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AcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2000VIigVIaafcbWg
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600 weneIuxpressionIandIδignalITransductionIinIWaterWδtressIαesponseXIPlanthPhysiologyVI1997VIaaeVIcbgWccd6.6 899

599 αegulationIofIdroughtItoleranceIbyIgeneImanipulationIofIiWcisWepoxycarotenoidIdioxygenaseVIaIkeyI
enzymeIinIabscisicIacidIbiosynthesisIinIqrabidopsisXIPlanthJournalVI2001VIbgVIcbeWcc 6.9 896

598 –itogenWactivatedIproteinIkinaseIcascadesIinIplantsjIaInewInomenclatureXITrendshinhPlanthScienceVI
2002VIgVIcZaWh 13.1 891

597 ymportantIrolesIofIdroughtWIandIcoldWinducibleIgenesIforIgalactinolIsynthaseIinIstressItoleranceIinI
qrabidopsisIthalianaXIPlanthJournalVI2002VIbiVIdagWbf 6.9 835

596 αesearchIonIplantIabioticIstressIresponsesIinItheIpostWgenomeIerajIpastVIpresentIandIfutureXIPlanth
JournalVI2010VIfaVIaZdaWeb 6.9 827

595 αoleIofIarabidopsisI–YsIandI–YrIhomologsIinIdroughtWIandIabscisicIacidWregulatedIgeneI
expressionXIPlanthCellVI1997VIiVIaheiWfh 11.6 825

594 q₂bYuαvIfamilyItranscriptionIfactorsIinIplantIabioticIstressIresponsesXIBiochimicahEthBiophysicahActah
whGenehRegulatoryhMechanismsVI2012VIahaiVIhfWif 6 803

593
–onitoringIexpressionIprofilesIofIriceIgenesIunderIcoldVIdroughtVIandIhighWsalinityIstressesIandI
abscisicIacidIapplicationIusingIct²qImicroarrayIandIα²qIgelWblotIanalysesXIPlanthPhysiologyVI2003VI
accVIageeWfg

6.6 799

592 vunctionalIanalysisIofIaI²qsWtypeItranscriptionIfactorI¶s²qsfIinvolvedIinIabioticIandIbioticI
stressWresponsiveIgeneIexpressionIinIriceXIPlanthJournalVI2007VIeaVIfagWcZ 6.9 782

591 umpiricalIanalysisIofItranscriptionalIactivityIinItheIqrabidopsisIgenomeXIScienceVI2003VIcZbVIhdbWf 33.3 782

590 vunctionalIanalysisIofIanIqrabidopsisItranscriptionIfactorVItαurbqVIinvolvedIinIdroughtWresponsiveI
geneIexpressionXIPlanthCellVI2006VIahVIabibWcZi 11.6 780

589 uffectsIofIabioticIstressIonIplantsjIaIsystemsIbiologyIperspectiveXIBMChPlanthBiologyVI2011VIaaVIafc 5.3 771

588 ydentificationIofIsαuaIasIaIcytokininIreceptorIfromIqrabidopsisXINatureVI2001VIdZiVIaZfZWc 50.4 759

587 αesponseIofIplantsItoIwaterIstressXIFrontiershinhPlanthScienceVI2014VIeVIhf 6.2 740

586 TheI–‘‘bIpathwayImediatesIcoldIandIsaltIstressIsignalingIinIqrabidopsisXIMolecularhCellVI2004VIaeVIadaWeb17.6 713

585 qIdehydrationWinducedI²qsIproteinVIαtbfVIisIinvolvedIinIaInovelIqrqWdependentIstressWsignalingI
pathwayXIPlanthJournalVI2004VIciVIhfcWgf 6.9 693

584
TypeIbsIproteinIphosphatasesIdirectlyIregulateIabscisicIacidWactivatedIproteinIkinasesIinI
qrabidopsisXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2009VI
aZfVIagehhWic
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583 vunctionalIanalysisIofIriceItαuraYsrvWtypeItranscriptionIfactorsIinvolvedIinIcoldWresponsiveIgeneI
expressionIinItransgenicIriceXIPlanthandhCellhPhysiologyVI2006VIdgVIadaWec 4.9 671

582 qrqWmediatedItranscriptionalIregulationIinIresponseItoIosmoticIstressIinIplantsXIJournalhofhPlanth
ResearchVI2011VIabdVIeZiWbe 2.6 650

581
qαuraVIqαurbVIandIqrvcIareImasterItranscriptionIfactorsIthatIcooperativelyIregulateI
qrαuWdependentIqrqIsignalingIinvolvedIinIdroughtIstressItoleranceIandIrequireIqrqIforIfullI
activationXIPlanthJournalVI2010VIfaVIfgbWhe

6.9 647

580 qαuraIisIaItranscriptionIactivatorIofInovelIqrαuWdependentIqrqIsignalingIthatIenhancesIdroughtI
stressItoleranceIinIqrabidopsisXIPlanthCellVI2005VIagVIcdgZWhh 11.6 638

579 αegulatoryImetabolicInetworksIinIdroughtIstressIresponsesXICurrenthOpinionhinhPlanthBiologyVI2007VI
aZVIbifWcZb 9.9 636

578 –olecularIbasisIofItheIcoreIregulatoryInetworkIinIqrqIresponsesjIsensingVIsignalingIandItransportXI
PlanthandhCellhPhysiologyVI2010VIeaVIahbaWci 4.9 612

577 ²qsItranscriptionIfactorsIinIplantIabioticIstressIresponsesXIBiochimicahEthBiophysicahActahwhGeneh
RegulatoryhMechanismsVI2012VIahaiVIigWaZc 6 594

576 vunctionalIannotationIofIaIfullWlengthIqrabidopsisIct²qIcollectionXIScienceVI2002VIbifVIadaWe 33.3 588

575 qbscisicIacidWdependentImultisiteIphosphorylationIregulatesItheIactivityIofIaItranscriptionIactivatorI
qαuraXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2006VIaZcVIaihhWic11.5 578

574 ²qsItranscriptionIfactorsVI²δTaIandI²δTcVIareIkeyIregulatorsIofItheIformationIofIsecondaryIwallsI
inIwoodyItissuesIofIqrabidopsisXIPlanthCellVI2007VIaiVIbgZWhZ 11.6 576

573 ungineeringIdroughtItoleranceIinIplantsjIdiscoveringIandItailoringIgenesItoIunlockItheIfutureXI
CurrenthOpinionhinhBiotechnologyVI2006VIagVIaacWbb 11.4 575

572 unhancementIofIoxidativeIandIdroughtItoleranceIinIqrabidopsisIbyIoveraccumulationIofI
antioxidantIflavonoidsXIPlanthJournalVI2014VIggVIcfgWgi 6.9 573

571
tualIfunctionIofIanIqrabidopsisItranscriptionIfactorItαurbqIinIwaterWstressWresponsiveIandI
heatWstressWresponsiveIgeneIexpressionXIProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaVI2006VIaZcVIahhbbWg

11.5 561

570 ynIplantaIfunctionsIofItheIqrabidopsisIcytokininIreceptorIfamilyXIProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2004VIaZaVIhhbaWf 11.5 529

569
qIcombinationIofItheIqrabidopsisItαuraqIgeneIandIstressWinducibleIrdbiqIpromoterIimprovedI
droughtWIandIlowWtemperatureIstressItoleranceIinItobaccoIbyIgeneItransferXIPlanthandhCellh
PhysiologyVI2004VIdeVIcdfWeZ

4.9 527

568
ynteractionIbetweenItwoIcisWactingIelementsVIqrαuIandItαuVIinIqrqWdependentIexpressionIofI
qrabidopsisIrdbiqIgeneIinIresponseItoIdehydrationIandIhighWsalinityIstressesXIPlanthJournalVI2003VI
cdVIacgWdh

6.9 516

567 TheI²qsItranscriptionIfactorsI²δTaIandI²δTbIofIqrabidopsisIregulateIsecondaryIwallIthickeningsI
andIareIrequiredIforIantherIdehiscenceXIPlanthCellVI2005VIagVIbiicWcZZf 11.6 514

566 TheItranscriptionalIregulatoryInetworkIinItheIdroughtIresponseIandIitsIcrosstalkIinIabioticIstressI
responsesIincludingIdroughtVIcoldVIandIheatXIFrontiershinhPlanthScienceVI2014VIeVIagZ 6.2 499
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565 somparativeIgenomicsIinIsaltItoleranceIbetweenIqrabidopsisIandIaαabidopsisWrelatedIhalophyteI
saltIcressIusingIqrabidopsisImicroarrayXIPlanthPhysiologyVI2004VIaceVIafigWgZi 6.6 497

564
ThreeIqrabidopsisIδnα‘bIproteinIkinasesVIδα‘btYδnα‘bXbVIδα‘buYδnα‘bXfY¶δTaIandI
δα‘byYδnα‘bXcVIinvolvedIinIqrqIsignalingIareIessentialIforItheIcontrolIofIseedIdevelopmentIandI
dormancyXIPlanthandhCellhPhysiologyVI2009VIeZVIacdeWfc

4.9 495

563 VariousIabioticIstressesIrapidlyIactivateIqrabidopsisI–q₂IkinasesIqT–₂‘dIandIqT–₂‘fXIPlanth
JournalVI2000VIbdVIfeeWfe 6.9 492

562 ydentificationIofIcoldWinducibleIdownstreamIgenesIofItheIqrabidopsisItαuraqYsrvcItranscriptionalI
factorIusingItwoImicroarrayIsystemsXIPlanthJournalVI2004VIchVIihbWic 6.9 479

561
vunctionalIanalysisIofIqx‘aYqTx‘aIandIcytokininIreceptorIhistidineIkinasesIinIresponseItoIabscisicI
acidVIdroughtVIandIsaltIstressIinIqrabidopsisXIProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaVI2007VIaZdVIbZfbcWh

11.5 469

560
qnalysisIofIcytokininImutantsIandIregulationIofIcytokininImetabolicIgenesIrevealsIimportantI
regulatoryIrolesIofIcytokininsIinIdroughtVIsaltIandIabscisicIacidIresponsesVIandIabscisicIacidI
biosynthesisXIPlanthCellVI2011VIbcVIbafiWhc

11.6 464

559 qItransmembraneIhybridWtypeIhistidineIkinaseIinIqrabidopsisIfunctionsIasIanIosmosensorXIPlanthCell
VI1999VIaaVIagdcWed 11.6 464

558 qrabidopsisIsysbYxisbWtypeIzincWfingerIproteinsIfunctionIasItranscriptionIrepressorsIunderIdroughtVI
coldVIandIhighWsalinityIstressIconditionsXIPlanthPhysiologyVI2004VIacfVIbgcdWdf 6.6 458

557 ThreeIδnα‘bIproteinIkinasesIareItheImainIpositiveIregulatorsIofIabscisicIacidIsignalingIinIresponseI
toIwaterIstressIinIqrabidopsisXIPlanthandhCellhPhysiologyVI2009VIeZVIbabcWcb 4.9 457

556 TranscriptionalIαegulatoryI²etworkIofI₂lantIxeatIδtressIαesponseXITrendshinhPlanthScienceVI2017VI
bbVIecWfe 13.1 451

555
qIgeneIencodingIaImitogenWactivatedIproteinIkinaseIkinaseIkinaseIisIinducedIsimultaneouslyIwithI
genesIforIaImitogenWactivatedIproteinIkinaseIandIanIδfIribosomalIproteinIkinaseIbyItouchVIcoldVI
andIwaterIstressIinIqrabidopsisIthalianaXIProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaVI1996VIicVIgfeWi

11.5 451

554 qrqWactivatedIδnα‘bIproteinIkinaseIisIrequiredIforIdehydrationIstressIsignalingIinIqrabidopsisXI
PlanthandhCellhPhysiologyVI2002VIdcVIadgcWhc 4.9 441

553 sharacterizationIofItheIqrqWregulatedIglobalIresponsesItoIdehydrationIinIqrabidopsisIbyI
metabolomicsXIPlanthJournalVI2009VIegVIaZfeWgh 6.9 427

552 qrabidopsisItranscriptomeIanalysisIunderIdroughtVIcoldVIhighWsalinityIandIqrqItreatmentIconditionsI
usingIaItilingIarrayXIPlanthandhCellhPhysiologyVI2008VIdiVIaaceWdi 4.9 407

551 sharacterizationIofItheIexpressionIofIaIdesiccationWresponsiveIrdbiIgeneIofIqrabidopsisIthalianaI
andIanalysisIofIitsIpromoterIinItransgenicIplantsXIMolecularhGeneticshandhGenomicsVI1993VIbcfVIccaWdZ 400

550 qrsItransporterIqtqrswbeIisIinvolvedIinIabscisicIacidItransportIandIresponsesXIProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2010VIaZgVIbcfaWf 11.5 397

549 sorrelationIbetweenItheIinductionIofIaIgeneIforIdeltaIaWpyrrolineWeWcarboxylateIsynthetaseIandItheI
accumulationIofIprolineIinIqrabidopsisIthalianaIunderIosmoticIstressXIPlanthJournalVI1995VIgVIgeaWfZ 6.9 395

548
TheIregulatoryIdomainIofIδα‘buY¶δTaYδnα‘bXfIinteractsIwithIqryaIandIintegratesIabscisicIacidI
RqrqSIandIosmoticIstressIsignalsIcontrollingIstomatalIclosureIinIqrabidopsisXIJournalhofhBiologicalh
ChemistryVI2006VIbhaVIecaZWh

5.4 388
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547 TheIqtwenuxpressIhormoneIandIchemicalItreatmentIdataIsetjIexperimentalIdesignVIdataI
evaluationVImodelIdataIanalysisIandIdataIaccessXIPlanthJournalVI2008VIeeVIebfWedb 6.9 383

546 sytokininsjImetabolismIandIfunctionIinIplantIadaptationItoIenvironmentalIstressesXITrendshinhPlanth
ScienceVI2012VIagVIagbWi 13.1 377

545 –olecularIresponsesItoIdroughtIandIcoldIstressXICurrenthOpinionhinhBiotechnologyVI1996VIgVIafaWg 11.4 372

544 Q¶micsQIanalysesIofIregulatoryInetworksIinIplantIabioticIstressIresponsesXICurrenthOpinionhinhPlanth
BiologyVI2010VIacVIacbWh 9.9 371

543 ₂ositiveIregulatoryIroleIofIstrigolactoneIinIplantIresponsesItoIdroughtIandIsaltIstressXIProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2014VIaaaVIheaWf 11.5 370

542 ₂erceptionIandItransductionIofIabscisicIacidIsignalsjIkeysItoItheIfunctionIofItheIversatileIplantI
hormoneIqrqXITrendshinhPlanthScienceVI2007VIabVIcdcWea 13.1 368

541 –olecularIresponsesItoIdroughtVIsalinityIandIfrostjIcommonIandIdifferentIpathsIforIplantI
protectionXICurrenthOpinionhinhBiotechnologyVI2003VIadVIaidWi 11.4 368

540 qntagonisticIinteractionIbetweenIsystemicIacquiredIresistanceIandItheIabscisicIacidWmediatedI
abioticIstressIresponseIinIqrabidopsisXIPlanthCellVI2008VIbZVIafghWib 11.6 367

539 qrabidopsisItαurbqWinteractingIproteinsIfunctionIasIαy²wIucIligasesIandInegativelyIregulateIplantI
droughtIstressWresponsiveIgeneIexpressionXIPlanthCellVI2008VIbZVIaficWgZg 11.6 361

538 αegulationIandIfunctionalIanalysisIofIZmtαurbqIinIresponseItoIdroughtIandIheatIstressesIinIZeaI
maysI’XIPlanthJournalVI2007VIeZVIedWfi 6.9 353

537 –onitoringItheIexpressionIpatternIofIaroundIgVZZZIqrabidopsisIgenesIunderIqrqItreatmentsIusingI
aIfullWlengthIct²qImicroarrayXIFunctionalhandhIntegrativehGenomicsVI2002VIbVIbhbWia 3.8 353

536 qchievementsIandIchallengesIinIunderstandingIplantIabioticIstressIresponsesIandItoleranceXIPlanth
andhCellhPhysiologyVI2011VIebVIaefiWhb 4.9 347

535 qntisenseIsuppressionIofIprolineIdegradationIimprovesItoleranceItoIfreezingIandIsalinityIinI
qrabidopsisIthalianaXIFEBShLettersVI1999VIdfaVIbZeWaZ 3.8 345

534
–olecularIsloningIandIsharacterizationIofIiIct²qsIforIwenesIThatIqreIαesponsiveItoItesiccationIinI
qrabidopsisIthalianajIδequenceqnalysisIofI¶neIct²qIsloneIThatIuncodesIaI₂utativeI
TransmembraneIshannelI₂roteinXIPlanthandhCellhPhysiologyVI1992VIccVIbagWbbd

4.9 338

533 TwoIdifferentInovelIcisWactingIelementsIofIerdaVIaIclpqIhomologousIqrabidopsisIgeneIfunctionIinI
inductionIbyIdehydrationIstressIandIdarkWinducedIsenescenceXIPlanthJournalVI2003VIccVIbeiWgZ 6.9 334

532
qIgeneIencodingIaIphosphatidylinositolWspecificIphospholipaseIsIisIinducedIbyIdehydrationIandIsaltI
stressIinIqrabidopsisIthalianaXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaVI1995VIibVIciZcWg

11.5 323

531 TheIabioticIstressWresponsiveI²qsWtypeItranscriptionIfactorI¶s²qseIregulatesIstressWinducibleI
genesIandIstressItoleranceIinIriceXIMolecularhGeneticshandhGenomicsVI2010VIbhdVIagcWhc 3.1 320

530
vourIqrabidopsisIqαurYqrvItranscriptionIfactorsIfunctionIpredominantlyIinIgeneIexpressionI
downstreamIofIδnα‘bIkinasesIinIabscisicIacidIsignallingIinIresponseItoIosmoticIstressXIPlantvhCellh
andhEnvironmentVI2015VIchVIceWdi

8.4 307
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529
somparativeIgenomicsIofI₂hyscomitrellaIpatensIgametophyticItranscriptomeIandIqrabidopsisI
thalianajIimplicationIforIlandIplantIevolutionXIProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaVI2003VIaZZVIhZZgWab

11.5 301

528 ymportanceIofIlineageWspecificIexpansionIofIplantItandemIduplicatesIinItheIadaptiveIresponseItoI
environmentalIstimuliXIPlanthPhysiologyVI2008VIadhVIiicWaZZc 6.6 299

527 qty₂TcIisIaIkeyIdeterminantIofInitrateWdependentIcytokininIbiosynthesisIinIqrabidopsisXIPlanthandh
CellhPhysiologyVI2004VIdeVIaZecWfb 4.9 295

526
¶rganizationIandIexpressionIofItwoIqrabidopsisItαurbIgenesIencodingItαuWbindingIproteinsI
involvedIinIdehydrationWIandIhighWsalinityWresponsiveIgeneIexpressionXIPlanthMolecularhBiologyVI
2000VIdbVIfegWfe

4.6 291

525 riologicalIfunctionsIofIprolineIinImorphogenesisIandIosmotoleranceIrevealedIinIantisenseI
transgenicIqrabidopsisIthalianaXIPlanthJournalVI1999VIahVIaheWic 6.9 290

524 uffectsIofIfreeIprolineIaccumulationIinIpetuniasIunderIdroughtIstressXIJournalhofhExperimentalh
BotanyVI2005VIefVIaigeWha 7 289

523 qrabidopsisIplasmaImembraneIproteinIcrucialIforIsabUIinfluxIandItouchIsensingIinIrootsXI
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2007VIaZdVIcfciWdd 11.5 287

522
qrqWhypersensitiveIgerminationcIencodesIaIproteinIphosphataseIbsIRqt₂₂bsqSIthatIstronglyI
regulatesIabscisicIacidIsignalingIduringIgerminationIamongIqrabidopsisIproteinIphosphataseIbssXI
PlanthPhysiologyVI2006VIadZVIaaeWbf

6.6 284

521
ZincIfingerIproteinIδT¶₂aIisIcriticalIforIprotonItoleranceIinIqrabidopsisIandIcoregulatesIaIkeyIgeneI
inIaluminumItoleranceXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaVI2007VIaZdVIiiZZWe

11.5 283

520 wenomeWwideIsurveyIandIexpressionIanalysisIofItheIplantWspecificI²qsItranscriptionIfactorIfamilyIinI
soybeanIduringIdevelopmentIandIdehydrationIstressXIDNAhResearchVI2011VIahVIbfcWgf 4.5 278

519 TheImitogenWactivatedIproteinIkinaseIcascadeI–‘‘cW–₂‘fIisIanIimportantIpartIofItheIjasmonateI
signalItransductionIpathwayIinIqrabidopsisXIPlanthCellVI2007VIaiVIhZeWah 11.6 277

518 ThreonineIatIpositionIcZfIofItheI‘qTaIpotassiumIchannelIisIessentialIforIchannelIactivityIandIisIaI
targetIsiteIforIqrqWactivatedIδnα‘bY¶δTaYδnα‘bXfIproteinIkinaseXIBiochemicalhJournalVI2009VIdbdVIdciWdh3.8 276

517 δensingItheIenvironmentjIkeyIrolesIofImembraneWlocalizedIkinasesIinIplantIperceptionIandI
responseItoIabioticIstressXIJournalhofhExperimentalhBotanyVI2013VIfdVIddeWeh 7 274

516 qIstressWinducibleIgeneIforIiWcisWepoxycarotenoidIdioxygenaseIinvolvedIinIabscisicIacidIbiosynthesisI
underIwaterIstressIinIdroughtWtolerantIcowpeaXIPlanthPhysiologyVI2000VIabcVIeecWfb 6.6 273

515
δα‘bsVIaIδ²vaWrelatedIproteinIkinaseIbVIimprovesIdroughtItoleranceIbyIcontrollingI
stressWresponsiveIgeneIexpressionIinIqrabidopsisIthalianaXIProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaVI2004VIaZaVIagcZfWaa

11.5 272

514 sloningIandIfunctionalIanalysisIofIaInovelItαuraYsrvItranscriptionIfactorIinvolvedIinI
coldWresponsiveIgeneIexpressionIinIZeaImaysI’XIPlanthandhCellhPhysiologyVI2004VIdeVIaZdbWeb 4.9 272

513
qnIqrabidopsisIgeneIfamilyIencodingItαuYsαTIbindingIproteinsIinvolvedIinI
lowWtemperatureWresponsiveIgeneIexpressionXIBiochemicalhandhBiophysicalhResearchh
CommunicationsVI1998VIbeZVIafaWgZ

3.4 267

512 Ts₂ItranscriptionIfactorsIregulateItheIactivitiesIofIqδY––uTαysI’uqVuδaIandImiαafdVIasIwellIasI
theIauxinIresponseVIduringIdifferentiationIofIleavesIinIqrabidopsisXIPlanthCellVI2010VIbbVIcegdWhh 11.6 266

(2010-2003)
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511 somprehensiveIanalysisIofIriceItαurbWtypeIgenesIthatIencodeItranscriptionIfactorsIinvolvedIinItheI
expressionIofIabioticIstressWresponsiveIgenesXIMolecularhGeneticshandhGenomicsVI2010VIbhcVIaheWif 3.1 262

510 –etabolicIpathwaysIinvolvedIinIcoldIacclimationIidentifiedIbyIintegratedIanalysisIofImetabolitesI
andItranscriptsIregulatedIbyItαuraqIandItαurbqXIPlanthPhysiologyVI2009VIaeZVIaigbWhZ 6.6 261

509 weneticsIandIphosphoproteomicsIrevealIaIproteinIphosphorylationInetworkIinItheIabscisicIacidI
signalingIpathwayIinIqrabidopsisIthalianaXISciencehSignalingVI2013VIfVIrsh 8.8 259

508 qrabidopsisIxsfqaItranscriptionIfactorsIfunctionIasItheImainIpositiveIregulatorsIinIheatI
shockWresponsiveIgeneIexpressionXIMolecularhGeneticshandhGenomicsVI2011VIbhfVIcbaWcb 3.1 253

507 troughtIinductionIofIqrabidopsisIiWcisWepoxycarotenoidIdioxygenaseIoccursIinIvascularI
parenchymaIcellsXIPlanthPhysiologyVI2008VIadgVIaihdWic 6.6 253

506 αecentIadvancesIinItheIdissectionIofIdroughtWstressIregulatoryInetworksIandIstrategiesIforI
developmentIofIdroughtWtolerantItransgenicIriceIplantsXIFrontiershinhPlanthScienceVI2015VIfVIhd 6.2 250

505 TranscriptionalIregulationIofIqrycWIandIqrqWresponsiveIgenesIincludingIαtbirIandIαtbiqIinI
seedsVIgerminatingIembryosVIandIseedlingsIofIqrabidopsisXIPlanthMolecularhBiologyVI2006VIfZVIeaWfh 4.6 249

504 qlterationsIofIlysineImodificationsIonItheIhistoneIxcI²WtailIunderIdroughtIstressIconditionsIinI
qrabidopsisIthalianaXIPlanthandhCellhPhysiologyVI2008VIdiVIaehZWh 4.9 248

503 δtructureIandIexpressionIofItwoIgenesIthatIencodeIdistinctIdroughtWinducibleIcysteineIproteinasesI
inIqrabidopsisIthalianaXIGeneVI1993VIabiVIageWhb 3.8 244

502
TheIplantIhormoneIabscisicIacidImediatesItheIdroughtWinducedIexpressionIbutInotItheIseedWspecificI
expressionIofIrdbbVIaIgeneIresponsiveItoIdehydrationIstressIinIqrabidopsisIthalianaXIMolecularh
GeneticshandhGenomicsVI1993VIbchVIagWbe

240

501 ’eucineWrichIrepeatIreceptorWlikeIkinaseaIisIaIkeyImembraneWboundIregulatorIofIabscisicIacidIearlyI
signalingIinIqrabidopsisXIPlanthCellVI2005VIagVIaaZeWai 11.6 239

500 TheIqtwenuxpressIhormoneIandIchemicalItreatmentIdataIsetjIexperimentalIdesignVIdataI
evaluationVImodelIdataIanalysisIandIdataIaccessXIPlanthJournalVI2008VIeeVIebfWdb 6.9 238

499 ¶smoticIstressIresponsesIandIplantIgrowthIcontrolledIbyIpotassiumItransportersIinIqrabidopsisXI
PlanthCellVI2013VIbeVIfZiWbd 11.6 237

498 sY₂gZgqcVIaImajorIqrqIhQWhydroxylaseIinvolvedIinIdehydrationIandIrehydrationIresponseIinI
qrabidopsisIthalianaXIPlanthJournalVI2006VIdfVIagaWhb 6.9 233

497 renefitsIofIbrassinosteroidIcrosstalkXITrendshinhPlanthScienceVI2012VIagVIeidWfZe 13.1 232

496 sonservedIdomainIstructureIofIpentatricopeptideIrepeatIproteinsIinvolvedIinIchloroplastIα²qI
editingXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2007VIaZdVIhaghWhc11.5 232

495 –u‘‘aIisIrequiredIforI–₂‘dIactivationIandIregulatesItissueWspecificIandItemperatureWdependentI
cellIdeathIinIqrabidopsisXIJournalhofhBiologicalhChemistryVI2006VIbhaVIcfifiWgf 5.4 224

494 –onitoringIexpressionIprofilesIofIqrabidopsisIgeneIexpressionIduringIrehydrationIprocessIafterI
dehydrationIusingIcaIgZZZIfullWlengthIct²qImicroarrayXIPlanthJournalVI2003VIcdVIhfhWhg 6.9 223

Kazuo Shinozaki
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493 δpecificIinteractionsIbetweenIticerWlikeIproteinsIandIxY’aYtαrWfamilyIdsα²qWbindingIproteinsIinI
qrabidopsisIthalianaXIPlanthMolecularhBiologyVI2005VIegVIagcWhh 4.6 221

492 qrqIcontrolIofIplantImacroelementImembraneItransportIsystemsIinIresponseItoIwaterIdeficitIandI
highIsalinityXINewhPhytologistVI2014VIbZbVIceWdi 9.8 217

491 TwoIgenesIthatIencodeIsaRbUSWdependentIproteinIkinasesIareIinducedIbyIdroughtIandIhighWsaltI
stressesIinIqrabidopsisIthalianaXIMolecularhGeneticshandhGenomicsVI1994VIbddVIccaWdZ 215

490 qIsmallIpeptideImodulatesIstomatalIcontrolIviaIabscisicIacidIinIlongWdistanceIsignallingXINatureVI
2018VIeefVIbceWbch 50.4 214

489 δT¶₂aIregulatesImultipleIgenesIthatIprotectIarabidopsisIfromIprotonIandIaluminumItoxicitiesXI
PlanthPhysiologyVI2009VIaeZVIbhaWid 6.6 212

488 TheInucleotideIsequenceIofItheItobaccoIchloroplastIgeneIforItheIlargeIsubunitIofI
ribuloseWaVeWbisphosphateIcarboxylaseYoxygenaseXIGeneVI1982VIbZVIiaWaZb 3.8 212

487
sharacterizationIofItwoIct²qsIthatIencodeI–q₂IkinaseIhomologuesIinIqrabidopsisIthalianaIandI
analysisIofItheIpossibleIroleIofIauxinIinIactivatingIsuchIkinaseIactivitiesIinIculturedIcellsXIPlanth
JournalVI1994VIeVIaaaWbb

6.9 209

486 qrqWxypersensitiveIwerminationaIencodesIaIproteinIphosphataseIbsVIanIessentialIcomponentIofI
abscisicIacidIsignalingIinIqrabidopsisIseedXIPlanthJournalVI2007VIeZVIiceWdi 6.9 208

485 ₂lantsItolerantIofIhighIboronIlevelsXIScienceVI2007VIcahVIadag 33.3 207

484 xarpinIinducesIactivationIofItheIqrabidopsisImitogenWactivatedIproteinIkinasesIqt–₂‘dIandI
qt–₂‘fXIPlanthPhysiologyVI2001VIabfVIaegiWhg 6.6 205

483 soWexpressionIofItheIstressWinducibleIzincIfingerIhomeodomainIZvxtaIandI²qsItranscriptionI
factorsIenhancesIexpressionIofItheIuαtaIgeneIinIqrabidopsisXIPlanthJournalVI2007VIdiVIdfWfc 6.9 204

482 troughtItoleranceIestablishedIbyIenhancedIexpressionIofItheIssW²rδW’ααIgeneVIqtαaVIrequiresI
salicylicIacidVIutδaIandIqryaXIPlanthJournalVI2004VIchVIhaZWbb 6.9 203

481 qIheterocomplexIofIironIsuperoxideIdismutasesIdefendsIchloroplastInucleoidsIagainstIoxidativeI
stressIandIisIessentialIforIchloroplastIdevelopmentIinIqrabidopsisXIPlanthCellVI2008VIbZVIcadhWfb 11.6 201

480 suratedIgenomeIannotationIofI¶ryzaIsativaIsspXIjaponicaIandIcomparativeIgenomeIanalysisIwithI
qrabidopsisIthalianaXIGenomehResearchVI2007VIagVIageWhc 9.7 200

479 TheIv¶XIhuntingIsystemjIanIalternativeIgainWofWfunctionIgeneIhuntingItechniqueXIPlanthJournalVI
2006VIdhVIigdWhe 6.9 199

478 qrqITransportIandI₂lantIWaterIδtressIαesponsesXITrendshinhPlanthScienceVI2018VIbcVIeacWebb 13.1 197

477 wenomeWwideIanalysisIofIalternativeIpreWmα²qIsplicingIinIqrabidopsisIthalianaIbasedIonIfullWlengthI
ct²qIsequencesXINucleichAcidshResearchVI2004VIcbVIeZifWaZc 20.1 195

476 ¶ptimizationIofIsαyδ₂αYsasiIgenomeIeditingItoImodifyIabioticIstressIresponsesIinIplantsXIScientifich
ReportsVI2016VIfVIbffhe 4.9 192

(2016-2005)
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475 –δY–δIspectralItagWbasedIannotationIofInonWtargetedIprofileIofIplantIsecondaryImetabolitesXIPlanth
JournalVI2009VIegVIeeeWgg 6.9 191

474 salmodulinWdependentIactivationIofI–q₂IkinaseIforIα¶δIhomeostasisIinIqrabidopsisXIMolecularhCell
VI2011VIdaVIfdiWfZ 17.6 190

473 shloroplastIandImitochondrialIproteasesIinIqrabidopsisXIqIproposedInomenclatureXIPlanth
PhysiologyVI2001VIabeVIaiabWh 6.6 190

472 xighWefficiencyIcloningIofIqrabidopsisIfullWlengthIct²qIbyIbiotinylatedIsq₂ItrapperXIPlanthJournalVI
1998VIaeVIgZgWbZ 6.9 189

471
sloneIbankIofItheItobaccoIR²icotianaItabacumSIchloroplastIgenomeIasIaIsetIofIoverlappingI
restrictionIendonucleaseIfragmentsjI–appingIofIelevenIribosomalIproteinIgenesXIPlanthScienceVI
1986VIddVIbaaWbag

5.3 189

470
qnIqrαuIpromoterIsequenceIisIinvolvedIinIosmoticIstressWresponsiveIexpressionIofItheItαurbqI
geneVIwhichIencodesIaItranscriptionIfactorIregulatingIdroughtWinducibleIgenesIinIqrabidopsisXIPlanth
andhCellhPhysiologyVI2011VIebVIbacfWdf

4.9 185

469 ₂entatricopeptideIrepeatIproteinsIwithItheItYWImotifIhaveIdistinctImolecularIfunctionsIinIα²qI
editingIandIα²qIcleavageIinIqrabidopsisIchloroplastsXIPlanthCellVI2009VIbaVIadfWef 11.6 184

468 srosstalkIinItheIresponsesItoIabioticIandIbioticIstressesIinIqrabidopsisjIanalysisIofIgeneIexpressionI
inIcytochromeI₂deZIgeneIsuperfamilyIbyIct²qImicroarrayXIPlanthMolecularhBiologyVI2004VIeeVIcbgWdb 4.6 184

467 ydentificationIofIcisWactingIpromoterIelementsIinIcoldWIandIdehydrationWinducedItranscriptionalI
pathwaysIinIqrabidopsisVIriceVIandIsoybeanXIDNAhResearchVI2012VIaiVIcgWdi 4.5 183

466 ¶sTZvaVIaIsssxWtandemIzincIfingerIproteinVIconfersIdelayedIsenescenceIandIstressItoleranceIinI
riceIbyIregulatingIstressWrelatedIgenesXIPlanthPhysiologyVI2013VIafaVIabZbWaf 6.6 183

465
sharacterizationIofItheIgeneIforIdeltaaWpyrrolineWeWcarboxylateIsynthetaseIandIcorrelationI
betweenItheIexpressionIofItheIgeneIandIsaltItoleranceIinI¶ryzaIsativaI’XIPlanthMolecularhBiologyVI
1997VIccVIhegWfe

4.6 183

464 qIcollectionIofIaaIhZZIsingleWcopyItsItransposonIinsertionIlinesIinIqrabidopsisXIPlanthJournalVI2004VI
cgVIhigWiZe 6.9 183

463 ynvolvementIofIaInovelIqrabidopsisIphospholipaseItVIqt₂’tdeltaVIinIdehydrationWinducibleI
accumulationIofIphosphatidicIacidIinIstressIsignallingXIPlanthJournalVI2001VIbfVIeieWfZe 6.9 181

462 qrabidopsisI–q’uIδTuαy’yTYaIencodesIaI₂xtWtypeItranscriptionIfactorIandIregulatesIpollenIandI
tapetumIdevelopmentXIPlanthCellVI2007VIaiVIcediWfb 11.6 180

461 tistinctIregulationIofIsalinityIandIgenotoxicIstressIresponsesIbyIqrabidopsisI–q₂IkinaseI
phosphataseIaXIEMBOhJournalVI2002VIbaVIfdhcWic 13 179

460 qInovelIzincWbindingImotifIrevealedIbyIsolutionIstructuresIofIt²qWbindingIdomainsIofIqrabidopsisI
δr₂WfamilyItranscriptionIfactorsXIJournalhofhMolecularhBiologyVI2004VIccgVIdiWfc 6.5 178

459 sloningIofIct²qsIforIgenesIthatIareIearlyWresponsiveItoIdehydrationIstressIRuαtsSIinIqrabidopsisI
thalianaI’XjIidentificationIofIthreeIuαtsIasIxδ₂IcognateIgenesXIPlanthMolecularhBiologyVI1994VIbeVIgiaWh 4.6 178

458 wenomeWwideIanalysisIofIZmtαurIgenesIandItheirIassociationIwithInaturalIvariationIinIdroughtI
toleranceIatIseedlingIstageIofIZeaImaysI’XIPLoShGeneticsVI2013VIiVIeaZZcgiZ 6 173

Kazuo Shinozaki
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457 qrabidopsisIstressWinducibleIgeneIforIarginineIdecarboxylaseIqtqtsbIisIrequiredIforIaccumulationI
ofIputrescineIinIsaltItoleranceXIBiochemicalhandhBiophysicalhResearchhCommunicationsVI2004VIcacVIcfiWge 3.4 173

456 yntegratedIanalysisIofItheIeffectsIofIcoldIandIdehydrationIonIriceImetabolitesVIphytohormonesVIandI
geneItranscriptsXIPlanthPhysiologyVI2014VIafdVIageiWga 6.6 172

455 qdvancesIinIomicsIandIbioinformaticsItoolsIforIsystemsIanalysesIofIplantIfunctionsXIPlanthandhCellh
PhysiologyVI2011VIebVIbZagWch 4.9 171

454
qInuclearIgeneVIerdaVIencodingIaIchloroplastWtargetedIslpIproteaseIregulatoryIsubunitIhomologIisI
notIonlyIinducedIbyIwaterIstressIbutIalsoIdevelopmentallyIupWregulatedIduringIsenescenceIinI
qrabidopsisIthalianaXIPlanthJournalVI1997VIabVIheaWfa

6.9 170

453 unvironmentalIstressIresponseIinIplantsjItheIroleIofImitogenWactivatedIproteinIkinasesXITrendshinh
BiotechnologyVI1997VIaeVIaeWi 15.1 168

452 t²qWbindingIdomainsIofIplantWspecificItranscriptionIfactorsjIstructureVIfunctionVIandIevolutionXI
TrendshinhPlanthScienceVI2013VIahVIbfgWgf 13.1 167

451 ydentificationIofIqrabidopsisIgenesIregulatedIbyIhighIlightWstressIusingIct²qImicroarrayXI
PhotochemistryhandhPhotobiologyVI2003VIggVIbbfWcc 3.6 166

450 TwoWcomponentIsystemsIinIplantIsignalItransductionXITrendshinhPlanthScienceVI2000VIeVIfgWgd 13.1 164

449 ysolationIofIqT–u‘‘aIRaI–q₂IkinaseIkinaseIkinaseSWinteractingIproteinsIandIanalysisIofIaI–q₂I
kinaseIcascadeIinIqrabidopsisXIBiochemicalhandhBiophysicalhResearchhCommunicationsVI1998VIbecVIecbWdc 3.4 162

448
vunctionalIanalysisIofIanIqrabidopsisIheatWshockItranscriptionIfactorIxsfqcIinItheItranscriptionalI
cascadeIdownstreamIofItheItαurbqIstressWregulatoryIsystemXIBiochemicalhandhBiophysicalhResearchh
CommunicationsVI2008VIcfhVIeaeWba

3.4 161

447 sharacterizationIofIqrabidopsisIgenesIinvolvedIinIbiosynthesisIofIpolyaminesIinIabioticIstressI
responsesIandIdevelopmentalIstagesXIPlantvhCellhandhEnvironmentVI2003VIbfVIaiagWaibf 8.4 161

446 VacuolarIprocessingIenzymesIareIessentialIforIproperIprocessingIofIseedIstorageIproteinsIinI
qrabidopsisIthalianaXIJournalhofhBiologicalhChemistryVI2003VIbghVIcbbibWi 5.4 160

445 δoybeanItαuraYsrvWtypeItranscriptionIfactorsIfunctionIinIheatIandIdroughtIasIwellIasIcoldI
stressWresponsiveIgeneIexpressionXIPlanthJournalVI2015VIhaVIeZeWah 6.9 157

444 ₂otentialIutilizationIofI²qsItranscriptionIfactorsItoIenhanceIabioticIstressItoleranceIinIplantsIbyI
biotechnologicalIapproachXIGMhCropsVI2010VIaVIcbWi 156

443 ¶xidativeIstressIactivatesIqT–₂‘fVIanIqrabidopsisIhomologueIofI–q₂IkinaseXIPlanthandhCellh
PhysiologyVI2001VIdbVIaZabWf 4.9 156

442 TheIphytochromeWinteractingIfactorI₂yvgInegativelyIregulatesItαuraIexpressionIunderIcircadianI
controlIinIqrabidopsisXIPlanthPhysiologyVI2009VIaeaVIbZdfWeg 6.6 154

441 xyperosmoticIstressIinducesIaIrapidIandItransientIincreaseIinIinositolIaVdVeWtrisphosphateI
independentIofIabscisicIacidIinIqrabidopsisIcellIcultureXIPlanthandhCellhPhysiologyVI2001VIdbVIbadWbb 4.9 152

440 wenomicsIandIbioinformaticsIresourcesIforIcropIimprovementXIPlanthandhCellhPhysiologyVI2010VIeaVIdigWebc4.9 150

(2010-2004)
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439 qIgeneIencodingIphosphatidylinositolWdWphosphateIeWkinaseIisIinducedIbyIwaterIstressIandIabscisicI
acidIinIqrabidopsisIthalianaXIPlanthJournalVI1998VIaeVIefcWh 6.9 149

438 TowardIunderstandingItranscriptionalIregulatoryInetworksIinIabioticIstressIresponsesIandI
toleranceIinIriceXIRiceVI2012VIeVIf 5.8 148

437 αeceptorWlikeIproteinIkinaseIbIRα₂‘IbSIisIaInovelIfactorIcontrollingIantherIdevelopmentIinI
qrabidopsisIthalianaXIPlanthJournalVI2007VIeZVIgeaWff 6.9 147

436 wenomeWwideIsuppressionIofIaberrantImα²qWlikeInoncodingIα²qsIbyI²–tIinIqrabidopsisXI
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2009VIaZfVIbdecWh 11.5 145

435 δolutionIstructureIofIanIqrabidopsisIWα‘YIt²qIbindingIdomainXIPlanthCellVI2005VIagVIiddWef 11.6 143

434
–olecularIcloningIandIsequenceIanalysisIofItheIcyanobacterialIgeneIforItheIlargeIsubunitIofI
ribuloseWaVeWbisphosphateIcarboxylaseYoxygenaseXIProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaVI1983VIhZVIdZeZWd

11.5 143

433 qrabidopsisIt²qIencodingItwoIdesiccationWresponsiveIrdbiIgenesXIPlanthPhysiologyVI1993VIaZaVIaaaiWbZ 6.6 142

432 ₂αy–ejIaIWebIsiteIthatIassemblesItoolsIforImetabolomicsIandItranscriptomicsXIInhSilicohBiologyVI
2008VIhVIcciWde 2 141

431
qIsingleIaminoIacidIinsertionIinItheIWα‘YIdomainIofItheIqrabidopsisITyαW²rδW’ααWWα‘YWtypeI
diseaseIresistanceIproteinIδ’xaIRsensitiveItoIlowIhumidityIaSIcausesIactivationIofIdefenseI
responsesIandIhypersensitiveIcellIdeathXIPlanthJournalVI2005VIdcVIhgcWhh

6.9 140

430
tisruptionIofIanIqrabidopsisIcytoplasmicIribosomalIproteinIδacWhomologousIgeneIbyI
transposonWmediatedImutagenesisIcausesIaberrantIgrowthIandIdevelopmentXIPlanthJournalVI2000VI
bbVIbegWfd

6.9 140

429
qrabidopsisIqx₂bVIqx₂cVIandIqx₂eIhistidineIphosphotransferIproteinsIfunctionIasIredundantI
negativeIregulatorsIofIdroughtIstressIresponseXIProceedingshofhthehNationalhAcademyhofhScienceshofh
thehUnitedhStateshofhAmericaVI2013VIaaZVIdhdZWe

11.5 137

428
δixIchloroplastIgenesIRndhqWvSIhomologousItoIhumanImitochondrialIgenesIencodingIcomponentsI
ofItheIrespiratoryIchainI²qtxIdehydrogenaseIareIactivelyIexpressedjIdeterminationIofItheIspliceI
sitesIinIndhqIandIndhrIpreWmα²qsXIMolecularhGeneticshandhGenomicsVI1987VIbaZVIcheWic

137

427 ToxicityIofIfreeIprolineIrevealedIinIanIarabidopsisITWt²qWtaggedImutantIdeficientIinIprolineI
dehydrogenaseXIPlanthandhCellhPhysiologyVI2003VIddVIedaWh 4.9 136

426
TheIeffectIofIoverexpressionIofItwoIrrassicaIsrvYtαuraWlikeItranscriptionIfactorsIonI
photosyntheticIcapacityIandIfreezingItoleranceIinIrrassicaInapusXIPlanthandhCellhPhysiologyVI2005VI
dfVIaebeWci

4.9 136

425 ₂ossibleIxisItoIqspIphosphorelayIsignalingIinIanIqrabidopsisItwoWcomponentIsystemXIFEBShLettersVI
2000VIdghVIbbgWcb 3.8 135

424
TheIgeneIforItheIsmallIsubunitIofIribuloseWaVeWbisphosphateIcarboxylaseYoxygenaseIisIlocatedIcloseI
toItheIgeneIforItheIlargeIsubunitIinItheIcyanobacteriumIqnacystisInidulansIfcZaXINucleichAcidsh
ResearchVI1983VIaaVIfiegWfd

20.1 135

423 –sqaIandI–sqbIthatImediateIsabUIuptakeIhaveIdistinctIandIoverlappingIrolesIinIqrabidopsisXI
PlanthPhysiologyVI2010VIaebVIabhdWif 6.6 134

422 tifferentialIgeneIexpressionIinIsoybeanIleafItissuesIatIlateIdevelopmentalIstagesIunderIdroughtI
stressIrevealedIbyIgenomeWwideItranscriptomeIanalysisXIPLoShONEVI2012VIgVIediebb 3.7 133
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421 qsTsqTVIaInovelIcisWactingIelementIforIprolineWIandIhypoosmolarityWresponsiveIexpressionIofItheI
₂rotxIgeneIencodingIprolineIdehydrogenaseIinIqrabidopsisXIPlanthPhysiologyVI2002VIacZVIgZiWai 6.6 133

420
qInovelIsubgroupIofIbZy₂IproteinsIfunctionsIasItranscriptionalIactivatorsIinI
hypoosmolarityWresponsiveIexpressionIofItheI₂rotxIgeneIinIqrabidopsisXIPlanthandhCellhPhysiologyVI
2004VIdeVIcZiWag

4.9 131

419 qbioticIstressWinducibleIreceptorWlikeIkinasesInegativelyIcontrolIqrqIsignalingIinIqrabidopsisXIPlanth
JournalVI2012VIgZVIeiiWfac 6.9 130

418 s¶αvIfinderjIaIprogramIpackageItoIidentifyIsmallIopenIreadingIframesIwithIhighIcodingIpotentialXI
BioinformaticsVI2010VIbfVIciiWdZZ 7.2 130

417 qcetateWmediatedInovelIsurvivalIstrategyIagainstIdroughtIinIplantsXINaturehPlantsVI2017VIcVIagZig 11.5 129

416 slassificationIandIexpressionIanalysisIofIqrabidopsisIvWboxWcontainingIproteinIgenesXIPlanthandhCellh
PhysiologyVI2002VIdcVIaZgcWhe 4.9 129

415 qrabidopsisImutantsIofIqtqrswbbVIanIqrsItransporterIgeneVIincreaseIwaterItranspirationIandI
droughtIsusceptibilityXIPlanthJournalVI2011VIfgVIhheWid 6.9 127

414 δtableIisotopeIlabelingIofIqrabidopsisIthalianaIforIanI²–αWbasedImetabolomicsIapproachXIPlanth
andhCellhPhysiologyVI2004VIdeVIaZiiWaZd 4.9 125

413 qrabidopsisIgrowthWregulatingIfactorgIfunctionsIasIaItranscriptionalIrepressorIofIabscisicIacidWIandI
osmoticIstressWresponsiveIgenesVIincludingItαurbqXIPlanthCellVI2012VIbdVIccicWdZe 11.6 124

412 TwoIglycosyltransferasesIinvolvedIinIanthocyaninImodificationIdelineatedIbyItranscriptomeI
independentIcomponentIanalysisIinIqrabidopsisIthalianaXIPlanthJournalVI2012VIfiVIaedWfg 6.9 124

411 qnIimportantIroleIofIphosphatidicIacidIinIqrqIsignalingIduringIgerminationIinIqrabidopsisIthalianaXI
PlanthJournalVI2005VIdcVIaZgWag 6.9 124

410 δ²qsWqsVIstressWresponsiveI²qsItranscriptionIfactorsVImediateIqrqWinducibleIleafIsenescenceXI
PlanthJournalVI2015VIhdVIaaadWbc 6.9 122

409 vunctionalIanalysisIofIanIqrabidopsisIthalianaIabioticIstressWinducibleIfacilitatedIdiffusionI
transporterIforImonosaccharidesXIJournalhofhBiologicalhChemistryVI2010VIbheVIaachWdf 5.4 120

408 qrabidopsisIxtqfIregulatesIlocusWdirectedIheterochromatinIsilencingIinIcooperationIwithI–uTaXI
PLoShGeneticsVI2011VIgVIeaZZbZee 6 119

407 weneIevolutionIofIepoxideIhydrolasesIandIrecommendedInomenclatureXIDNAhandhCellhBiologyVI1995
VIadVIfaWga 3.6 119

406 –onitoringIexpressionIprofilesIofIqrabidopsisIgenesIduringIcoldIacclimationIandIdeacclimationI
usingIt²qImicroarraysXIFunctionalhandhIntegrativehGenomicsVI2006VIfVIbabWcd 3.8 118

405 ydentificationIofIplantIpromoterIconstituentsIbyIanalysisIofIlocalIdistributionIofIshortIsequencesXI
BMChGenomicsVI2007VIhVIfg 4.5 117

404 δmallIopenIreadingIframesIassociatedIwithImorphogenesisIareIhiddenIinIplantIgenomesXI
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2013VIaaZVIbcieWdZZ 11.5 116

(2013-2002)
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403
qrabidopsisIsysbYxisbIzincWfingerIproteinsIqZvaIandIqZvbInegativelyIregulateIabscisicI
acidWrepressiveIandIauxinWinducibleIgenesIunderIabioticIstressIconditionsXIPlanthPhysiologyVI2011VI
aegVIgdbWef

6.6 116

402 qnalysisIofIqrqIhypersensitiveIgerminationbIrevealedItheIpivotalIfunctionsIofI₂qα²IinIstressI
responseIinIqrabidopsisXIPlanthJournalVI2005VIddVIigbWhd 6.9 116

401 qT–₂‘sjIaIgeneIfamilyIofIplantI–q₂IkinasesIinIqrabidopsisIthalianaXIFEBShLettersVI1993VIccfVIddZWd 3.8 116

400 tuqαaVIaItranscriptionalIrepressorIofItαurIproteinIthatImediatesIplantIdefenseIandIfreezingI
stressIresponsesIinIqrabidopsisXIJournalhofhPlanthResearchVI2009VIabbVIfccWdc 2.6 115

399
–onitoringItheIexpressionIprofilesIofIgenesIinducedIbyIhyperosmoticVIhighIsalinityVIandIoxidativeI
stressIandIabscisicIacidItreatmentIinIqrabidopsisIcellIcultureIusingIaIfullWlengthIct²qImicroarrayXI
PlanthMolecularhBiologyVI2004VIefVIbiWee

4.6 115

398 αqαTvjIdatabaseIandItoolsIforIcompleteIsetsIofIqrabidopsisItranscriptionIfactorsXIDNAhResearchVI
2005VIabVIbdgWef 4.5 115

397
qIgeneIencodingIprolineIdehydrogenaseIisInotIonlyIinducedIbyIprolineIandIhypoosmolarityVIbutIisI
alsoIdevelopmentallyIregulatedIinItheIreproductiveIorgansIofIqrabidopsisXIPlanthPhysiologyVI1998VI
aahVIabccWda

6.6 115

396 –itogenWactivatedIproteinIkinaseIregulatedIbyItheIs’qVqTqIreceptorsIcontributesItoIshootIapicalI
meristemIhomeostasisXIPlanthandhCellhPhysiologyVI2011VIebVIadWbi 4.9 113

395
wmtαurbqkbVIaIcanonicalItuxYtαqTy¶²Wαuδ₂¶²δyVuIu’u–u²TWry²ty²wI₂α¶Tuy²bWtypeI
transcriptionIfactorIinIsoybeanVIisIposttranslationallyIregulatedIandImediatesI
dehydrationWresponsiveIelementWdependentIgeneIexpressionXIPlanthPhysiologyVI2013VIafaVIcdfWfa

6.6 113

394 TheI–q’uIδTuαy’yTYaIgeneIofIqrabidopsisVIencodingIaInuclearIproteinIwithIaI₂xtWfingerImotifVIisI
expressedIinItapetalIcellsIandIisIrequiredIforIpollenImaturationXIPlanthandhCellhPhysiologyVI2002VIdcVIabheWib4.9 113

393 ²ucleotideIsequenceIofItobaccoIchloroplastIgeneIforItheIalphaIsubunitIofIprotonWtranslocatingI
qT₂aseXINucleichAcidshResearchVI1983VIaaVIbaheWia 20.1 113

392 ’andscapeIofItheIlipidomeIandItranscriptomeIunderIheatIstressIinIqrabidopsisIthalianaXIScientifich
ReportsVI2015VIeVIaZecc 4.9 112

391
sharacterizationIofIthreeIct²qIspeciesIencodingIplastidIα²qIpolymeraseIsigmaIfactorsIinI
qrabidopsisIthalianajIevidenceIforItheIsigmaIfactorIheterogeneityIinIhigherIplantIplastidsXIFEBSh
LettersVI1997VIdacVIcZiWac

3.8 112

390 TranscriptomeIanalysesIofIaIsaltWtolerantIcytokininWdeficientImutantIrevealIdifferentialIregulationI
ofIsaltIstressIresponseIbyIcytokininIdeficiencyXIPLoShONEVI2012VIgVIecbabd 3.7 112

389 qt₂xTdkdIisIaIchloroplastWlocalizedIascorbateItransporterIinIqrabidopsisXINaturehCommunicationsVI
2015VIfVIeibh 17.4 109

388 δtatisticalIindicesIforIsimultaneousIlargeWscaleImetaboliteIdetectionsIforIaIsingleI²–αIspectrumXI
AnalyticalhChemistryVI2010VIhbVIafecWh 7.8 108

387 sooperativeIfunctionIofI₂’t˛·IandI₂’t˛–aIinIabscisicIacidWinducedIstomatalIclosureIinIqrabidopsisXI
PlanthPhysiologyVI2012VIaeiVIdeZWfZ 6.6 108

386 ¶verproductionIofItheImembraneWboundIreceptorWlikeIproteinIkinaseIaVIα₂‘aVIenhancesIabioticI
stressItoleranceIinIqrabidopsisXIJournalhofhBiologicalhChemistryVI2010VIbheVIiaiZWbZa 5.4 107
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385 qrabidopsisIqtsIgenesIinvolvedIinIpolyamineIbiosynthesisIareIessentialIforIseedIdevelopmentXI
FEBShLettersVI2005VIegiVIaeegWfd 3.8 107

384 δtressWresponsiveIexpressionIofIgenesIforItwoWcomponentIresponseIregulatorWlikeIproteinsIinI
qrabidopsisIthalianaXIFEBShLettersVI1998VIdbgVIageWh 3.8 105

383 TwoIcloselyIrelatedIsubclassIyyIδnα‘bIproteinIkinasesIcooperativelyIregulateIdroughtWinducibleI
geneIexpressionXIPlanthandhCellhPhysiologyVI2010VIeaVIhdbWg 4.9 102

382 qIunifiedInomenclatureIforIqrabidopsisIdynaminWrelatedIlargeIwT₂asesIbasedIonIhomologyIandI
possibleIfunctionsXIPlanthMolecularhBiologyVI2003VIecVIbfaWe 4.6 102

381 qnIqrabidopsisIgeneIencodingIaIsabUWbindingIproteinIisIinducedIbyIabscisicIacidIduringI
dehydrationXIPlanthandhCellhPhysiologyVI2000VIdaVIhihWiZc 4.9 102

380 TheIgeneIforItheIiIkdIpolypeptideVIaIpossibleIapoproteinIforItheIironWsulfurIcentersIqIandIrIofItheI
photosystemIyIcomplexVIinItobaccoIchloroplastIt²qXICurrenthGeneticsVI1987VIabVIbdgWeZ 2.9 102

379 TheIauxinIresponseIfactorItranscriptionIfactorIfamilyIinIsoybeanjIgenomeWwideIidentificationIandI
expressionIanalysesIduringIdevelopmentIandIwaterIstressXIDNAhResearchVI2013VIbZVIeaaWbd 4.5 101

378 qIplantIlocusIessentialIforIphylloquinoneIRvitaminI‘aSIbiosynthesisIoriginatedIfromIaIfusionIofIfourI
eubacterialIgenesXIJournalhofhBiologicalhChemistryVI2006VIbhaVIagahiWagaif 5.4 101

377 ₂lantIgeneInetworksIinIosmoticIstressIresponsejIfromIgenesItoIregulatoryInetworksXIMethodshinh
EnzymologyVI2007VIdbhVIaZiWbh 1.7 100

376
ydentificationIofIstressWtoleranceWrelatedItranscriptionWfactorIgenesIviaIminiWscaleIvullWlengthIct²qI
¶verWeXpressorIRv¶XSIgeneIhuntingIsystemXIBiochemicalhandhBiophysicalhResearchhCommunicationsVI
2007VIcfdVIbeZWg

3.4 100

375
volateIsynthesisIinIplantsjItheIpWaminobenzoateIbranchIisIinitiatedIbyIaIbifunctionalI₂abqW₂abrI
proteinIthatIisItargetedItoIplastidsXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaVI2004VIaZaVIadifWeZa

11.5 99

374
ydentificationIofIaIcisWregulatoryIregionIofIaIgeneIinIqrabidopsisIthalianaIwhoseIinductionIbyI
dehydrationIisImediatedIbyIabscisicIacidIandIrequiresIproteinIsynthesisXIMolecularhGeneticshandh
GenomicsVI1995VIbdgVIciaWh

99

373 TemporalIandIspatialIchangesIinIgeneIexpressionVImetaboliteIaccumulationIandIphytohormoneI
contentIinIriceIseedlingsIgrownIunderIdroughtIstressIconditionsXIPlanthJournalVI2017VIiZVIfaWgh 6.9 98

372
TobaccoIchloroplastItα²qRUUUSIgeneIcontainsIaIbXeWkilobaseWpairIintronjIqnIopenIreadingIframeI
andIaIconservedIboundaryIsequenceIinItheIintronXIProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaVI1985VIhbVIceegWfa

11.5 98

371
ydentificationIofIaIpossibleI–q₂IkinaseIcascadeIinIqrabidopsisIthalianaIbasedIonIpairwiseIyeastI
twoWhybridIanalysisIandIfunctionalIcomplementationItestsIofIyeastImutantsXIFEBShLettersVI1998VI
dcgVIefWfZ

3.8 96

370 qIgenomeWwideIgainWofIfunctionIanalysisIofIriceIgenesIusingItheIv¶XWhuntingIsystemXIPlanth
MolecularhBiologyVI2007VIfeVIcegWga 4.6 96

369 qItrialIofIphenomeIanalysisIusingIdZZZItsWinsertionalImutantsIinIgeneWcodingIregionsIofI
qrabidopsisXIPlanthJournalVI2006VIdgVIfdZWea 6.9 96

368 yntertissueIsignalItransferIofIabscisicIacidIfromIvascularIcellsItoIguardIcellsXIPlanthPhysiologyVI2014VI
afdVIaehgWib 6.6 95

(2014-2005)
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367
qrabidopsisIt₂rcWaVIaItαurbqIinteractorVIspecificallyIenhancesIheatIstressWinducedIgeneI
expressionIbyIformingIaIheatIstressWspecificItranscriptionalIcomplexIwithI²vWYIsubunitsXIPlanthCellVI
2014VIbfVIdiedWgc

11.6 95

366 qrabidopsisIxtqfIisIrequiredIforIfreezingItoleranceXIBiochemicalhandhBiophysicalhResearchh
CommunicationsVI2011VIdZfVIdadWi 3.4 95

365 wenomeWwideIanalysisIofIendogenousIabscisicIacidWmediatedItranscriptionIinIdryIandIimbibedIseedsI
ofIqrabidopsisIusingItilingIarraysXIPlanthJournalVI2010VIfbVIciWea 6.9 95

364 s²yaYqT’caVIaIαy²wWtypeIubiquitinIligaseIthatIfunctionsIinItheIcarbonYnitrogenIresponseIforI
growthIphaseItransitionIinIqrabidopsisIseedlingsXIPlanthJournalVI2009VIfZVIhebWfd 6.9 95

363 sharacterizationIofIgenesIforItwoWcomponentIphosphorelayImediatorsIwithIaIsingleIx₂tIdomainIinI
qrabidopsisIthalianaXIFEBShLettersVI1998VIdcgVIaaWd 3.8 95

362 wenomeWwideIexpressionIprofilingIofIsoybeanItwoWcomponentIsystemIgenesIinIsoybeanIrootIandI
shootItissuesIunderIdehydrationIstressXIDNAhResearchVI2011VIahVIagWbi 4.5 94

361 ydentificationIofIphotorespiratoryIglutamatejglyoxylateIaminotransferaseIRwwqTSIgeneIinI
qrabidopsisXIPlanthJournalVI2003VIccVIigeWhg 6.9 94

360 TheITranscriptionalIsascadeIinItheIxeatIδtressIαesponseIofIqrabidopsisIysIδtrictlyIαegulatedIatItheI
’evelIofITranscriptionIvactorIuxpressionXIPlanthCellVI2016VIbhVIahaWbZa 11.6 93

359 αsxaVIaIlocusIinIqrabidopsisIthatIconfersIresistanceItoItheIhemibiotrophicIfungalIpathogenI
solletotrichumIhigginsianumXIMolecularhPlantwMicrobehInteractionsVI2004VIagVIgdiWfb 3.6 93

358 sharacterizationIofIct²qIforIaIdehydrationWinducibleIgeneIthatIencodesIaIs’₂IqVIrWlikeIproteinIinI
qrabidopsisIthalianaI’XIBiochemicalhandhBiophysicalhResearchhCommunicationsVI1993VIaifVIabadWbZ 3.4 93

357 δolutionIstructureIofItheIrcIt²qIbindingIdomainIofItheIqrabidopsisIcoldWresponsiveItranscriptionI
factorIαqVaXIPlanthCellVI2004VIafVIcddhWei 11.6 91

356 qInewIresourceIofIlocallyItransposedItissociationIelementsIforIscreeningIgeneWknockoutIlinesIinI
silicoIonItheIqrabidopsisIgenomeXIPlanthPhysiologyVI2002VIabiVIafieWi 6.6 91

355 TranscriptionalIresponsesItoIfloodingIstressIinIrootsIincludingIhypocotylIofIsoybeanIseedlingsXI
PlanthMolecularhBiologyVI2011VIggVIabiWdd 4.6 90

354
δtressWresponsiveIandIdevelopmentalIregulationIofIteltaRaSWpyrrolineWeWcarboxylateIsynthetaseIaI
R₂esδaSIgeneIexpressionIinIqrabidopsisIthalianaXIBiochemicalhandhBiophysicalhResearchh
CommunicationsVI1999VIbfaVIgffWgb

3.4 90

353 sloningIandIcharacterizationIofIsevenIct²qsIforIhyperosmolarityWresponsiveIRx¶αSIgenesIofI
δaccharomycesIcerevisiaeXIMolecularhGeneticshandhGenomicsVI1995VIbdiVIabgWch 90

352 toubleIoverexpressionIofItαurIandI₂yvItranscriptionIfactorsIimprovesIdroughtIstressItoleranceI
andIcellIelongationIinItransgenicIplantsXIPlanthBiotechnologyhJournalVI2017VIaeVIdehWdga 11.6 87

351 αoleIofIcytokininIresponsiveItwoWcomponentIsystemIinIqrqIandIosmoticIstressIsignalingsXIPlanth
SignalinghandhBehaviorVI2010VIeVIadhWeZ 2.5 87

350
’y’cVIaIlightWharvestingWlikeIproteinVIplaysIanIessentialIroleIinIchlorophyllIandItocopherolI
biosynthesisXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2010VI
aZgVIafgbaWe

11.5 87
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349 ²aturalIvariationIinIaIpolyamineItransporterIdeterminesIparaquatItoleranceIinIqrabidopsisXI
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2012VIaZiVIfcdcWg 11.5 87

348 δequencingIandIanalysisIofIapproximatelyIdZVZZZIsoybeanIct²qIclonesIfromIaIfullWlengthWenrichedI
ct²qIlibraryXIDNAhResearchVI2008VIaeVIcccWdf 4.5 86

347 qrmadilloIrepeatWcontainingIkinesinsIandIaI²y–qWrelatedIkinaseIareIrequiredIforIepidermalWcellI
morphogenesisIinIqrabidopsisXIPlanthJournalVI2008VIecVIaegWga 6.9 85

346 qInovelIinhibitorIofIiWcisWepoxycarotenoidIdioxygenaseIinIabscisicIacidIbiosynthesisIinIhigherIplantsXI
PlanthPhysiologyVI2004VIaceVIaegdWhb 6.6 85

345
wenesIforItheIeightIribosomalIproteinsIareIclusteredIonItheIchloroplastIgenomeIofItobaccoI
R²icotianaItabacumSjIsimilarityItoItheIδaZIandIspcIoperonsIofIuscherichiaIcoliXIProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI1986VIhcVIfZcZWd

11.5 85

344
αiceIphytochromeWinteractingIfactorWlikeIproteinI¶s₂y’aIfunctionsIasIaIkeyIregulatorIofIinternodeI
elongationIandIinducesIaImorphologicalIresponseItoIdroughtIstressXIProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2012VIaZiVIaeidgWeb

11.5 84

343 uαtfVIaIct²qIcloneIforIanIearlyIdehydrationWinducedIgeneIofIqrabidopsisVIencodesIaIputativeI
sugarItransporterXIBiochimicahEthBiophysicahActahwhBiomembranesVI1998VIacgZVIahgWia 3.8 84

342 tifferentIsoldWδignalingI₂athwaysIvunctionIinItheIαesponsesItoIαapidIandIwradualItecreasesIinI
TemperatureXIPlanthCellVI2017VIbiVIgfZWggd 11.6 83

341
qnIessentialIroleIofIaITatsIhomologueIofIaIteltaIpxWIdependentIproteinItransporterIinIthylakoidI
membraneIformationIduringIchloroplastIdevelopmentIinIqrabidopsisIthalianaXIProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2001VIihVIaZdiiWeZd

11.5 83

340 TheIpentatricopeptideIrepeatIproteinI¶T₂hbIisIrequiredIforIα²qIeditingIofIplastidIndhrIandIndhwI
transcriptsXIPlanthJournalVI2010VIfaVIcciWdi 6.9 82

339 TransIsplicingIinIvivojIjoiningIofItranscriptsIfromItheIâ��dividedâ��IgeneIforIribosomalIproteinIδabIinItheI
chloroplastsIofItobaccoXIFEBShLettersVI1987VIbaZVIaecWaef 3.8 82

338 ydentificationIandIexpressionIanalysisIofIcytokininImetabolicIgenesIinIsoybeanIunderInormalIandI
droughtIconditionsIinIrelationItoIcytokininIlevelsXIPLoShONEVI2012VIgVIedbdaa 3.7 82

337 tevelopmentIofIeZZfIfullWlengthIst²qsIinIbarleyjIaItoolIforIaccessingIcerealIgenomicsIresourcesXI
DNAhResearchVI2009VIafVIhaWi 4.5 81

336 xeterogeneityIofIqrabidopsisIcoreIpromotersIrevealedIbyIhighWdensityITδδIanalysisXIPlanthJournalVI
2009VIfZVIceZWfb 6.9 81

335 wenesIforItheIpeptidoglycanIsynthesisIpathwayIareIessentialIforIchloroplastIdivisionIinImossXI
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2006VIaZcVIfgecWh 11.5 81

334
vusariumIphytotoxinItrichothecenesIhaveIanIelicitorWlikeIactivityIinIqrabidopsisIthalianaVIbutItheI
activityIdifferedIsignificantlyIamongItheirImolecularIspeciesXIMolecularhPlantwMicrobehInteractionsVI
2006VIaiVIeabWbZ

3.6 81

333 sharacterizationIofItwoIct²qsIRuαtaaIandIuαtacSIforIdehydrationWinducibleIgenesIthatIencodeI
putativeIglutathioneIδWtransferasesIinIqrabidopsisIthalianaI’XIFEBShLettersVI1993VIcceVIahiWib 3.8 81

332
αapidIsplicingIandIstepwiseIprocessingIofIaItranscriptIfromItheIpsbrIoperonIinItobaccoI
chloroplastsjIdeterminationIofItheIintronIsitesIinIpetrIandIpettXIMolecularhGeneticshandhGenomicsVI
1987VIbZiVIdbgWca

81

(1987-2012)
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331 ’ongWdistanceIsignalingIinIplantIstressIresponseXICurrenthOpinionhinhPlanthBiologyVI2019VIdgVIaZfWaaa 9.9 81

330 Triv’trjIaIdatabaseIofIclusteredIfullWlengthIcodingIsequencesIfromITriticeaeIwithIapplicationsItoI
comparativeIgrassIgenomicsXIPlanthPhysiologyVI2009VIaeZVIaaceWdf 6.6 80

329 TheIqrabidopsisIδtwdIcontributesItoItheIregulationIofIpollenItubeIgrowthIbyImethylationIofI
histoneIxcIlysinesIdIandIcfIinImatureIpollenXIDevelopmentalhBiologyVI2008VIcaeVIceeWfh 3.1 80

328
₂lasmaImembraneIproteinI¶s–sqaIisIinvolvedIinIregulationIofIhypoWosmoticIshockWinducedIsabUI
influxIandImodulatesIgenerationIofIreactiveIoxygenIspeciesIinIculturedIriceIcellsXIBMChPlanthBiology
VI2012VIabVIaa

5.3 79

327 TranscriptomeIanalysisIusingIaIhighWdensityIoligomicroarrayIunderIdroughtIstressIinIvariousI
genotypesIofIcassavajIanIimportantItropicalIcropXIDNAhResearchVI2012VIaiVIcceWde 4.5 79

326 ₂henomeIanalysisIinIplantIspeciesIusingIlossWofWfunctionIandIgainWofWfunctionImutantsXIPlanthandh
CellhPhysiologyVI2009VIeZVIabaeWca 4.9 79

325 δequencingIanalysisIofIbZVZZZIfullWlengthIct²qIclonesIfromIcassavaIrevealsIlineageIspecificI
expansionsIinIgeneIfamiliesIrelatedItoIstressIresponseXIBMChPlanthBiologyVI2007VIgVIff 5.3 78

324 δ₂y²t’YVIaInegativeIregulatorIofIgibberellicIacidIsignalingVIisIinvolvedIinItheIplantIabioticIstressI
responseXIPlanthPhysiologyVI2011VIaegVIaiZZWac 6.6 77

323 sytologicalIandIbiochemicalIanalysisIofIs¶vaVIanIqrabidopsisImutantIofIanIqrsItransporterIgeneXI
PlanthandhCellhPhysiologyVI2007VIdhVIaebdWcc 4.9 77

322 ynIsilicoIanalysisIofItranscriptionIfactorIrepertoireIandIpredictionIofIstressIresponsiveItranscriptionI
factorsIinIsoybeanXIDNAhResearchVI2009VIafVIcecWfi 4.5 76

321 sharacterizationIofIfullWlengthIenrichedIexpressedIsequenceItagsIofIstressWtreatedIpoplarIleavesXI
PlanthandhCellhPhysiologyVI2004VIdeVIagchWdh 4.9 76

320 TheIct²qImicroarrayIanalysisIusingIanIqrabidopsisIpadcImutantIrevealsItheIexpressionIprofilesIandI
classificationIofIgenesIinducedIbyIqlternariaIbrassicicolaIattackXIPlanthandhCellhPhysiologyVI2003VIddVIcggWhg4.9 76

319 shemicalIregulationIofIabscisicIacidIcatabolismIinIplantsIbyIcytochromeI₂deZIinhibitorsXIBioorganich
andhMedicinalhChemistryVI2005VIacVIddiaWh 3.4 75

318 –olecularIcloningIandIcharacterizationIofIribosomalIα²qIgenesIfromIaIblueWgreenIalgaVIqnacystisI
nidulansXIMolecularhGeneticshandhGenomicsVI1981VIahdVIceiWcfc 75

317 ¶verexpressionIofIanIqrabidopsisIthalianaIgalactinolIsynthaseIgeneIimprovesIdroughtItoleranceIinI
transgenicIriceIandIincreasedIgrainIyieldIinItheIfieldXIPlanthBiotechnologyhJournalVI2017VIaeVIadfeWadgg 11.6 74

316 ufficientIyeastIoneWYtwoWhybridIscreeningIusingIaIlibraryIcomposedIonlyIofItranscriptionIfactorsIinI
qrabidopsisIthalianaXIPlanthandhCellhPhysiologyVI2010VIeaVIbadeWea 4.9 74

315 weneWspecificIexpressionIandIcalciumIactivationIofIqrabidopsisIthalianaIphospholipaseIsIisoformsXI
NewhPhytologistVI2004VIafbVIfdcWfed 9.8 74

314
wenesIforItheIlargeIandIsmallIsubunitsIofIribuloseWaVeWbisphosphateIcarboxylaseYoxygenaseI
constituteIaIsingleIoperonIinIaIcyanobacteriumIqnacystisInidulansIfcZaXIMolecularhGeneticshandh
GenomicsVI1985VIbZZVIbg

74
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313 δystematicI²–αIanalysisIofIstableIisotopeIlabeledImetaboliteImixturesIinIplantIandIanimalI
systemsjIcoarseIgrainedIviewsIofImetabolicIpathwaysXIPLoShONEVI2008VIcVIechZe 3.7 73

312 ydentificationIofIqδ‘IandIclockWassociatedIproteinsIasImolecularIpartnersIofI’‘₂bIR’¶VIkelchI
proteinIbSIinIqrabidopsisXIJournalhofhExperimentalhBotanyVI2004VIeeVIbZaeWbg 7 73

311 vunctionalIanalysisIofItheIcgIktaIinnerIenvelopeImembraneIpolypeptideIinIchloroplastIbiogenesisI
usingIaItsWtaggedIqrabidopsisIpaleWgreenImutantXIPlanthJournalVI2003VIcdVIgaiWca 6.9 73

310 ²ovelIdroughtWinducibleIgenesIinItheIhighlyIdroughtWtolerantIcowpeajIcloningIofIct²qsIandI
analysisIofItheIexpressionIofItheIcorrespondingIgenesXIPlanthandhCellhPhysiologyVI1996VIcgVIaZgcWhb 4.9 73

309 TheIgeneIencodingIaIcalciumWdependentIproteinIkinaseIlocatedInearItheIsbeaIgeneIencodingIstarchI
branchingIenzymeIyIisIspecificallyIexpressedIinIdevelopingIriceIseedsXIGeneVI1993VIabiVIahcWi 3.8 73

308 ₂αy–eIUpdatejIinnovativeIcontentIforIplantImetabolomicsIandIintegrationIofIgeneIexpressionIandI
metaboliteIaccumulationXIPlanthandhCellhPhysiologyVI2013VIedVIee 4.9 72

307 αy‘u²IqrabidopsisIfullWlengthIRαqv’SIct²qIandIitsIapplicationsIforIexpressionIprofilingIunderI
abioticIstressIconditionsXIJournalhofhExperimentalhBotanyVI2004VIeeVIbacWbc 7 72

306
¶verexpressionIofIqrabidopsisIresponseIregulatorsVIqααdYqTααaYyrsgIandIqααhYqTααcVIaltersI
cytokininIresponsesIdifferentiallyIinItheIshootIandIinIcallusIformationXIBiochemicalhandhBiophysicalh
ResearchhCommunicationsVI2002VIbicVIhZfWae

3.4 72

305 ²ucleotideIsequencesIofItobaccoIchloroplastIgenesIforIelongatorItα²q–etIandItα²qValIRUqsSjI
theItα²qValIRUqsSIgeneIcontainsIaIlongIintronXINucleichAcidshResearchVI1982VIaZVIgeaaWbZ 20.1 72

304
δequenceIofItheIintercistronicIregionIbetweenItheIribuloseWaVIeWbisphosphateI
carboxylaseYoxygenaseIlargeIsubunitIandIcouplingIfactorIbetaIsubunitIgeneXINucleichAcidshResearchVI
1982VIaZVIdibcWcd

20.1 72

303 ₂hytochromeWmediatedIregulationIofItwoImα²qsVIencodedIbyInucleiIandIchloroplastsIofI
ribuloseWaVeWbisphosphateIcarboxylaseYoxygenaseXIFEBShJournalVI1983VIaccVIfagWbZ 71

302 tissectingItheIgeneticIcontrolIofInaturalIvariationIinIsaltItoleranceIofIqrabidopsisIthalianaI
accessionsXIJournalhofhExperimentalhBotanyVI2010VIfaVIaabeWch 7 70

301 TheIglycerophosphorylIdiesterIphosphodiesteraseWlikeIproteinsIδxVcIandIitsIhomologsIplayI
importantIrolesIinIcellIwallIorganizationXIPlanthandhCellhPhysiologyVI2008VIdiVIaebbWce 4.9 68

300 δolutionIstructureIofItheImajorIt²qWbindingIdomainIofIqrabidopsisIthalianaI
ethyleneWinsensitivecWlikecXIJournalhofhMolecularhBiologyVI2005VIcdhVIbecWfd 6.5 68

299 qIcdceUIhomologIofIaIhigherIplantVIqrabidopsisIthalianaXIProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaVI1996VIicVIaccgaWf 11.5 68

298 sharacterizationIofItheIpromoterIregionIofIanIqrabidopsisIgeneIforIiWcisWepoxycarotenoidI
dioxygenaseIinvolvedIinIdehydrationWinducibleItranscriptionXIDNAhResearchVI2013VIbZVIcaeWbd 4.5 67

297 ysolationIandIcharacterizationIofInovelImutantsIaffectingItheIabscisicIacidIsensitivityIofIqrabidopsisI
germinationIandIseedlingIgrowthXIPlanthandhCellhPhysiologyVI2004VIdeVIadheWii 4.9 67

296 qInovelIqrabidopsisIgeneIT¶²δ¶‘UIisIrequiredIforIproperIcellIarrangementIinIrootIandIshootI
apicalImeristemsXIPlanthJournalVI2004VIchVIfgcWhd 6.9 67
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295 sharacterizationIofIanIqrabidopsisIct²qIforIaIsolubleIepoxideIhydrolaseIgeneIthatIisIinducibleIbyI
auxinIandIwaterIstressXIPlanthJournalVI1994VIfVIbeiWfi 6.9 67

294 ysolationIandIcharacterizationIofIaIct²qIthatIencodesIus₂caVIanIembryogenicWcellIproteinIfromI
carrotXIPlanthMolecularhBiologyVI1992VIaiVIbciWdi 4.6 67

293 troughtIδtressIαesponsesIandIαesistanceIinI₂lantsjIvromIsellularIαesponsesItoI’ongWtistanceI
yntercellularIsommunicationXIFrontiershinhPlanthScienceVI2020VIaaVIeefigb 6.2 67

292 ’egumeTvtrjIanIintegrativeIdatabaseIofIwlycineImaxVI’otusIjaponicusIandI–edicagoItruncatulaI
transcriptionIfactorsXIBioinformaticsVI2010VIbfVIbiZWa 7.2 66

291 qIchaperoninIsubunitIwithIuniqueIstructuresIisIessentialIforIfoldingIofIaIspecificIsubstrateXIPLoSh
BiologyVI2011VIiVIeaZZaZdZ 9.7 66

290 αqαwujIaIlargeWscaleIdatabaseIofIαy‘u²IqrabidopsisIresourcesIrangingIfromItranscriptomeItoI
phenomeXINucleichAcidshResearchVI2005VIccVItfdgWeZ 20.1 66

289 TwoIgenesIthatIencodeIribosomalWproteinIδfIkinaseIhomologsIareIinducedIbyIcoldIorIsalinityIstressI
inIqrabidopsisIthalianaXIFEBShLettersVI1995VIcehVIaiiWbZd 3.8 66

288 qnIqrabidopsisIhomologIofItheIbacterialIpeptidoglycanIsynthesisIenzymeI–uruIhasIanIessentialI
roleIinIchloroplastIdevelopmentXIPlanthJournalVI2008VIecVIibdWcd 6.9 65

287 qnalysisIofIplantIhormoneIprofilesIinIresponseItoImoderateIdehydrationIstressXIPlanthJournalVI2017VI
iZVIagWcf 6.9 64

286 sharacterizationIofIexpressedIsequenceItagsIfromIaIfullWlengthIenrichedIct²qIlibraryIofI
sryptomeriaIjaponicaImaleIstrobiliXIBMChGenomicsVI2008VIiVIchc 4.5 64

285 uxpressionIandIinteractionIanalysisIofIqrabidopsisIδkpaWrelatedIgenesXIPlanthandhCellhPhysiologyVI
2004VIdeVIhcWia 4.9 64

284 qtXTxbgIplaysIanIessentialIroleIinIcellIwallImodificationIduringItheIdevelopmentIofItrachearyI
elementsXIPlanthJournalVI2005VIdbVIebeWcd 6.9 64

283 qrqWunresponsiveIδnα‘bIproteinIkinasesIregulateImα²qIdecayIunderIosmoticIstressIinIplantsXI
NaturehPlantsVI2017VIcVIafbZd 11.5 63

282 wenomeWwideIanalysisIofItwoWcomponentIsystemsIandIpredictionIofIstressWresponsiveI
twoWcomponentIsystemImembersIinIsoybeanXIDNAhResearchVI2010VIagVIcZcWbd 4.5 63

281 sααbcY²dh’IisIaIsubunitIofItheIchloroplastI²qtR₂SxIdehydrogenaseIcomplexIinIqrabidopsisXIPlanth
andhCellhPhysiologyVI2008VIdiVIhceWdb 4.9 63

280 δequencingIandIcharacterizationIofItheIkinesinWrelatedIgenesIkatrIandIkatsIofIqrabidopsisI
thalianaXIPlanthMolecularhBiologyVI1994VIbeVIhfeWgf 4.6 63

279 δtructuralIbasisIforIsequenceWspecificIt²qIrecognitionIbyIanIqrabidopsisIWα‘YItranscriptionI
factorXIJournalhofhBiologicalhChemistryVI2012VIbhgVIgfhcWia 5.4 62

278 qt₂’sbVIaIgeneIencodingIphosphoinositideWspecificIphospholipaseIsVIisIconstitutivelyIexpressedIinI
vegetativeIandIfloralItissuesIinIqrabidopsisIthalianaXIPlanthMolecularhBiologyVI1997VIcdVIageWhZ 4.6 62
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277 qnIqrabidopsisIchloroplastWtargetedIxspaZaIhomologueVIq₂wfVIhasIanIessentialIroleIinIchloroplastI
developmentIasIwellIasIheatWstressIresponseXIPlanthJournalVI2006VIdhVIbdiWfZ 6.9 62

276 volateIsynthesisIinIplantsjItheIlastIstepIofItheIpWaminobenzoateIbranchIisIcatalyzedIbyIaIplastidialI
aminodeoxychorismateIlyaseXIPlanthJournalVI2004VIdZVIdecWfa 6.9 62

275 qItranscriptionalIactivationIdomainIofIqT–YrbVIaIdroughtWinducibleIqrabidopsisI–ybWrelatedI
proteinXIPlanthJournalVI1996VIaZVIaadeWh 6.9 61

274 yntronIinItheIgeneIforItheIribosomalIproteinIδafIofItobaccoIchloroplastIandIitsIconservedIboundaryI
sequencesXIMolecularhGeneticshandhGenomicsVI1986VIbZbVIaWe 59

273 δtructuresIandIevolutionaryIoriginsIofIplantWspecificItranscriptionIfactorIt²qWbindingIdomainsXI
PlanthPhysiologyhandhBiochemistryVI2008VIdfVIcidWdZa 5.4 58

272 t²qImicroarrayIanalysisIofIplastidIgeneIexpressionIinIanIqrabidopsisImutantIdeficientIinIaIplastidI
transcriptionIfactorIsigmaVIδywbXIBiosciencevhBiotechnologyhandhBiochemistryVI2004VIfhVIfidWgZd 2.1 58

271 –onosaccharideIabsorptionIactivityIofIqrabidopsisIrootsIdependsIonIexpressionIprofilesIofI
transporterIgenesIunderIhighIsalinityIconditionsXIJournalhofhBiologicalhChemistryVI2011VIbhfVIdceggWhf 5.4 57

270 δnα‘bIproteinIkinasesIrepresentIanIancientIsystemIinIplantsIforIadaptationItoIaIterrestrialI
environmentXICommunicationshBiologyVI2019VIbVIcZ 6.7 56

269 uvolutionaryIpersistenceIofIfunctionalIcompensationIbyIduplicateIgenesIinIqrabidopsisXIGenomeh
BiologyhandhEvolutionVI2009VIaVIdZiWad 3.9 56

268 qIiWcisWepoxycarotenoidIdioxygenaseIinhibitorIforIuseIinItheIelucidationIofIabscisicIacidIactionI
mechanismsXIBioorganichandhMedicinalhChemistryVI2006VIadVIeeeeWfa 3.4 56

267 sloningIandIcharacterizationIofItwoIct²qsIencodingIcaseinIkinaseIyyIcatalyticIsubunitsIinI
qrabidopsisIthalianaXIPlanthMolecularhBiologyVI1993VIbaVIbgiWhi 4.6 56

266 TheIeQIpartIofItheIgeneIforIribosomalIproteinIδabIisIlocatedIcZIkbpIdownstreamIfromIitsIcQIpartIinI
tobaccoIchloroplastIgenomeXINucleichAcidshResearchVI1986VIadVIcadc 20.1 56

265 ²wqTxqaItranscriptionIfactorIinducesIqrqIbiosynthesisIbyIactivatingIgeneIduringIdehydrationI
stressXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2018VIaaeVIuaaaghWuaaahg11.5 56

264
αicev¶XjIaIdatabaseIofIqrabidopsisImutantIlinesIoverexpressingIriceIfullWlengthIct²qIthatIcontainsI
aIwideIrangeIofItraitIinformationItoIfacilitateIanalysisIofIgeneIfunctionXIPlanthandhCellhPhysiologyVI
2011VIebVIbfeWgc

4.9 55

263 wlobalIlandscapeIofIaIcoWexpressedIgeneInetworkIinIbarleyIandIitsIapplicationItoIgeneIdiscoveryIinI
TriticeaeIcropsXIPlanthandhCellhPhysiologyVI2011VIebVIgheWhZc 4.9 55

262
TopWdownIphenomicsIofIqrabidopsisIthalianajImetabolicIprofilingIbyIoneWIandItwoWdimensionalI
nuclearImagneticIresonanceIspectroscopyIandItranscriptomeIanalysisIofIalbinoImutantsXIJournalhofh
BiologicalhChemistryVI2007VIbhbVIahecbWaheda

5.4 55

261
−uantitativeItraitIlociIanalysisIofInitrateIstorageIinIqrabidopsisIleadingItoIanIinvestigationIofItheI
contributionIofItheIanionIchannelIgeneVIqts’sWcVItoIvariationIinInitrateIlevelsXIJournalhofh
ExperimentalhBotanyVI2004VIeeVIbZZeWad

7 55

260 satalysisVIsubcellularIlocalizationVIexpressionIandIevolutionIofItheItargetingIpeptidesIdegradingI
proteaseVIqt₂re₂bXIPlanthandhCellhPhysiologyVI2005VIdfVIiheWif 4.9 55
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259
TheIshloroplastIvunctionItatabasejIaIlargeWscaleIcollectionIofIqrabidopsisItsYδpmWIorI
TWt²qWtaggedIhomozygousIlinesIforInuclearWencodedIchloroplastIproteinsVIandItheirIsystematicI
phenotypeIanalysisXIPlanthJournalVI2010VIfaVIebiWdb

6.9 54

258 δtructureIandIcotranscriptionIofItobaccoIchloroplastIgenesIforItα²qwluRUUsSVItα²qTyrRwUqSIandI
tα²qqspRwUsSXINucleichAcidshResearchVI1985VIacVIaZdeWef 20.1 54

257
r₂–WsU’cIucIligaseImodulatesIthermotoleranceIbyIfacilitatingInegativeIregulatoryI
domainWmediatedIdegradationIofItαurbqIinXIProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaVI2017VIaadVIuhebhWuhecf

11.5 53

256 ’argeWscaleIcollectionIandIannotationIofIfullWlengthIenrichedIct²qsIfromIaImodelIhalophyteVI
ThellungiellaIhalophilaXIBMChPlanthBiologyVI2008VIhVIaae 5.3 52

255 qIresourceIofIeVhadIdissociationItransposonWtaggedIandIsequenceWindexedIlinesIofIqrabidopsisI
transposedIfromIstartIlociIonIchromosomeIeXIPlanthandhCellhPhysiologyVI2005VIdfVIaadiWec 4.9 52

254 qnIqrabidopsisImybIxomologIysIynducedIbyItehydrationIδtressIandIytsIweneI₂roductIrindsItoItheI
sonservedI–YrIαecognitionIδequenceXIPlanthCellVI1993VIeVIaebi 11.6 52

253 α²qIregulationIinIplantIabioticIstressIresponsesXIBiochimicahEthBiophysicahActahwhGenehRegulatoryh
MechanismsVI2012VIahaiVIadiWec 6 51

252 vunctionalIcompensationIofIprimaryIandIsecondaryImetabolitesIbyIduplicateIgenesIinIqrabidopsisI
thalianaXIMolecularhBiologyhandhEvolutionVI2011VIbhVIcggWhb 8.3 51

251 ysolationIofIqrabidopsisIahgaaVIaIweakIqrqIhypersensitiveImutantIdefectiveIinInaddIα²qIeditingXI
JournalhofhExperimentalhBotanyVI2012VIfcVIecZaWaZ 7 51

250 ysolationIandIidentificationIofIubiquitinWrelatedIproteinsIfromIqrabidopsisIseedlingsXIJournalhofh
ExperimentalhBotanyVI2009VIfZVIcZfgWgc 7 51

249 ¶verexpressionIofI’δxaVIaImemberIofIanIuncharacterisedIgeneIfamilyVIcausesIenhancedIlightI
regulationIofIseedlingIdevelopmentXIPlanthJournalVI2004VIcgVIfidWgZf 6.9 51

248
sotranscriptionIofItheIgenesIencodingItwoI₂gZZIchlorophyllIaIapoproteinsIwithItheIgeneIforI
ribosomalIproteinIsδadjIdeterminationIofItheItranscriptionalIinitiationIsiteIbyIinIvitroIcappingXI
CurrenthGeneticsVI1988VIadVIcieWdZZ

2.9 51

247 ydentificationIofIpolyamineItransportersIinIplantsjIparaquatItransportIprovidesIcrucialIcluesXIPlanth
andhCellhPhysiologyVI2014VIeeVIheeWfa 4.9 50

246 shloroplastIribosomeIreleaseIfactorIaIRqtcpαvaSIisIessentialIforIchloroplastIdevelopmentXIPlanth
MolecularhBiologyVI2007VIfdVIdhaWig 4.6 50

245 sorrelationIexplorationIofImetabolicIandIgenomicIdiversityIinIriceXIBMChGenomicsVI2009VIaZVIefh 4.5 49

244 ydentificationIofItheIcandidateIgenesIregulatedIbyIα²qWdirectedIt²qImethylationIinIqrabidopsisXI
BiochemicalhandhBiophysicalhResearchhCommunicationsVI2008VIcgfVIeecWg 3.4 49

243 qt₂epcIisIaIhormoneWlikeIpeptideIthatIplaysIaIroleIinItheIsalinityIstressItoleranceIofIplantsXI
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2018VIaaeVIehaZWehae 11.5 49

242 somparativeIfunctionalIanalysisIofIsixIdroughtWresponsiveIpromotersIinItransgenicIriceXIPlantaVI
2014VIbciVIdgWfZ 4.7 48
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241 qrabidopsisIαadearIisIimportantIforIdoubleWstrandIt²qIbreaksIrepairIinIsomaticIcellsXIPlanth
MolecularhBiologyVI2005VIegVIhaiWcc 4.6 48

240 qItobaccoIchloroplastIt²qIsequenceIpossiblyIcodingIforIaIpolypeptideIsimilarItoIuXIcoliIα²qI
polymeraseIbetaWsubunitXIFEBShLettersVI1986VIbZZVIhgWiZ 3.8 48

239 uxpressionIprofilesIofIqrabidopsisIphospholipaseIqIyyqIgeneIinIresponseItoIbioticIandIabioticI
stressesXIPlanthandhCellhPhysiologyVI2003VIddVIabdfWeb 4.9 47

238 wenomeWscaleVIbiochemicalIannotationImethodIbasedIonItheIwheatIgermIcellWfreeIproteinI
synthesisIsystemXIPhytochemistryVI2004VIfeVIaediWee 4 46

237 ₂lantIαafWlikeIkinasesIregulateItheImα²qIpopulationIupstreamIofIqrqWunresponsiveIδnα‘bIkinasesI
underIdroughtIstressXINaturehCommunicationsVI2020VIaaVIacgc 17.4 45

236 uαWqnchoredITranscriptionIvactorsIbZy₂agIandIbZy₂bhIαegulateIαootIulongationXIPlanthPhysiologyVI
2018VIagfVIbbbaWbbcZ 6.6 45

235 –olecularIcloningIofIaIct²qIencodingIdiacylglycerolIkinaseIRtw‘SIinIqrabidopsisIthalianaXIPlanth
MolecularhBiologyVI1996VIcZVIfdgWec 4.6 45

234 uαtaeVIaIct²qIforIaIdehydrationWinducedIgeneIfromIqrabidopsisIthalianaXIPlanthPhysiologyVI1994VI
aZfVIagZg 6.6 45

233 αegulatoryIweneI²etworksIinItroughtIδtressIαesponsesIandIαesistanceIinI₂lantsXIAdvanceshinh
ExperimentalhMedicinehandhBiologyVI2018VIaZhaVIahiWbad 3.6 45

232
sonstructionIofIaIfullWlengthIct²qIlibraryIfromIyoungIspikeletsIofIhexaploidIwheatIandIitsI
characterizationIbyIlargeWscaleIsequencingIofIexpressedIsequenceItagsXIGeneshandhGenetichSystemsVI
2004VIgiVIbbgWcb

1.4 44

231 UnlockingITriticeaeIgenomicsItoIsustainablyIfeedItheIfutureXIPlanthandhCellhPhysiologyVI2013VIedVIaicaWeZ4.9 43

230 TransductionIofIα²qWdirectedIt²qImethylationIsignalsItoIrepressiveIhistoneImarksIinIqrabidopsisI
thalianaXIEMBOhJournalVI2010VIbiVIcebWfb 13 43

229 qIsimpleIandIhighWsensitivityImethodIforIanalysisIofIubiquitinationIandIpolyubiquitinationIbasedIonI
wheatIcellWfreeIproteinIsynthesisXIBMChPlanthBiologyVI2009VIiVIci 5.3 43

228 ’ossIofI²ecroticIδpottedI’esionsIaIassociatesIwithIcellIdeathIandIdefenseIresponsesIinIqrabidopsisI
thalianaXIPlanthMolecularhBiologyVI2006VIfbVIbiWdb 4.6 43

227 wenerationIofIchimericIrepressorsIthatIconferIsaltItoleranceIinIqrabidopsisIandIriceXIPlanth
BiotechnologyhJournalVI2011VIiVIgcfWdf 11.6 42

226 αegionalIinsertionalImutagenesisIofIgenesIonIqrabidopsisIthalianaIchromosomeIVIusingItheIqcYtsI
transposonIinIcombinationIwithIaIct²qIscanningImethodXIPlanthJournalVI1999VIagVIdccWdd 6.9 42

225 –q₂IkinaseIcascadesIinIqrabidopsisjItheirIrolesIinIstressIandIhormoneIresponsesXIResultshandh
ProblemshinhCellhDifferentiationVI2000VIbgVIbiWch 1.4 42

224 –olecularIcloningIandIcharacterizationIofIaIgeneIthatIencodesIaI–YsWrelatedIproteinIinI
qrabidopsisXIPlanthMolecularhBiologyVI1996VIcbVIegaWf 4.6 41

(1996-2005)
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223 δtabilizationIofIqrabidopsisItαurbqIisIrequiredIbutInotIsufficientIforItheIinductionIofItargetIgenesI
underIconditionsIofIstressXIPLoShONEVI2013VIhVIehZdeg 3.7 41

222 αemodelsIshloroplasticI–onogalactosyldiacylglycerolIbyI’iberatingI˛–W’inolenicIqcidIinIqrabidopsisI
’eavesIunderIxeatIδtressXIPlanthCellVI2018VIcZVIahhgWaiZe 11.6 40

221 qssessmentIofIadaptiveIevolutionIbetweenIwheatIandIriceIasIdeducedIfromIfullWlengthIcommonI
wheatIct²qIsequenceIdataIandIexpressionIpatternsXIBMChGenomicsVI2009VIaZVIbga 4.5 40

220 qutophosphorylationIprofilingIofIqrabidopsisIproteinIkinasesIusingItheIcellWfreeIsystemXI
PhytochemistryVI2011VIgbVIaacfWdd 4 40

219
qIstructureWbasedIstrategyIforIdiscoveryIofIsmallIligandsIbindingItoIfunctionallyIunknownIproteinsjI
combinationIofIinIsilicoIscreeningIandIsurfaceIplasmonIresonanceImeasurementsXIProteomicsVI2005VI
eVIadgbWhZ

4.8 40

218 TgIgeneIfIexonucleaseIhasIanIα²aseIxIactivityXINucleichAcidshResearchVI1978VIeVIdbdeWfa 20.1 40

217 δtableIqccumulationIofI₂hotosystemIyyIαequiresI¶²uWxu’yXI₂α¶Tuy²aIR¶x₂aSIofItheI’ightI
xarvestingW’ikeIvamilyXIPlanthPhysiologyVI2018VIagfVIbbggWbbia 6.6 39

216
ynvolvementIofItheIputativeIsa´†UWpermeableImechanosensitiveIchannelsVI²t–sqaIandI²t–sqbVIinI
sa´†UIuptakeVIsa´†UWdependentIcellIproliferationIandImechanicalIstressWinducedIgeneIexpressionIinI
tobaccoIR²icotianaItabacumSIrYWbIcellsXIJournalhofhPlanthResearchVI2012VIabeVIeeeWfh

2.6 39

215 qrqItransportIfactorsIfoundIinIqrabidopsisIqrsItransportersXIPlanthSignalinghandhBehaviorVI2010VIeVIaabdWf2.5 39

214 –appingIofIbeIdroughtWinducibleIgenesVIαtIandIuαtVIinIqrabidopsisIthalianaXIPlanthandhCellh
PhysiologyVI1999VIdZVIaaiWbc 4.9 39

213 TwoIdistinctIfamiliesIofIproteinIkinasesIareIrequiredIforIplantIgrowthIunderIhighIexternalI–gbUI
concentrationsIinIqrabidopsisXIPlanthPhysiologyVI2015VIafgVIaZciWeg 6.6 38

212 ynIsilicoIanalysisIofItranscriptionIfactorIrepertoiresIandIpredictionIofIstressWresponsiveItranscriptionI
factorsIfromIsixImajorIgramineaeIplantsXIDNAhResearchVI2011VIahVIcbaWcb 4.5 38

211
δtructuresIofItobaccoIchloroplastIgenesIforItα²qRyleSIRsqUSVItα²qIR’euSIRsqqSVItα²qIRsysSIRwsqSVI
tα²qIRδerSIRUwqSIandItα²qIRThrSIRwwUSjIaIcompilationIofItα²qIgenesIfromItobaccoIchloroplastsXI
PlanthMolecularhBiologyVI1986VIgVIcheWib

4.6 38

210 soordinateIlightWinductionIofItwoImα²qsVIencodedIinInucleiIandIchloroplastsVIofIribuloseI
aVeWbisphosphateIcarboxylaseYoxygenaseXIFEBShLettersVI1982VIaddVIgcWf 3.8 38

209 –olecularIresponsesItoIwaterIstressIinqrabidopsisIthalianaXIJournalhofhPlanthResearchVI1998VIaaaVIcdeWcea2.6 37

208 qntagonisticIinteractionIbetweenI–q₂IkinaseIandIproteinIphosphataseIbsIinIstressIrecoveryXIPlanth
ScienceVI2006VIagaVIeifWfZf 5.3 37

207 TheIqrabidopsisItranscriptionalIregulatorIt₂rcWaIenhancesIheatIstressItoleranceIwithoutIgrowthI
retardationIinIriceXIPlanthBiotechnologyhJournalVI2016VIadVIagefWfg 11.6 36

206 qrabidopsisIgalactinolIsynthaseIqtwolδbIimprovesIdroughtItoleranceIinItheImonocotImodelI
rrachypodiumIdistachyonXIJournalhofhPlanthPhysiologyVI2014VIagaVIaabgWca 3.6 36

Kazuo Shinozaki

24



205 somparativeIgenomicIanalysisIofIaZdgIcompletelyIsequencedIct²qsIfromIanIqrabidopsisWrelatedI
modelIhalophyteVIThellungiellaIhalophilaXIBMChPlanthBiologyVI2010VIaZVIbfa 5.3 36

204 tisposalIofIchloroplastsIwithIabnormalIfunctionIintoItheIvacuoleIinIqrabidopsisIthalianaIcotyledonI
cellsXIProtoplasmaVI2004VIbbcVIbbiWcb 3.4 35

203 qnalysisIofIgeneIexpressionIprofilesIinIqrabidopsisIsaltIoverlyIsensitiveImutantsIsosbâ��aIandI
soscIâ��aXIPlantvhCellhandhEnvironmentVI2005VIbhVIabfgWabge 8.4 35

202 –embersIofItheI₂lantIsα‘IδuperfamilyIqreIsapableIofITransWIandIqutophosphorylationIofITyrosineI
αesiduesXIJournalhofhBiologicalhChemistryVI2015VIbiZVIafffeWgg 5.4 34

201
qInovelIbrainIgeneVInorbinVIinducedIbyItreatmentIofItetraethylammoniumIinIratIhippocampalIsliceI
andIaccompaniedIwithIneuriteWoutgrowthIinIneuroIbaIcellsXIBiochemicalhandhBiophysicalhResearchh
CommunicationsVI1997VIbdZVIgffWga

3.4 34

200
wenesIforItheIribosomalIproteinsIδabIandIδgIandIelongationIfactorsIuvWwIandIuvWTuIofItheI
cyanobacteriumVIqnacystisInidulansjIstructuralIhomologyIbetweenIafδIrα²qIandIδgImα²qXI
MolecularhGeneticshandhGenomicsVI1989VIbafVIbeWcZ

34

199 ¶verexpressionIofIqtqrswbeIenhancesItheIabscisicIacidIsignalIinIguardIcellsIandIimprovesIplantI
waterIuseIefficiencyXIPlanthScienceVI2016VIbeaVIgeWha 5.3 33

198 –echanismsIofIphysiologicalIadjustmentIofI²bIfixationIinIsicerIarietinumI’XIRchickpeaSIduringIearlyI
stagesIofIwaterIdeficitjIsingleIorImultiWfactorIcontrolsXIPlanthJournalVI2014VIgiVIifdWhZ 6.9 33

197
qI²uclearIweneIuncodingI–itochondrialI₂rolineItehydrogenaseVIanIunzymeIynvolvedIinI₂rolineI
–etabolismVIysIUpregulatedIbyI₂rolineIbutItownregulatedIbyItehydrationIinIqrabidopsisXIPlanthCell
VI1996VIhVIacbc

11.6 33

196 TilingIarrayWdrivenIelucidationIofItranscriptionalIstructuresIbasedIonImaximumWlikelihoodIandI
–arkovImodelsXIPlanthJournalVI2005VIdcVIfaaWba 6.9 33

195 xeatWinducedIinhibitionIofIphosphorylationIofItheIstressWprotectiveItranscriptionIfactorItαurbqI
promotesIthermotoleranceIofXIJournalhofhBiologicalhChemistryVI2019VIbidVIiZbWiag 5.4 33

194 ²ucleotideIsequenceIofIaIgeneIfromIqrabidopsisIthalianaIencodingIaImybIhomologueXIPlanth
MolecularhBiologyVI1992VIaiVIdicWi 4.6 32

193 yntegratedIanalysisIofItranscriptomeIandImetabolomeIofIqrabidopsisIalbinoIorIpaleIgreenImutantsI
withIdisruptedInuclearWencodedIchloroplastIproteinsXIPlanthMolecularhBiologyVI2014VIheVIdaaWbh 4.6 31

192 TranscriptomeIanalysisIofIhormoneWinducedIgeneIexpressionIinIrrachypodiumIdistachyonXIScientifich
ReportsVI2015VIeVIaddgf 4.9 31

191 sorrelationsIbetweenIpredictedIproteinIdisorderIandIpostWtranslationalImodificationsIinIplantsXI
BioinformaticsVI2014VIcZVIaZieWaaZc 7.2 31

190 yncreasedIexpressionIandIproteinIdivergenceIinIduplicateIgenesIisIassociatedIwithImorphologicalI
diversificationXIPLoShGeneticsVI2009VIeVIeaZZZgha 6 31

189 sellWfreeIsynthesisIofIzincWbindingIproteinsXIJournalhofhStructuralhandhFunctionalhGenomicsVI2006VIgVIicWaZZ 31

188 vunctionalIannotationIofIaiVhdaI₂opulusInigraIfullWlengthIenrichedIct²qIclonesXIBMChGenomicsVI
2007VIhVIddh 4.5 31

(2007-2010)
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187
TwoITranscriptionIvactorsVItαuraIandItαurbVIwithIanIuαur₂Yq₂bIt²qIrindingItomainIδeparateI
TwoIsellularIδignalITransductionI₂athwaysIinItroughtWIandI’owWTemperatureWαesponsiveIweneI
uxpressionVIαespectivelyVIinIqrabidopsisXIPlanthCellVI1998VIaZVIacia

11.6 31

186 ₂rocessingIofIprecursorItα²qsIinIaIchloroplastIlysateXIFEBShLettersVI1987VIbaeVIacbWacf 3.8 31

185 δynthesisIofIribuloseIbiphosphateIcarboxylaseIinIgreeningIpeaIleavesXIsoordinationIofImα²qIlevelI
ofItwoIsubunitsXIFEBShJournalVI1985VIaebVIagiWhf 31

184 ²’αIlocusWmediatedItradeWoffIbetweenIabioticIandIbioticIstressIadaptationIinIqrabidopsisXINatureh
PlantsVI2017VIcVIagZgb 11.5 30

183 ¶riginIandIevolutionIofIgenesIrelatedItoIqrqImetabolismIandIitsIsignalingIpathwaysXIJournalhofh
PlanthResearchVI2011VIabdVIdeeWfe 2.6 30

182 qrabidopsisIencyclopediaIusingIfullWlengthIct²qsIandIitsIapplicationXIPlanthPhysiologyhandh
BiochemistryVI2001VIciVIbaaWbbZ 5.4 30

181 sharacterizationIofItwoIct²qsIforInovelIdroughtWinducibleIgenesIinItheIhighlyIdroughtWtolerantI
cowpeaXIJournalhofhPlanthResearchVI1996VIaZiVIdaeWdbd 2.6 30

180 α²qWlinkedInascentIt²qIpiecesIinITgIphageWinfectedIuscherichiaIcoliIcellsXIyXIαoleIofIgeneIfI
exonucleaseIinIremovalIofItheIlinkedIα²qXIMolecularhGeneticshandhGenomicsVI1977VIaedVIbfcWg 30

179 xormoneWlikeIpeptidesIandIsmallIcodingIgenesIinIplantIstressIsignalingIandIdevelopmentXICurrenth
OpinionhinhPlanthBiologyVI2019VIeaVIhhWie 9.9 29

178 qpproachesIforIenhancementIofI²â��IfixationIefficiencyIofIchickpeaIRsicerIarietinumI’XSIunderI
limitingInitrogenIconditionsXIPlanthBiotechnologyhJournalVI2014VIabVIchgWig 11.6 29

177 UbiquityIofItheIgenesIforIcomponentsIofIaI²qtxIdehydrogenaseIinIhigherIplantIchloroplastI
genomesXIPlanthScienceVI1986VIdgVIahaWahd 5.3 29

176 xsfqadVIaIproteinIidentifiedIviaIv¶XIhuntingIusingIThellungiellaIsalsugineaIct²qsIimprovesIheatI
toleranceIbyIregulatingIheatWstressWresponsiveIgeneIexpressionXIMolecularhPlantVI2013VIfVIdaaWbb 14.4 28

175 qrqIhypersensitiveIgerminationbWaIcausesItheIactivationIofIbothIabscisicIacidIandIsalicylicIacidI
responsesIinIqrabidopsisXIPlanthandhCellhPhysiologyVI2009VIeZVIbaabWbb 4.9 28

174
TheIshloroplastIvunctionItatabaseIyyjIaIcomprehensiveIcollectionIofIhomozygousImutantsIandI
theirIphenotypicYgenotypicItraitsIforInuclearWencodedIchloroplastIproteinsXIPlanthandhCellh
PhysiologyVI2013VIedVIeb

4.9 27

173 qInovelIqrabidopsisIthalianaIdynaminWlikeIproteinIcontainingItheIpleckstrinIhomologyIdomainXI
JournalhofhExperimentalhBotanyVI2000VIeaVIcagWh 7 27

172 αegulationIofIgenesIthatIareIinducedIbyIdroughtIstressIinqrabidopsisIthalianaXIJournalhofhPlanth
ResearchVI1995VIaZhVIabgWacf 2.6 27

171 qrabidopsisImutantIofIqtqrswbfVIanIqrsItransporterIgeneVIisIdefectiveIinIpollenImaturationXI
JournalhofhPlanthPhysiologyVI2011VIafhVIbZZaWe 3.6 26

170 ynefficientIdoubleWstrandIt²qIbreakIrepairIisIassociatedIwithIincreasedIfasciationIinIqrabidopsisI
rαsqbImutantsXIJournalhofhExperimentalhBotanyVI2009VIfZVIbgeaWfa 7 26
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169 qrabidopsisItilingIarrayIanalysisItoIidentifyItheIstressWresponsiveIgenesXIMethodshinhMolecularh
BiologyVI2010VIfciVIadaWee 1.4 26

168 sytologicalIandImolecularIanalysesIofInonWhostIresistanceIofIqrabidopsisIthalianaItoIqlternariaI
alternataXIMolecularhPlanthPathologyVI2005VIfVIfaeWbg 5.7 26

167 TobaccoIchloroplastIgeneIcodingIforIsubunitIyIofIprotonWtranslocatingIqT₂asejIcomparisonIwithItheI
wheatIsubunitIyIandIuXIcoliIsubunitIbXICurrenthGeneticsVI1986VIaZVIdbaWc 2.9 26

166 TranscriptionIofItenIribosomalIproteinIgenesIfromItobaccoIchloroplastsjIaIcompilationIofIribosomalI
proteinIgenesIfoundIinItheItobaccoIchloroplastIgenomeXIPlanthMolecularhBiologyVI1988VIaaVIehiWfZZ 4.6 26

165 ²icotianaIchloroplastIgenesIforIcomponentsIofItheIphotosyntheticIapparatusXIPhotosynthesish
ResearchVI1988VIahVIgWca 3.7 26

164 somparisonIofI’eafIδheathITranscriptomeI₂rofilesIwithI₂hysiologicalITraitsIofIrreadIWheatI
sultivarsIunderIδalinityIδtressXIPLoShONEVI2015VIaZVIeZacccbb 3.7 26

163 ²vWYrbIandI²vWYrcIxaveIvunctionallyItivergedIandItifferentiallyIynduceItroughtIandIxeatI
δtressWδpecificIwenesXIPlanthPhysiologyVI2019VIahZVIafggWafiZ 6.6 25

162 ₂hosphoproteomicIprofilingIrevealsIqrqWresponsiveIphosphosignalingIpathwaysIinI₂hyscomitrellaI
patensXIPlanthJournalVI2018VIidVIfiiWgZh 6.9 25

161 sonstructionIandIuδTIsequencingIofIfullWlengthVIdroughtIstressIct²qIlibrariesIforIcommonIbeansI
R₂haseolusIvulgarisI’XSXIBMChPlanthBiologyVI2011VIaaVIaga 5.3 25

160 qnIqrabidopsisIδr₂WdomainIfragmentIwithIaIdisruptedIsWterminalIzincWbindingIsiteIretainsIitsI
tertiaryIstructureXIFEBShLettersVI2006VIehZVIbaZiWaf 3.8 25

159 qnIqrabidopsisIthalianaIct²qIencodingIsaRbUSWdependentIproteinIkinaseXIPlanthPhysiologyVI1994VI
aZeVIadfaWb 6.6 25

158 ’argeWscaleIcollectionIandIanalysisIofIfullWlengthIct²qsIfromIrrachypodiumIdistachyonIandI
integrationIwithI₂ooideaeIsequenceIresourcesXIPLoShONEVI2013VIhVIegebfe 3.7 25

157
WheatIgermWbasedIproteinIlibrariesIforItheIfunctionalIcharacterisationIofItheIqrabidopsisIubI
ubiquitinIconjugatingIenzymesIandItheIαy²wWtypeIucIubiquitinIligaseIenzymesXIBMChPlanthBiologyVI
2015VIaeVIbge

5.3 24

156
sloningIofIaIcarrotIct²qIforIaImemberIofItheIfamilyIofIqt₂WribosylationIfactorsIRqαvsSIandI
characterizationIofItheIbindingIofInucleotidesIbyIitsIproductIafterIexpressionIinIuXIcoliXIPlanthandh
CellhPhysiologyVI1995VIcfVIhdiWef

4.9 24

155 sharacterizationIofItheIclonedIribosomalIt²qIofItobaccoIchloroplastsXIMolecularhGeneticshandh
GenomicsVI1980VIaghVIaWg 24

154 TyrosineIphosphorylationIofItheIwqαUIucIubiquitinIligaseIpromotesIgibberellinIsignallingIbyI
preventingIwytaIdegradationXINaturehCommunicationsVI2017VIhVIaZZd 17.4 23

153
TreeTvtrjIanIintegrativeIdatabaseIofItheItranscriptionIfactorsIfromIsixIeconomicallyIimportantI
treeIcropsIforIfunctionalIpredictionsIandIcomparativeIandIfunctionalIgenomicsXIDNAhResearchVI2013
VIbZVIaeaWfb

4.5 23

152 qInewIleadIcompoundIforIabscisicIacidIbiosynthesisIinhibitorsItargetingIiWcisWepoxycarotenoidI
dioxygenaseXIBioorganichandhMedicinalhChemistryhLettersVI2004VIadVIcZccWf 2.9 23
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151 ydentificationIofIqrabidopsisIwenesIαegulatedIbyIxighI’ightâ��δtressIUsingIct²qI–icroarray´¶XI
PhotochemistryhandhPhotobiologyVI2003VIggVIbbfWbcc 3.6 23

150 q’ry²¶Iq²tI₂q’uIwαuu²IaZIencodesIrr–yyIisomeraseIinvolvedIinIhistidineIbiosynthesisIinI
qrabidopsisIthalianaXIPlanthandhCellhPhysiologyVI2005VIdfVIaafeWgb 4.9 23

149 sharacterizationIofIfourIextensinIgenesIinIqrabidopsisIthalianaIbyIdifferentialIgeneIexpressionI
underIstressIandInonWstressIconditionsXIDNAhResearchVI2001VIhVIaaeWbb 4.5 23

148 qIgeneWstackingIapproachItoIovercomeItheItradeWoffIbetweenIdroughtIstressItoleranceIandIgrowthI
inIqrabidopsisXIPlanthJournalVI2019VIigVIbdZWbef 6.9 23

147 δolutionIstructureIofItheIrhodaneseIhomologyIdomainIqtdgZaZeZRageWbieSIfromIqrabidopsisI
thalianaXIProteinhScienceVI2005VIadVIbbdWcZ 6.3 22

146 vunctionalIcloningIofIaIct²qIencodingI–eibWlikeIproteinIfromIqrabidopsisIthalianaIusingIaIfissionI
yeastIpheromoneIreceptorIdeficientImutantXIFEBShLettersVI1997VIdacVIafWbZ 3.8 22

145 uarlyIsaltWstressIeffectsIonIexpressionIofIgenesIforIaquaporinIhomologuesIinItheIhalophyteIseaI
asterIRqsterItripoliumI’XSXIJournalhofhPlanthResearchVI1998VIaaaVIdaaWdai 2.6 22

144
t²qIsequencesIofItobaccoIchloroplastIgenesIforItα²qRδerSIRwwqSVItα²qIRThrSIRUwUSVItα²qIR’euSI
RUqqSVItα²qIR₂heSIRwqqSjItheItα²qIR’euSIgeneIcontainsIaIeZcIbpIintronXIPlanthMolecularhBiologyVI
1986VIfVIaicWi

4.6 22

143 ’ocationIandInucleotideIsequenceIofItheIgenesIforItobaccoIchloroplastItα²qqrgIRqswSIandI
tα²q’euRUqwSXICurrenthGeneticsVI1985VIiVIdZeWi 2.9 22

142 TranscriptomeIanalysisIofIthermogenicIqrumIconcinnatumIrevealsItheImolecularIcomponentsIofI
floralIscentIproductionXIScientifichReportsVI2015VIeVIhgec 4.9 21

141 ynositolsIandItheirImetabolitesIinIabioticIandIbioticIstressIresponsesXISubwCellularhBiochemistryVI
2006VIciVIbciWfd 5.5 21

140 ysIαepressedIbyITransgeneWynducedIt²qI–ethylationIinItheIqrabidopsisI–utantXIPlanthCellVI2020VI
cbVIaZceWaZdh 11.6 20

139 uvolutionarilyIconservedIry’dIsuppressesItheIdegradationIofIbrassinosteroidIreceptorIrαyaIandI
regulatesIcellIelongationXIScientifichReportsVI2017VIgVIegci 4.9 20

138 vunctionalIgenomicsIusingIαy‘u²IqrabidopsisIthalianaIfullWlengthIct²qsXIJournalhofhPlanthResearchVI
2009VIabbVIceeWff 2.6 20

137
qrabidopsisIα₂TbaIencodingItheIbfδIproteasomeIsubunitIisIrequiredIforIvariousIaspectsIofIrootI
meristemImaintenanceVIandIregulatesIgametogenesisIredundantlyIwithIitsIhomologVIα₂TbbXIPlanth
andhCellhPhysiologyVI2011VIebVIafbhWdZ

4.9 20

136 ’ossIofItheIplastidIenvelopeIproteinIqt’rgrIcausesIspontaneousIchloroticIcellIdeathIinIqrabidopsisI
thalianaXIPlanthandhCellhPhysiologyVI2012VIecVIabeWcd 4.9 20

135 qInovelIqrabidopsisIt²qIbindingIproteinIcontainsItheIconservedImotifIofIx–wWboxIproteinsXI
NucleichAcidshResearchVI1992VIbZVIfgcg 20.1 20

134 ²ucleotideIsequenceIofIaIct²qIencodingIaIproteinIkinaseIhomologueIinIqrabidopsisIthalianaXIPlanth
MolecularhBiologyVI1992VIahVIhZiWab 4.6 20

Kazuo Shinozaki

28



133 αqαwuIyyjIanIintegratedIphenotypeIdatabaseIofIqrabidopsisImutantItraitsIusingIaIcontrolledI
vocabularyXIPlanthandhCellhPhysiologyVI2014VIeeVIed 4.9 19

132 qInovelIethanolWhypersensitiveImutantIofIqrabidopsisXIPlanthandhCellhPhysiologyVI2004VIdeVIgZcWaa 4.9 19

131 αy₂₂δjIqI₂lantI₂henotypingIδystemIforI−uantitativeIuvaluationIofIwrowthIUnderIsontrolledI
unvironmentalIδtressIsonditionsXIPlanthandhCellhPhysiologyVI2018VIeiVIbZcZWbZch 4.9 18

130 TranscriptomeIanalysesIrevealedIdiverseIexpressionIchangesIinIagoaIandIhylaIqrabidopsisImutantsXI
PlanthandhCellhPhysiologyVI2009VIeZVIagaeWbZ 4.9 18

129 ²–αIassignmentIofItheIhypotheticalIu²TxWVxδIdomainIqtcgafbgZIfromIqrabidopsisIthalianaXI
JournalhofhBiomolecularhNMRVI2004VIbiVIbZeWf 3 18

128 tαurIαegulonsIinIqbioticWδtressWαesponsiveIweneIuxpressionIinI₂lantsI2009VIaeWbh 17

127
²WbenzylideneanilineIandI²WbenzylanilineIareIpotentIinhibitorsIofI
lignostilbeneWalphaVbetaWdioxygenaseVIaIkeyIenzymeIinIoxidativeIcleavageIofItheIcentralIdoubleI
bondIofIlignostilbeneXIJournalhofhEnzymehInhibitionhandhMedicinalhChemistryVI2003VIahVIbgiWhc

5.6 17

126 –olecularIαesponsesItoItroughtIδtressI1998VIadiWafc 17

125
–olecularVIphysiologicalVIandIagronomicalIcharacterizationVIinIgreenhouseIandIinIfieldIconditionsVI
ofIsoybeanIplantsIgeneticallyImodifiedIwithIqtwolδbIgeneIforIdroughtItoleranceXIMolecularh
BreedingVI2016VIcfVIa

3.4 16

124 tesignIofIanIoptimalIpromoterIinvolvedIinItheIheatWinducedItranscriptionalIpathwayIinIqrabidopsisVI
soybeanVIriceIandImaizeXIPlanthJournalVI2017VIhiVIfgaWfhZ 6.9 16

123
teterminationIofIgrowthIstagesIandImetabolicIprofilesIinIrrachypodiumIdistachyonIforI
comparisonIofIdevelopmentalIcontextIwithITriticeaeIcropsXIProceedingshofhthehRoyalhSocietyhB:h
BiologicalhSciencesVI2015VIbhbVI

4.4 16

122 Tri–utrjIaIdatabaseItoIintegrateItranscribedImarkersIandIfacilitateIgeneticIstudiesIofItheItribeI
TriticeaeXIBMChPlanthBiologyVI2008VIhVIgb 5.3 16

121 ydentificationIofIgenesIregulatedIbyIdarkIadaptationIandIfarWredIlightIilluminationIinIrootsIofI
qrabidopsisIthalianaTXIPlantvhCellhandhEnvironmentVI2004VIbgVIachgWacid 8.4 16

120 sellularI₂hosphorylationIδignalingIandIweneIuxpressionIinItroughtIδtressIαesponsesjI
qrqWtependentIandIqrqWyndependentIαegulatoryIδystemsXIPlantsVI2021VIaZVI 4.5 16

119 v₂XIisIaI²ovelIshemicalIynducerIthatI₂romotesIsallusIvormationIandIδhootIαegenerationIinI₂lantsXI
PlanthandhCellhPhysiologyVI2018VIeiVIaeeeWaefg 4.9 15

118 ₂os–edWplusjIanIintelligentIsearchIengineIthatIinferentiallyIintegratesIcrossWspeciesIinformationI
resourcesIforImolecularIbreedingIofIplantsXIPlanthandhCellhPhysiologyVI2009VIeZVIabdiWei 4.9 14

117
weneIcodingIforIδigqWbindingIproteinIfromIqrabidopsisIappearsItoIbeItranscriptionallyI
upWregulatedIbyIsalicylicIacidIandI²₂αaWdependentImechanismsXIJournalhofhGeneralhPlanthPathologyVI
2008VIgdVIcdeWced

1 14

116 tesignIandIsynthesisIofIlignostilbeneWalphaVbetaWdioxygenaseIinhibitorsXIBioorganichandhMedicinalh
ChemistryhLettersVI2002VIabVIaaciWdb 2.9 14

(2002-2014)
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115
₂osttranslationalIregulationIofImultipleIclockWrelatedItranscriptionIfactorsItriggersIcoldWinducibleI
geneIexpressionIinXIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI
2021VIaahVI

11.5 14

114 δimultaneousIδilencingIofITwoIqrginineItecarboxylaseIwenesIqltersItevelopmentIinIqrabidopsisXI
FrontiershinhPlanthScienceVI2016VIgVIcZZ 6.2 14

113 TranscriptomeIanalysisIofIsoybeanIRwlycineImaxSIrootIgenesIdifferentiallyIexpressedIinIrhizobialVI
arbuscularImycorrhizalVIandIdualIsymbiosisXIJournalhofhPlanthResearchVI2019VIacbVIedaWefh 2.6 13

112 vunctionalIanalysisIofItheIxikeshiWlikeIproteinIandIitsIinteractionIwithIxδ₂gZIinIqrabidopsisXI
BiochemicalhandhBiophysicalhResearchhCommunicationsVI2014VIdeZVIcifWdZZ 3.4 13

111 ₂lantW₂rqδjIaIdatabaseIofIphysicochemicalIandIstructuralIpropertiesIandInovelIfunctionalIregionsIinI
plantIproteomesXIPlanthandhCellhPhysiologyVI2015VIefVIeaa 4.9 13

110 TowardIgenomeWwideImetabolotypingIandIelucidationIofImetabolicIsystemjImetabolicIprofilingIofI
largeWscaleIbioresourcesXIJournalhofhPlanthResearchVI2010VIabcVIbiaWh 2.6 13

109 qnalysisIofItheIpromoterIregionIinItheIrrnqIoperonIfromIaIblueWgreenIalgaVIqnacystisInidulansI
fcZaXIMolecularhGeneticshandhGenomicsVI1986VIbZbVIagcWagh 13

108 weneIorganizationIofIchloroplastIt²qIfromItheIbroadIbeanIViciaIfabaXIMolecularhGeneticshandh
GenomicsVI1984VIaigVIcfcWcfg 13

107 δplitIwenesIandIsyδYTransIδplicingIinITobaccoIshloroplastsI1987VIfeWgf 13

106 unhancementIofIabioticIstressItoleranceIinIpoplarIbyIoverexpressionIofIkeyIqrabidopsisIstressI
responseIgenesVIqtδα‘bsIandIqtwolδbXIMolecularhBreedingVI2017VIcgVIa 3.4 12

105 ²ovelIδtressWynducibleIqntisenseIα²qsIofI₂roteinWsodingI’ociIqreIδynthesizedIbyIα²qWtependentI
α²qI₂olymeraseXIPlanthPhysiologyVI2017VIageVIdegWdgb 6.6 12

104 ²ovelIqbscisicIqcidIqntagonistsIydentifiedIwithIshemicalIqrrayIδcreeningXIChemBioChemVI2015VIafVIbdgaWh3.8 12

103 v¶XWsuperrootsIofI’otusIcorniculatusVIoverexpressingIqrabidopsisIfullWlengthIct²qVIshowIstableI
variationsIinImorphologicalItraitsXIJournalhofhPlanthPhysiologyVI2011VIafhVIahaWg 3.6 12

102 qnalysisIofImultipleIoccurrencesIofIalternativeIsplicingIeventsIinIqrabidopsisIthalianaIusingInovelI
sequencedIfullWlengthIct²qsXIDNAhResearchVI2009VIafVIaeeWfd 4.5 12

101 αoleIofIqrabidopsisI–YsIandI–YrIxomologsIinItroughtWIandIqbscisicIqcidWαegulatedIweneI
uxpressionXIPlanthCellVI1997VIiVIahei 11.6 12

100 sharacterizationIofIgrowthWphaseWspecificIresponsesItoIcoldIinIqrabidopsisIthalianaI
suspensionWculturedIcellsXIPlantvhCellhandhEnvironmentVI2008VIcaVIcedWfe 8.4 12

99 TranscriptomeIanalysisIinIabioticIstressIconditionsIinIhigherIplantsXITopicshinhCurrenthGeneticsVI2003VIbgaWcZh 12

98 ²–αIassignmentIofItheIhypotheticalIrhodaneseIdomainIqtdgZaZeZIfromIqrabidopsisIthalianaXI
JournalhofhBiomolecularhNMRVI2004VIbiVIbZgWh 3 12
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97 –onitoringItheIuxpressionI₂atternIofIacZZIqrabidopsisIwenesIunderItroughtIandIsoldIδtressesIbyI
UsingIaIvullW’engthIct²qI–icroarrayXIPlanthCellVI2001VIacVIfa 11.6 12

96 sharacterizationIofIchloroplastIt²qIfromIsugarIbeetIwithInormalIandImaleIsterileIcytoplasmsXXI
JapanesehJournalhofhGeneticsVI1984VIeiVIdigWeZd 12

95 qT–α‘aVIanIqrabidopsisIproteinIkinaseIrelatedItoImammalImixedWlineageIkinasesIandIαafIproteinI
kinasesXIPlanthScienceVI1997VIacZVIagaWagi 5.3 11

94
tisruptionIofIaIgeneIencodingIphosphatidicIacidIphosphataseIcausesIabnormalIphenotypesIinIcellI
growthIandIabnormalIcytokinesisIinIδaccharomycesIcerevisiaeXIBiochemicalhandhBiophysicalhResearchh
CommunicationsVI1998VIbdhVIhgWib

3.4 11

93 sloningIandIsequencingIofIaInovelIserineYthreonineIproteinIkinaseIinIqrabidopsisIthalianaXIPlanth
PhysiologyVI1994VIaZfVIabbiWcZ 6.6 11

92 ’ongWdistanceIstressIandIdevelopmentalIsignalsIassociatedIwithIabscisicIacidIsignalingIinI
environmentalIresponsesXIPlanthJournalVI2021VIaZeVIdggWdhh 6.9 11

91 qnalysisIofIsingleInucleotideIpolymorphismsIbasedIonIα²qIsequencingIdataIofIdiverseI
bioWgeographicalIaccessionsIinIbarleyXIScientifichReportsVI2016VIfVIccaii 4.9 10

90 wenomeWwideIdiscoveryIandIinformationIresourceIdevelopmentIofIt²qIpolymorphismsIinIcassavaXI
PLoShONEVI2013VIhVIegdZef 3.7 10

89 δexIshromosomeIuvolutionIαevealedIbyI₂hysicalI–appingIofIδlq₂cXYYIinItheItioeciousI₂lantI
δileneIlatifoliaXICytologiaVI2010VIgeVIcaiWcbe 0.9 10

88 ymprovingI₂lantItroughtVIδaltIandIvreezingIToleranceIbyIweneITransferIofIaIδingleIδtressWynducibleI
TranscriptionIvactorXINovartishFoundationhSymposiumVI2007VIagfWahi 10

87 ₂roteinIphosphorylationIandIdephosphorylationIinIenvironmentalIstressIresponsesIinIplantsXI
AdvanceshinhBotanicalhResearchVI2000VIcbVIceeWcgg 2.2 10

86
xighIaffinityIpromoterIbindingIofIδT¶₂aIisIessentialIforIearlyIexpressionIofInovelI
aluminumWinducedIresistanceIgenesIwtxaIandIwtxbIinIqrabidopsisXIJournalhofhExperimentalhBotany
VI2021VIgbVIbgfiWbghi

7 10

85 qrqWresponsiveIgeneIexpressionIinIresponseItoIdroughtIstressjIcellularIregulationIandI
longWdistanceIsignalingXIAdvanceshinhBotanicalhResearchVI2019VIhcWaac 2.2 9

84 troughtIδtressIδignalingI²etworkI2014VIchcWdZi 9

83 δubstantialIexpressionIofInovelIsmallIopenIreadingIframesIinI¶ryzaIsativaXIPlanthSignalinghandh
BehaviorVI2014VIiVIebghdh 2.5 9

82 αy‘u²IsassavaIynitiativejIustablishmentIofIaIsassavaIvunctionalIwenomicsI₂latformXITropicalhPlanth
BiologyVI2012VIeVIaaZWaaf 1.6 9

81
sonstructionIofIaIproteinIlibraryIofIqrabidopsisItranscriptionIfactorsIusingIaIwheatIcellWfreeIproteinI
productionIsystemIandIitsIapplicationIforIt²qIbindingIanalysisXIBiosciencevhBiotechnologyhandh
BiochemistryVI2009VIgcVIaffaWd

2.1 9

80 sonstructionIofIaIct²qIlibraryIforIaIspecificIregionIofIaIchromosomeIusingIaInovelIct²qIselectionI
methodIutilizingIlatexIparticlesXIGeneVI1995VIafeVIaeeWfa 3.8 9

(1995-2001)
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79 qnalysisIofIphosphorylationIofIwheatIelongationIfactorIaIbetaIandIbetaQIbyIcaseinIkinaseIyyXI
BiosciencevhBiotechnologyhandhBiochemistryVI1993VIegVIagdZWb 2.1 9

78 vunctionalIrelationshipIofIqtqrswbaIandIqtqrswbbIinIstomatalIregulationXIScientifichReportsVI2017VI
gVIabeZa 4.9 8

77
qrabidopsisIδ–²bYxu²bVIuncodingItuqtWroxIα²qIxelicaseVIwovernsI₂roperIuxpressionIofItheI
αesistanceIweneIδ–²aYα₂δfIandIysIynvolvedIinItwarfVIqutoimmuneI₂henotypesIofImekkaIandI
mpkdI–utantsXIPlanthandhCellhPhysiologyVI2020VIfaVIaeZgWaeaf

4.9 8

76 somparativeI₂hosphoproteomicIqnalysisIαevealsIaItecayIofIqrqIδignalingIinIrarleyIumbryosI
duringIqfterWαipeningXIPlanthandhCellhPhysiologyVI2019VIfZVIbgehWbgfh 4.9 8

75 wenomeWwideIbiochemicalIanalysisIofIqrabidopsisIproteinIphosphataseIusingIaIwheatIcellWfreeI
systemXIFEBShLettersVI2012VIehfVIcacdWda 3.8 8

74 αapidIconstructionIofIaItranscriptionImapIforIaIcosmidIcontigIofIqrabidopsisIthalianaIgenomeIusingI
aInovelIct²qIselectionImethodXIPlanthJournalVI1997VIabVIdhaWg 6.9 8

73 qIflexibleIrepresentationIofIomicIknowledgeIforIthoroughIanalysisIofImicroarrayIdataXIPlanth
MethodsVI2006VIbVIe 5.8 8

72 qIweedIreachesInewIheightsIdownIunderXIPlanthCellVI1999VIaaVIahagWbf 11.6 8

71 αestrictionIfragmentImapIofIsugarIbeetIRretaIvulgarisI’XSIchloroplastIt²qXIPlanthMolecularhBiologyVI
1986VIgVIbZaWe 4.6 8

70 somparativeI₂hosphoproteomicIqnalysisIofIrarleyIumbryosIwithItifferentItormancyIduringI
ymbibitionXIInternationalhJournalhofhMolecularhSciencesVI2019VIbZVI 6.3 7

69 TranscriptionalIalterationsIduringIproliferationIandIlignificationIinI₂hyllostachysInigraIcellsXI
ScientifichReportsVI2018VIhVIaacdg 4.9 7

68 ₂hosphorylationInetworksIinItheIabscisicIqcidIsignalingIpathwayXIThehEnzymesVI2014VIceVIbgWef 2.3 7

67 unvironmentalIδensitivityIinI₂athogenIαesistantIqrabidopsisI–utantsaacWace 7

66 TranscriptionIvactorsIynvolvedIinItheIsrosstalkIbetweenIqbioticIandIrioticIδtressWδignalingI²etworksdcWeh 7

65 qInovelITiWplasmidWconvertibleIlambdaIphageIvectorIsystemIsuitableIforIgeneIisolationIbyIgeneticI
complementationIofIqrabidopsisIthalianaImutantsXIPlanthJournalVI1995VIgVIhdiWef 6.9 7

64 ¶verexpressionIofIqt²sutcIgeneIimprovedIdroughtItoleranceIinIsoybeanIinIgreenhouseIandIfieldI
conditionsXIGeneticshandhMolecularhBiologyVI2020VIdcVIebZaiZbib 2 7

63 rrassinosteroidsIregulateIvacuolarImorphologyIinIrootImeristemIcellsIofIqrabidopsisIthalianaXIPlanth
SignalinghandhBehaviorVI2018VIacVIeadaggbb 2.5 6

62 ₂ositionalIcorrelationIanalysisIimprovesIreconstructionIofIfullWlengthItranscriptsIandIalternativeI
isoformsIfromInoisyIarrayIsignalsIorIshortIreadsXIBioinformaticsVI2012VIbhVIibiWcg 7.2 6
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61 –olecularIcharacterizationIofIaIct²qIencodingIaInovelIsmallIwT₂WbindingIproteinIfromIqrabidopsisI
thalianaXIBiochimicahEthBiophysicahActahGenehRegulatoryhMechanismsVI1997VIacedVIiiWaZd 6

60 xomologousIchromosomeIpairingIisIcompletedIinIcrossoverIdefectiveIatzipdImutantXIBiochemicalh
andhBiophysicalhResearchhCommunicationsVI2008VIcgZVIihWaZc 3.4 6

59 qccelerationIofIsoybeanIgenomicsIusingIlargeIcollectionsIofIt²qImarkersIforIgeneIdiscoveryXIDNAh
ResearchVI2007VIadVIbce 4.5 6

58 ’argeWδcaleI₂hosphoproteomicIδtudyIofI–embraneI₂roteinsIαevealsIuarlyIδignalingIuventsIinI
αesponseItoIsoldXIInternationalhJournalhofhMolecularhSciencesVI2020VIbaVI 6.3 6

57 sy₂‘bcIregulatesIblueIlightWdependentIstomatalIopeningIinIqrabidopsisIthalianaXIPlanthJournalVI
2020VIaZdVIfgiWfib 6.9 6

56
qIxighlyIδpecificIwenomeWWideIqssociationIδtudyIyntegratedIwithITranscriptomeItataIαevealsItheI
sontributionIofIsopyI²umberIVariationsItoIδpecializedI–etabolitesIinIqrabidopsisIthalianaI
qccessionsXIMolecularhBiologyhandhEvolutionVI2017VIcdVIcaaaWcabb

8.3 5

55 –etaboliteYphytohormoneWgeneIregulatoryInetworksIinIsoybeanIorgansIunderIdehydrationI
conditionsIrevealedIbyIintegrationIanalysisXIPlanthJournalVI2020VIaZcVIaigWbaa 6.9 5
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