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62 yonfrontingNtheNproblemNofNinterconnectedNstructuralNchangesNinNtheNcomparativeNmodelingNofN
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JournalloflPhysicallChemistrylBaN2016aNfgeaNfggohbfghei 3.4 14

46 StructuralNandNfunctionalNimplicationsNofNpkhNmissenseNcancerNmutationscNPMClBiophysicsaN2009aNgaNk 14
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11 MolecularNxasisNforNPolyketideNKetoreductasebSubstrateNInteractionscNInternationallJournallofl
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7 InNVivoaNHighbThroughputNSelectionNofNThermostableNyyclohexanoneNMonooxygenaseNVyHMOWcN
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6 –ngineeringNaNyoenzymeNwNzetourNToN–xpandNtheNProductNScopeNandN–nhanceNtheNSelectivityNofNtheN
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5 HeparinbwssistedNwmyloidogenesisNUncoveredNthroughNMolecularNzynamicsNSimulationsccNACSl
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