbchd

2.1 3

137
somparativeKsequenceKanalysisKofKtheKcapsularKpolysaccharideKlociKofKqctinobacillusK
pleuropneumoniaeKserovarsKaXahWKandKdevelopmentKofKtwoKmultiplexKPsRsKforKcomprehensiveK
capsuleKtypingZKVeterinaryfMicrobiologyWK2018WKbb]WKhcXhi

3.3 28

136
UseKofKProteinsKydentifiedKthroughKaKvunctionalKwenomicKScreenKToKtevelopKaKProteinKSubunitK
VaccineKThatKProvidesKSignificantKProtectionKagainstKVirulentKStreptococcusKsuisKinKPigsZKInfectionf
andfImmunityWK2018WKhfWK

3.7 10

135 uvidenceKofKyllegitimateKRecombinationKretweenKTwoKPlasmidsKResultingKinKaKαovelK
ΔultiXResistanceKRepliconWKpΔccfbΔtRWKinZKFrontiersfinfMicrobiologyWK2018WKiWKbdhi 5.7 9

(2018-2020)
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134
srossXReactiveKractericidalKqntimeningococcalKqntibodiesKsanKreKysolatedKvromKsonvalescingK
ynvasiveKΔeningococcalKtiseaseKPatientsKUsingKReverseKVaccinologyKbZ]ZKFrontiersfinfImmunologyWK
2018WKiWKafba

8.4 3

133 racterialKVaccineKqntigenKtiscoveryKinKtheKReverseKVaccinologyKbZ]KurajKProgressKandKshallengesZK
FrontiersfinfImmunologyWK2018WKiWKbcae 8.4 24

132 qKUniqueKsapsuleKLocusKinKtheKαewlyKtesignatedKqctinobacillusKpleuropneumoniaeKSerovarKafKandK
tevelopmentKofKaKtiagnosticKPsRKqssayZKJournalfoffClinicalfMicrobiologyWK2017WKeeWKi]bXi]g 9.7 32

131
ynactivationKofKWKuncodingKaKSelaXLikeKRepeatKSSLRTKProteinWKinKαeisseriaKmeningitidisKysKqssociatedK
withKtifferentialKuxpressionKofKwenesKrelongingKtoKtheKvurKRegulonKandKReducedKyntraepithelialK
ReplicationZKInfectionfandfImmunityWK2017WKheWK

3.7 3

130 TheKαXlinkingKglycosylationKsystemKfromKqctinobacillusKpleuropneumoniaeKisKrequiredKforKadhesionK
andKhasKpotentialKuseKinKglycoengineeringZKOpenfBiologyWK2017WKgWK 7 22

129
rKcellKcrossXepitopeKofKPropionibacteriumKacnesKandKqctinobacillusKpleuropneumoniaKselectedKbyK
phageKdisplayKlibraryKcanKefficientlyKprotectKfromKqctinobacillusKpleuropneumoniaKinfectionZK
VeterinaryfMicrobiologyWK2017WKb]eWKadXba

3.3 7

128 tisruptionKofKdrugXresistantKbiofilmsKusingKdeKnovoKdesignedKshortK˛–XhelicalKantimicrobialKpeptidesK
withKidealizedKfacialKamphiphilicityZKActafBiomaterialiaWK2017WKegWKa]cXaad 10.8 54

127 MPathotypingMKΔultiplexKPsRKqssayKforKxaemophilusKparasuisjKaKToolKforKPredictionKofKVirulenceZK
JournalfoffClinicalfMicrobiologyWK2017WKeeWKbfagXbfbh 9.7 15

126 ydentificationKofKnovelKxaemophilusKparasuisKserovarKeKvaccineKcandidatesKusingKanK
immunoproteomicKapproachZKJournalfoffProteomicsWK2017WKafcWKaaaXaag 3.9 8

125 peahWKaKsmallKfloRKplasmidKfromKaKSouthKqmericanKisolateKofKqctinobacillusKpleuropneumoniaeZK
VeterinaryfMicrobiologyWK2017WKb]dWKabiXacb 3.3 18

124
qpabxaWKtheKfirstKheadKdomainKofKqpabKtrimericKautotransporterKadhesinWKactivatesKmouseKboneK
marrowXderivedKdendriticKcellsKandKimmunizationKwithKqpabxaKprotectsKagainstKqctinobacillusK
pleuropneumoniaeKinfectionZKMolecularfImmunologyWK2017WKhaWKa]hXaag

4.3 8

123 qnKantiXPropionibacteriumKacnesKantibodyKshowsKheterologousKresistanceKtoKanKqctinobacillusK
pleuropneumoniaeKinfectionKindependentKofKneutrophilsKinKmiceZKImmunologicfResearchWK2017WKfeWKaabdXaabi4.3 3

122 xaemophilusKparasuisKcytolethalKdistendingKtoxinKinducesKcellKcycleKarrestKandKpecXdependentK
apoptosisZKPLoSfONEWK2017WKabWKe]aggaii 3.7 10

121 PatternsKofKantimicrobialKresistanceKinKStreptococcusKsuisKisolatesKfromKpigsKwithKorKwithoutK
streptococcalKdiseaseKinKunglandKbetweenKb]]iKandKb]adZKVeterinaryfMicrobiologyWK2017WKb]gWKaagXabd 3.3 33

120 ydentificationKandKcharacterizationKofKserovarXindependentKimmunogensKinKqctinobacillusK
pleuropneumoniaeZKVeterinaryfResearchWK2017WKdhWKgd 3.8 11

119 WholeKwenomeKSequencingKforKSurveillanceKofKqntimicrobialKResistanceKinZKFrontiersfinfMicrobiology
WK2017WKhWKcaa 5.7 31

118 TheKSapqKProteinKysKynvolvedKinKResistanceKtoKqntimicrobialKPeptideKPRXciKandKVirulenceKofZK
FrontiersfinfMicrobiologyWK2017WKhWKhaa 5.7 10

117 RegardingKflagellarKexpressionKinKclinicalKisolatesKofKnonXtypeableKxaemophilusKinfluenzaeZKJournalf
offMedicalfMicrobiologyWK2017WKffWKag]e 3.2 1
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116 qKcomputationalKstrategyKforKtheKsearchKofKregulatoryKsmallKRαqsKinKqctinobacillusK
pleuropneumoniaeZKRnaWK2016WKbbWKacgcXhe 5.8 7

115 qctinobacillusKpleuropneumoniaeKserovarKhKpredominatesKinKunglandKandKWalesZKVeterinaryfRecordWK
2016WKagiWKbgf 0.9 12

114 sompleteKwenomeKSequenceKofKΔytwbccaWKaKweneticallyKTractableKSerovarKhKslinicalKysolateKofK
qctinobacillusKpleuropneumoniaeZKGenomefAnnouncementsWK2016WKdWK 16

113 SurfaceKPolysaccharideKΔutantsKRevealKthatKqbsenceKofKκKqntigenKReducesKriofilmKvormationKofK
qctinobacillusKpleuropneumoniaeZKInfectionfandfImmunityWK2016WKhdWKabgXcg 3.7 20

112 vreeKserumKhaemoglobinKisKassociatedKwithKbrainKatrophyKinKsecondaryKprogressiveKmultipleK
sclerosisZKWellcomefOpenfResearchWK2016WKaWKa] 4.8 14

111 ympactKofKReducingKsomplementKynhibitorKrindingKonKtheKymmunogenicityKofKαativeKαeisseriaK
meningitidisKκuterKΔembraneKVesiclesZKPLoSfONEWK2016WKaaWKe]adhhd] 3.7 4

110 ysuqplaWKanKyntegrativeKsonjugativeKulementKRelatedKtoKysuxina]efWKydentifiedKinKtheKPigKPathogenK
qctinobacillusKpleuropneumoniaeZKFrontiersfinfMicrobiologyWK2016WKgWKha] 5.7 16

109 αaturalKresistanceKtoKΔeningococcalKtiseaseKrelatedKtoKsvxKlocijKΔetaXanalysisKofKgenomeXwideK
associationKstudiesZKScientificfReportsWK2016WKfWKcehdb 4.9 26

108
TrimericKautotransporterKadhesinsKcontributeKtoKqctinobacillusKpleuropneumoniaeKpathogenicityKinK
miceKandKregulateKbacterialKgeneKexpressionKduringKinteractionsKbetweenKbacteriaKandKporcineK
primaryKalveolarKmacrophagesZKAntoniefVanfLeeuwenhoekWK2016WKa]iWKeaXg]

2.1 4

107 UnnaturalKaminoKacidKanaloguesKofKmembraneXactiveKhelicalKpeptidesKwithKantiXmycobacterialK
activityKandKimprovedKstabilityZKJournalfoffAntimicrobialfChemotherapyWK2016WKgaWKbahaXia 5.1 36

106 xaemophilusKparasuisKinducesKactivationKofKαvX˛”rKandKΔqPKkinaseKsignalingKpathwaysKmediatedKbyK
tollXlikeKreceptorsZKMolecularfImmunologyWK2015WKfeWKcf]Xf 4.3 29

105
TheKqdhKadhesinKdomainKisKrequiredKforKtrimericKautotransporterKqpaaXmediatedKqctinobacillusK
pleuropneumoniaeKadhesionWKautoaggregationWKbiofilmKformationKandKpathogenicityZKVeterinaryf
MicrobiologyWK2015WKaggWKageXhc

3.3 18

104 sharacterisationKofKaKmobilisableKplasmidKconferringKflorfenicolKandKchloramphenicolKresistanceKinK
qctinobacillusKpleuropneumoniaeZKVeterinaryfMicrobiologyWK2015WKaghWKbgiXhb 3.3 27

103 wenomicKsignaturesKofKhumanKandKanimalKdiseaseKinKtheKzoonoticKpathogenKStreptococcusKsuisZK
NaturefCommunicationsWK2015WKfWKfgd] 17.4 89

102
StructuralWKvunctionalWKandKymmunogenicKynsightsKonKsuWZnKSuperoxideKtismutaseKPathogenicK
VirulenceKvactorsKfromKαeisseriaKmeningitidisKandKrrucellaKabortusZKJournalfoffBacteriologyWK2015WK
aigWKchcdXdg

3.5 14

101 tevelopmentKofKaKΔultiplexKPsRKqssayKforKRapidKΔolecularKSerotypingKofKxaemophilusKparasuisZK
JournalfoffClinicalfMicrobiologyWK2015WKecWKchabXba 9.7 52

100 ydentificationKofKdfrqadKinKtwoKdistinctKplasmidsKconferringKtrimethoprimKresistanceKinK
qctinobacillusKpleuropneumoniaeZKJournalfoffAntimicrobialfChemotherapyWK2015WKg]WKbbagXbb 5.1 23

99 PxitXsVKinducesKantiXProteinKtKantibodiesKbutKdoesKnotKaugmentKpulmonaryKclearanceKofK
nontypeableKxaemophilusKinfluenzaeKinKmiceZKVaccineWK2015WKccWKdiedXfa 4.1 14

(2015-2016)
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98 tifferentialKgeneKexpressionKprofilingKofKqctinobacillusKpleuropneumoniaeKduringKinductionKofK
primaryKalveolarKmacrophageKapoptosisKinKpigletsZKMicrobialfPathogenesisWK2015WKghWKgdXhf 3.8 15

97 tysbiosisKanticipatingKnecrotizingKenterocolitisKinKveryKprematureKinfantsZKClinicalfInfectiousf
DiseasesWK2015WKf]WKchiXig 11.6 118

96 WholeKgenomeKinvestigationKofKaKdivergentKcladeKofKtheKpathogenKStreptococcusKsuisZKFrontiersfinf
MicrobiologyWK2015WKfWKaaia 5.7 18

95 LateXκnsetKrloodstreamKynfectionKandKPerturbedKΔaturationKofKtheKwastrointestinalKΔicrobiotaKinK
PrematureKynfantsZKPLoSfONEWK2015WKa]WKe]acbibc 3.7 56

94 walleriaKmellonellaKisKanKeffectiveKmodelKtoKstudyKqctinobacillusKpleuropneumoniaeKinfectionZK
MicrobiologyfoUnitedfKingdompWK2015WKafaWKchgXd]] 2.9 41

93 RoleKofKSpTppwppKinKViabilityKandKriofilmKvormationKofKqctinobacillusKpleuropneumoniaeKShZKPLoSf
ONEWK2015WKa]WKe]adae]a 3.7 14

92 qntiXmycobacterialKactivitiesKofKsyntheticKcationicK˛–XhelicalKpeptidesKandKtheirKsynergismKwithK
rifampicinZKBiomaterialsWK2014WKceWKb]cbXh 15.6 72

91 ΔultiplexKPsRKassayKforKunequivocalKdifferentiationKofKqctinobacillusKpleuropneumoniaeKserovarsKaK
toKcWKeKtoKhWKa]WKandKabZKJournalfoffClinicalfMicrobiologyWK2014WKebWKbch]Xe 9.7 30

90 TheKgenerationKofKsuccessiveKunmarkedKmutationsKandKchromosomalKinsertionKofKheterologousK
genesKinKqctinobacillusKpleuropneumoniaeKusingKnaturalKtransformationZKPLoSfONEWK2014WKiWKeaaabeb 3.7 17

89 tiagnosisKofKchildhoodKtuberculosisKandKhostKRαqKexpressionKinKqfricaZKNewfEnglandfJournalfoff
MedicineWK2014WKcg]WKagabXagbc 59.2 229

88 TheKuseKofKgenomeKwideKassociationKmethodsKtoKinvestigateKpathogenicityWKpopulationKstructureK
andKserovarKinKxaemophilusKparasuisZKBMCfGenomicsWK2014WKaeWKaagi 4.5 29

87 qKrκXXSsqRKfragmentKforKtheKidentificationKofKqctinobacillusKpleuropneumoniaeZKFEMSf
MicrobiologyfLettersWK2014WKcebWKcbXg 2.9 2

86 wenerationKofKaKTneKtransposonKlibraryKinKxaemophilusKparasuisKandKanalysisKbyK
transposonXdirectedKinsertionXsiteKsequencingKSTratySTZKVeterinaryfMicrobiologyWK2013WKaffWKeehXff 3.3 11

85 TranscriptionalKprofilingKofKαeisseriaKmeningitidisKinteractingKwithKhumanKepithelialKcellsKinKaK
longXtermKinKvitroKcolonizationKmodelZKInfectionfandfImmunityWK2013WKhaWKdadiXei 3.7 22

84 tevelopmentKofKaKselfXreplicatingKplasmidKsystemKforKΔycoplasmaKhyopneumoniaeZKVeterinaryf
ResearchWK2013WKddWKfc 3.8 19

83 ydentificationKofKproteinsKofKPropionibacteriumKacnesKforKuseKasKvaccineKcandidatesKtoKpreventK
infectionKbyKtheKpigKpathogenKqctinobacillusKpleuropneumoniaeZKVaccineWK2013WKcaWKebfiXge 4.1 10

82 tetectionKofKtuberculosisKinKxyVXinfectedKandKXuninfectedKqfricanKadultsKusingKwholeKbloodKRαqK
expressionKsignaturesjKaKcaseXcontrolKstudyZKPLoSfMedicineWK2013WKa]WKea]]aech 11.6 224

81 weneKcontentKandKdiversityKofKtheKlociKencodingKbiosynthesisKofKcapsularKpolysaccharidesKofKtheKaeK
serovarKreferenceKstrainsKofKxaemophilusKparasuisZKJournalfoffBacteriologyWK2013WKaieWKdbfdXgc 3.5 33
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80 TransposonKmutagenesisKinKΔycoplasmaKhyopneumoniaeKusingKaKnovelKmarinerXbasedKsystemKforK
generatingKrandomKmutationsZKVeterinaryfResearchWK2013WKddWKabd 3.8 15

79 ympairmentKofKyvαXgammaKresponseKtoKsyntheticKpeptidesKofKΔycobacteriumKtuberculosisKinKaKgXdayK
wholeKbloodKassayZKPLoSfONEWK2013WKhWKegacea 3.7 5

78 TranscriptionalKprofilingKofKserogroupKrKαeisseriaKmeningitidisKgrowingKinKhumanKbloodjKanK
approachKtoKvaccineKantigenKdiscoveryZKPLoSfONEWK2012WKgWKecigah 3.7 19

77 LineageXspecificKvirulenceKdeterminantsKofKxaemophilusKinfluenzaeKbiogroupKaegyptiusZKEmergingf
InfectiousfDiseasesWK2012WKahWKddiXeg 10.2 19

76 qpaKisKaKtrimericKautotransporterKadhesinKofKqctinobacillusKpleuropneumoniaeKresponsibleKforK
autoagglutinationKandKhostKcellKadherenceZKJournalfoffBasicfMicrobiologyWK2012WKebWKeihXf]g 2.7 19

75 wenomeKwideKexpressionKprofilingKrevealsKsuppressionKofKhostKdefenceKresponsesKduringK
colonisationKbyKαeisseriaKmeningitidesKbutKnotKαZKlactamicaZKPLoSfONEWK2011WKfWKebfac] 3.7 7

74 αecrosisKfromKneedlestickKinjuryKwithKliveKqctinobacillusKpleuropneumoniaeKporcineKvaccineZKBMJtf
TheWK2011WKcdcWKdfbfa 5.9 4

73 ΔicrobialKtiseaseKriomarkersKUsingKProteinshipKqrraysK2010WKbbcXbec

72 RegulationKofKpgaKoperonKexpressionKandKbiofilmKformationKinKqctinobacillusKpleuropneumoniaeKbyK
sigmauKandKxXαSZKJournalfoffBacteriologyWK2010WKaibWKbdadXbc 3.5 45

71
ProteomicKanalysisKofKendometriumKfromKfertileKandKinfertileKpatientsKsuggestsKaKroleKforK
apolipoproteinKqXyKinKembryoKimplantationKfailureKandKendometriosisZKMolecularfHumanf
ReproductionWK2010WKafWKbgcXhe

4.4 45

70 PrevalenceKofKqctinobacillusKpleuropneumoniaeKserovarsKinKunglandKandKWalesZKVeterinaryfRecordWK
2010WKafgWKffaXb 0.9 24

69 PopulationXbasedKanalysisKofKqctinobacillusKpleuropneumoniaeKqpxyVqKforKuseKasKaKtyVqKantigenZK
VaccineWK2010WKbhWKdhgaXdhgd 4.1 10

68 ΔeningococcalKbiofilmKgrowthKonKanKabioticKsurfaceKXKaKmodelKforKepithelialKcolonizationoZK
MicrobiologyfoUnitedfKingdompWK2009WKaeeWKaid]Xaieb 2.9 13

67 αewKplasmidKtoolsKforKgeneticKanalysisKofKqctinobacillusKpleuropneumoniaeKandKotherK
pasteurellaceaeZKAppliedfandfEnvironmentalfMicrobiologyWK2009WKgeWKfabdXca 4.8 31

66 qnalysisKofKanKqctinobacillusKpleuropneumoniaeKmultiXresistanceKplasmidWKpxr]e]cZKPlasmidWK2009WK
faWKaceXi 3.3 20

65 qKαeisseriaKmeningitidisKαΔraiffKmutantKisKimpairedKforKinvasionKofKrespiratoryKepithelialKcellsWK
survivalKinKhumanKbloodKandKforKvirulenceKinKvivoZKMedicalfMicrobiologyfandfImmunologyWK2009WKaihWKegXfg4 11

64 qnalysisKofKtheKqctinobacillusKpleuropneumoniaeKxlyXKSvαRTKregulonKandKidentificationKofK
ironXregulatedKproteinKrKasKanKessentialKvirulenceKfactorZKProteomicsWK2009WKiWKbchcXih 4.8 32

63 αaturalKcompetenceKinKstrainsKofKqctinobacillusKpleuropneumoniaeZKFEMSfMicrobiologyfLettersWK
2009WKbihWKabdXc] 2.9 25

(2009-2013)
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62 ydentificationKofKgenesKtranscribedKbyKxaemophilusKparasuisKinKnecroticKporcineKlungKthroughKtheK
selectiveKcaptureKofKtranscribedKsequencesKSSsκTSTZKEnvironmentalfMicrobiologyWK2008WKa]WKccbfXcf 5.2 34

61 ySqplaWKaKnovelKinsertionKelementKofKqctinobacillusKpleuropneumoniaeWKpreventsKqpxyVXbasedK
serologicalKdetectionKofKserotypeKgKstrainKqPgfZKVeterinaryfMicrobiologyWK2008WKabhWKcdbXec 3.3 62

60 ydentificationKandKcharacterizationKofKnovelKantigenicKvaccineKcandidatesKofKqctinobacillusK
pleuropneumoniaeZKVaccineWK2008WKbfWKaidbXed 4.1 21

59 TheKcompleteKgenomeKsequenceKofKqctinobacillusKpleuropneumoniaeKLb]KSserotypeKebTZKJournalfoff
BacteriologyWK2008WKai]WKadieXf 3.5 46

58 ΔultiplexKPsRKthatKcanKdistinguishKbetweenKimmunologicallyKcrossXKreactiveKserovarKcWKfWKandKhK
qctinobacillusKpleuropneumoniaeKstrainsZKJournalfoffClinicalfMicrobiologyWK2008WKdfWKh]]Xc 9.7 33

57 PsRKspecificKforKqctinobacillusKpleuropneumoniaeKserotypeKcZKVeterinaryfRecordWK2008WKafbWKfdhXeb 0.9 9

56
ReducedKtαqKbindingKandKuptakeKinKtheKabsenceKofKtsbqaKandKtsbqbKofKαeisseriaKmeningitidisKdueK
toKinefficientKfoldingKofKtheKouterXmembraneKsecretinKPilQZKMicrobiologyfoUnitedfKingdompWK2008WK
aedWKbagXbbe

2.9 21

55 qnalysisKofKtheKqctinobacillusKpleuropneumoniaeKqrcqKregulonKidentifiesKfumarateKreductaseKasKaK
determinantKofKvirulenceZKInfectionfandfImmunityWK2008WKgfWKbbhdXie 3.7 36

54 PasteurellaceaeKsomuaKproteinsKcombineKtheKpropertiesKofKfibronectinKadhesinsKandKtαqKbindingK
competenceKproteinsZKPLoSfONEWK2008WKcWKeciia 3.7 27

53 riomarkerKdiscoveryKinKinfectiousKdiseasesKusingKSuLtyZKFuturefMicrobiologyWK2007WKbWKceXdi 2.9 42

52 vactorKxWKaKregulatorKofKcomplementKactivityWKisKaKmajorKdeterminantKofKmeningococcalKdiseaseK
susceptibilityKinKUKKsaucasianKpatientsZKScandinavianfJournalfoffInfectiousfDiseasesWK2006WKchWKgfdXga 62

51
PresenceKofKcopperXKandKzincXcontainingKsuperoxideKdismutaseKinKcommensalKxaemophilusK
haemolyticusKisolatesKcanKbeKusedKasKaKmarkerKtoKdiscriminateKthemKfromKnontypeableKxZKinfluenzaeK
isolatesZKJournalfoffClinicalfMicrobiologyWK2006WKddWKdbbbXf

9.7 26

50 qKnovelKsRPXdependentKregulonKcontrolsKexpressionKofKcompetenceKgenesKinKxaemophilusK
influenzaeZKJournalfoffMolecularfBiologyWK2005WKcdgWKgceXdg 6.5 93

49 tifferentialKcontributionKofKsodsaKandKsodsbKtoKintracellularKsurvivalKandKpathogenicityKofK
SalmonellaKentericaKserovarKsholeraesuisZKMicrobesfandfInfectionWK2005WKgWKfihXg]g 9.3 22

48 qKnovelKneisserialKshuttleKplasmidjKaKusefulKnewKtoolKforKmeningococcalKresearchZKFEMSfMicrobiologyf
LettersWK2005WKbeaWKadcXg 2.9 5

47 teletionKofKtheKferricKuptakeKregulatorKvurKimpairsKtheKinKvitroKgrowthKandKvirulenceKofK
qctinobacillusKpleuropneumoniaeZKInfectionfandfImmunityWK2005WKgcWKcgd]Xd 3.7 34

46 qcquiredKpredispositionKtoKmycobacterialKdiseaseKdueKtoKautoantibodiesKtoKyvαXgammaZKJournalfoff
ClinicalfInvestigationWK2005WKaaeWKbdh]Xh 15.9 159

45 uxpressionKofKheterologousKantigensKinKcommensalKαeisseriaKsppZjKpreservationKofKconformationalK
epitopesKwithKvaccineKpotentialZKInfectionfandfImmunityWK2004WKgbWKfeaaXh 3.7 44
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44 TwoKTonrKsystemsKinKqctinobacillusKpleuropneumoniaejKtheirKrolesKinKironKacquisitionKandKvirulenceZK
InfectionfandfImmunityWK2004WKgbWKg]aXh 3.7 44

43 TheKroleKofKtheKShigellaKflexneriKyihuKgeneKinKLPSKsynthesisKandKvirulenceZKMicrobiologyfoUnitedf
KingdompWK2004WKae]WKa]giXa]hd 2.9 6

42 vunctionalKdiversityKofKthreeKdifferentKtsbqKproteinsKfromKαeisseriaKmeningitidisZKMicrobiologyf
oUnitedfKingdompWK2004WKae]WKbiicXc]]] 2.9 40

41 xarnessingKnaturalKtransformationKinqctinobacillusKpleuropneumoniaejKaKsimpleKmethodKforKallelicK
replacementsZKFEMSfMicrobiologyfLettersWK2004WKbccWKbggXbha 2.9 19

40
qnalysisKofKdifferentialKproteinKexpressionKinKqctinobacillusKpleuropneumoniaeKbyKSurfaceK
unhancedKLaserKtesorptionKyonisationXXProteinshipKSSuLtyTKtechnologyZKVeterinaryfMicrobiologyWK
2004WKiiWKbaeXbe

3.3 11

39 xarnessingKnaturalKtransformationKinKqctinobacillusKpleuropneumoniaejKaKsimpleKmethodKforKallelicK
replacementsZKFEMSfMicrobiologyfLettersWK2004WKbccWKbggXha 2.9 13

38 ΔonitoringKgeneKexpressionKusingKtαqKarraysZKMethodsfinfMolecularfMedicineWK2003WKgaWKaaiXcd 5

37
ydentificationKandKcharacterizationKofKgenomicKlociKuniqueKtoKtheKrrazilianKpurpuricKfeverKclonalK
groupKofKxZKinfluenzaeKbiogroupKaegyptiusjKfunctionalityKexploredKusingKmeningococcalKhomologyZK
MolecularfMicrobiologyWK2003WKdgWKaa]aXaa

4.1 25

36 ydentificationKofKqctinobacillusKpleuropneumoniaeKgenesKimportantKforKsurvivalKduringKinfectionKinK
itsKnaturalKhostZKInfectionfandfImmunityWK2003WKgaWKcif]Xg] 3.7 70

35
racterialK[suWZn]XcofactoredKsuperoxideKdismutaseKprotectsKopsonizedWKencapsulatedKαeisseriaK
meningitidisKfromKphagocytosisKbyKhumanKmonocytes[macrophagesZKInfectionfandfImmunityWK2003WK
gaWKaf]dXg

3.7 31

34 sharacterisationKandKgeneticKorganisationKofKaKbdXΔtaKplasmidKfromKtheKrrazilianKPurpuricKveverK
cloneKofKxaemophilusKinfluenzaeKbiogroupKaegyptiusZKPlasmidWK2002WKdhWKchXdh 3.3 9

33 xaemophilusKinfluenzaeKmicroarraysjKvirulenceKandKvaccinesZKComparativefandfFunctionalfGenomicsWK
2002WKcWKcehXfa 0

32 qctinobacillusKpleuropneumoniaejKpathobiologyKandKpathogenesisKofKinfectionZKMicrobesfandf
InfectionWK2002WKdWKbbeXce 9.3 271

31
qctiveKcopperXKandKzincXcontainingKsuperoxideKdismutaseKinKtheKcrypticKgenospeciesKofK
xaemophilusKcausingKurogenitalKandKneonatalKinfectionsKdiscriminatesKthemKfromKxaemophilusK
influenzaeKsensuKstrictoZKJournalfoffClinicalfMicrobiologyWK2002WKd]WKbfhXg]

9.7 13

30 racterialKsuperoxideKdismutaseKandKvirulenceZKMethodsfinfEnzymologyWK2002WKcdiWKaeeXff 1.7 13

29 qctinobacillusKpleuropneumoniaeKserotypeKaKcarryingKtheKdefinedKaroqKmutationKisKfullyKavirulentKinK
theKpigZKResearchfinfVeterinaryfScienceWK2002WKgbWKafcXg 2.5 9

28 TheKroleKofKtwoKperiplasmicKcopperXKandKzincXcofactoredKsuperoxideKdismutasesKinKtheKvirulenceKofK
SalmonellaKcholeraesuisZKMicrobiologyfoUnitedfKingdompWK2002WKadhWKgaiXgbf 2.9 41

27 qKnovelKhemeKproteinWKtheKsuWZnXsuperoxideKdismutaseKfromKxaemophilusKducreyiZKJournalfoff
BiologicalfChemistryWK2001WKbgfWKc]cbfXcd 5.4 28
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26
qKhistidineXrichKmetalKbindingKdomainKatKtheKαKterminusKofKsuWZnXsuperoxideKdismutasesKfromK
pathogenicKbacteriajKaKnovelKstrategyKforKmetalKchaperoningZKJournalfoffBiologicalfChemistryWK2001WK
bgfWKc]caeXbe

5.4 48

25 qKpromoterKprobeKplasmidKbasedKonKgreenKfluorescentKproteinKjKaKstrategyKforKstudyingK
meningococcalKgeneKexpressionZKMethodsfinfMolecularfMedicineWK2001WKfgWKffcXgg 4

24 [suWZn]XSuperoxideKdismutaseKmutantsKofKtheKswineKpathogenKqctinobacillusKpleuropneumoniaeK
areKunattenuatedKinKinfectionsKofKtheKnaturalKhostZKInfectionfandfImmunityWK2000WKfhWKdgghXha 3.7 31

23 suWZnKsuperoxideKdismutaseKstructureKfromKaKmicrobialKpathogenKestablishesKaKclassKwithKaK
conservedKdimerKinterfaceZKJournalfoffMolecularfBiologyWK2000WKbifWKadeXec 6.5 43

22 vunctionalKandKcrystallographicKcharacterizationKofKSalmonellaKtyphimuriumKsuWZnKsuperoxideK
dismutaseKcodedKbyKtheKsodsyKvirulenceKgeneZKJournalfoffMolecularfBiologyWK2000WKc]bWKdfeXgh 6.5 44

21 xumoralKimmuneKresponsesKtoKαeisseriaKmeningitidisKinKchildrenZKInfectionfandfImmunityWK1999WKfgWKbddaXea3.7 31

20 sellularKimmuneKresponsesKtoKαeisseriaKmeningitidisKinKchildrenZKInfectionfandfImmunityWK1999WKfgWKbdebXfc3.7 31

19
αaturalKgeneticKexchangeKbetweenKxaemophilusKandKαeisseriajKintergenericKtransferKofK
chromosomalKgenesKbetweenKmajorKhumanKpathogensZKProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaWK1998WKieWKabchaXe

11.5 129

18 PeriplasmicKsuperoxideKdismutaseKinKmeningococcalKpathogenicityZKInfectionfandfImmunityWK1998WK
ffWKbacXg 3.7 94

17
tistributionWKcloningWKcharacterisationKandKmutagenesisKofKsodsWKtheKgeneKencodingKcopper[zincK
superoxideKdismutaseWKaKpotentialKdeterminantKofKvirulenceWKinKxaemophilusKducreyiZKFEMSf
ImmunologyfandfMedicalfMicrobiologyWK1997WKagWKbceXdb

4

16 racterialKcopperXKandKzincXcofactoredKsuperoxideKdismutaseKcontributesKtoKtheKpathogenesisKofK
systemicKsalmonellosisZKMolecularfMicrobiologyWK1997WKbeWKgheXif 4.1 117

15 tevelopmentKofKaKxaemophilusKtwoXdimensionalKproteinKdatabaseZKElectrophoresisWK1997WKahWKadgbXhb 3.6 48

14
RoleKofKbacterialKΔnXcofactoredKsuperoxideKdismutaseKinKoxidativeKstressKresponsesWK
nasopharyngealKcolonizationWKandKsustainedKbacteremiaKcausedKbyKxaemophilusKinfluenzaeKtypeKbZK
InfectionfandfImmunityWK1997WKfeWKbg]]Xf

3.7 32

13 ydentificationKofKsodsKencodingKperiplasmicK[suWZn]XsuperoxideKdismutaseKinKSalmonellaZKFEMSf
MicrobiologyfLettersWK1996WKacfWKbaeXb] 2.9 35

12 TheKdilutionKrateKaffectsKtheKouterKmembraneKproteinKandKlipopolysaccharideKcompositionKofK
xaemophilusKinfluenzaeKtypeKbKgrownKunderKironKlimitationZKJournalfoffBacteriologyWK1993WKageWKbdfbXd 3.5 6

11 ΔolecularKandKgeneticKcharacterizationKofKsuperoxideKdismutaseKinKxaemophilusKinfluenzaeKtypeKbZK
MolecularfMicrobiologyWK1993WKa]WKhciXdh 4.1 22

10 recvKinKqctinobacillusKpleuropneumoniaeZKNucleicfAcidsfResearchWK1992WKb]WKfae 20.1 9

9 PalindromicKxaemophilusKtαqKuptakeKsequencesKinKpresumedKtranscriptionalKterminatorsKfromKxZK
influenzaeKandKxZKparainfluenzaeZKGeneWK1992WKaadWKaeaXb 3.8 11
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8 wrowthKofxaemophilusKinfluenzaetypeKbKinKcontinuousKculturejKuffectKofKdilutionKrateKonK
outerXmembraneKproteinKandKlipopolysaccharideKexpressionZKFEMSfMicrobiologyfLettersWK1992WKicWKdcXdg 2.9 7

7 uvidenceKforKinKvivoKexpressionKofKtransferrinXbindingKproteinsKinKxaemophilusKinfluenzaeKtypeKbZK
InfectionfandfImmunityWK1992WKf]WKbihfXia 3.7 30

6 sopperXzincKsuperoxideKdismutaseKofKxaemophilusKinfluenzaeKandKxZKparainfluenzaeZKJournalfoff
BacteriologyWK1991WKagcWKgddiXeg 3.5 87

5 StudiesKofKaKpotentialKinKvitroKtestKforKestimationKofKtoxicityKofKaminoglycosideKantibioticsKandK
polyaminesZKJournalfoffAntibioticsWK1982WKceWKachgXic 3.7 9

4 vreeKserumKhaemoglobinKisKassociatedKwithKbrainKatrophyKinKsecondaryKprogressiveKmultipleK
sclerosisZKWellcomefOpenfResearchWaWKa] 4.8 11

3 ydentificationKofKsodsKencodingKperiplasmicK[suWZn]XsuperoxideKdismutaseKinKSalmonella 4

2 RationallyKdesignedKmarinerKvectorsKtoKallowKfunctionalKgenomicKanalysisKofKqctinobacillusK
pleuropneumoniaeKandKotherKbacteriaKbyKtransposonXdirectedKinsertionXsiteKsequencingKSTratyST 2

1 ydentificationKofKreducedKhostKtranscriptomicKsignaturesKforKtuberculosisKandKdigitalKPsRXbasedK
validationKandKquantification 5
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