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Dogs lacking Apolipoprotein E show advanced atherosclerosis leading to apparent clinical
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Comparative Proteome and Cis-Regulatory Element Analysis Reveals Specific Molecular Pathways
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Singlea€eell dynamics of chromatin activity during cell lineage differentiation in <i>Caenorhabditis
elegans<[i> embryos. Molecular Systems Biology, 2021, 17, e10075.

A 4D single-cell protein atlas of transcription factors delineates spatiotemporal patterning during 9.0 40
embryogenesis. Nature Methods, 2021, 18, 893-902. )

Lineage context switches the function of a C. elegans Pax6 homolog in determining a neuronal fate.
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Multivariable regulation of gene expression plasticity in metazoans. Open Biology, 2019, 9, 190150. 1.5 11

Systems Properties and Spatiotemporal Regulation of Cell Position Variability during Embryogenesis.
Cell Reports, 2019, 26, 313-321.e7.

mTOR Regulates Phase Separation of PGL Granules to Modulate Their Autophagic Degradation. Cell, 135 166
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<i>Trans<[i>-splicing enhances translational efficiency in <i>C. elegans</i>. Genome Research, 2017, 27,
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Digital development: a database of cell lineage differentiation in<i>C. elegans</i>with lineage
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E3 ubiquitin ligases promote progression of differentiation during C. elegans embryogenesis.
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The Regulatory Landscape of Lineage Differentiation in a Metazoan Embryo. Developmental Cell, 2015,
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De Novo Inference of Systems-Level Mechanistic Models of Development from Live-Imaging-Based
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A semi-local neighborhood-based framework for probabilistic cell lineage tracing. BMC
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Systematic quantification of develogmental phenotypes at single-cell resolution during 12 55
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Gastrocnemius transcriptome analysis reveals domestication induced gene expression changes
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Genome-Wide Mapping of DNA Methylation in Chicken. PLoS ONE, 2011, 6, e19428. 11 116
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Inverted selective plane illumination microscopy ( <i>i</i> SPIM) enables coupled cell identity
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A hybrid blob-slice model for accurate and efficient detection of fluorescence labeled nuclei in 3D. 12 o8
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Single-Molecule Analysis Reveals Changes in the DNA Replication Program for the <i>POUSF1</i> Locus
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Advanced technologies for genomic analysis in farm animals and its application for QTL mapping.
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