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j Paper IF Citations

562 lancerF–isksFjssociatedFWithFandFyathogenicFVariantsTTFJournalbofbClinicalbOncologyRF2022RFslxXWVXWWX 2.2 7

561 –areFgermlineFcopyFnumberFvariantsFNlwVsOFandFbreastFcancerFriskTTFCommunicationsbBiologyRF2022RF
[RF][ 6.7 0

560 ValueFofFtheFlossFofFheterozygosityFtoFk–ljWFvariantFclassificationTTFNpjbBreastbCancerRF2022RFaRFb 7.8

559 lommonFvariantsFinFbreastFcancerFriskFlociFpredisposeFtoFdistinctFtumorFsubtypesTTFBreastbCancerb
ResearchRF2022RFXZRFX 8.3 3

558 yathologyFofFTumorsFjssociatedFWithFyathogenicFpermlineFVariantsFinFbFkreastFlancerF
 usceptibilityFpenesTTFJAMAbOncologyRF2022RF 13.4 4

557 oamilialFjspectsFofFvammographicFmensityFveasuresFjssociatedFwithFkreastFlancerF–iskTTFCancersRF
2022RFWZRF 6.6 2

556 narlyFlifeFaffectsFlateSlifeFhealthFthroughFdeterminingFmwjFmethylationFacrossFtheFlifespancFjFtwinF
studyTTFEBioMedicineRF2022RF__RFWVYbX_ 8.8 1

555 yopulationSbasedFestimatesFofFageSspecificFcumulativeFriskFofFbreastFcancerFforFpathogenicFvariantsF
inFjTvTTFBreastbCancerbResearchRF2022RFXZRFXZ 8.3 0

554 jFpenomeSWideFpeneSkasedFpeneâ��nnvironmentFrnteractionF tudyFofFkreastFlancerFinFvoreFthanF
bVRVVVFWomenTFCancerbResearchbCommunicationsRF2022RFXRFXWWSXWb 0

553 rmprovingFbreastFcancerFriskFpredictionFwithFepigeneticFriskFfactorsTTFNaturebReviewsbClinicalb
OncologyRF2022RF 19.4 1

552 penomeSwideFandFtranscriptomeSwideFassociationFstudiesFofFmammographicFdensityFphenotypesF
revealFnovelFlociTTFBreastbCancerbResearchRF2022RFXZRFX_ 8.3 1

551 penomeSwideFinteractionFanalysisFofFmenopausalFhormoneFtherapyFuseFandFbreastFcancerFriskF
amongF]XRY_VFwomenTTFScientificbReportsRF2022RFWXRF]Wbb 4.9

550 WithinSsibshipFgenomeSwideFassociationFanalysesFdecreaseFbiasFinFestimatesFofFdirectFgeneticF
effectsTTFNaturebGeneticsRF2022RF[ZRF[aWS[bX 36.3 6

549 kreastFcancerFrisksFassociatedFwithFmissenseFvariantsFinFbreastFcancerFsusceptibilityFgenesTTFGenomeb
MedicineRF2022RFWZRF[W 14.4 0

548 peneticFjspectsFofFvammographicFmensityFveasuresFjssociatedFwithFkreastFlancerF–iskTFCancersRF
2022RFWZRFX_]_ 6.6

547 –isksFofFbreastFandFovarianFcancerFforFwomenFharboringFpathogenicFmissenseFvariantsFinFk–ljWF
andFk–ljXFcomparedFwithFthoseFharboringFproteinFtruncatingFvariantsTTFGeneticsbinbMedicineRF2021RF 8.1 2

546 permlineFvariantsFandFbreastFcancerFsurvivalFinFpatientsFwithFdistantFmetastasesFatFprimaryFbreastF
cancerFdiagnosisTFScientificbReportsRF2021RFWWRFWb_a_ 4.9 0
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545 –epeatabilityFofFmethylationFmeasuresFusingFaFzrjseqFtargetedFmethylFpanelFandFcomparisonFwithF
theFrlluminaFqumanvethylationZ[VFassayTFBMCbResearchbNotesRF2021RFWZRFYbZ 2.3 0

544 kiologicalFjgingFveasuresFkasedFonFkloodFmwjFvethylationFandF–iskFofFlancercFjFyrospectiveF
 tudyTFJNCIbCancerbSpectrumRF2021RF[RFpkaaWVb 4.6 11

543 yrognosticFrmpactFofFTotalFylasmaFlellSfreeFmwjFloncentrationFinFjndrogenF–eceptorFyathwayF
rnhibitorStreatedFvetastaticFlastrationSresistantFyrostateFlancerTFEuropeanbUrologybFocusRF2021RF_RFWXa_SWXbW5.1 3

542 yrospectiveFnvaluationFofFtheFjdditionFofFyolygenicF–iskF coresFtoFkreastFlancerF–iskFvodelsTFJNCIb
CancerbSpectrumRF2021RF[RFpkabVXW 4.6 3

541 cFpeneticFVariationRFqeritableFvethylationFandFmiseaseFjssociationTFInternationalbJournalbofb
MolecularbSciencesRF2021RFXXRF 6.3 3

540 yopulationSkasedFnstimatesFofFtheFjgeS pecificFlumulativeF–iskFofFkreastFlancerFforFyathogenicF
VariantsFinFcFoindingsFfromFtheFjustralianFkreastFlancerFoamilyF–egistryTFCancersRF2021RFWYRF 6.6 2

539 –areFpermlineFyathogenicFVariantsFrdentifiedFbyFvultigeneFyanelFTestingFandFtheF–iskFofF
jggressiveFyrostateFlancerTFCancersRF2021RFWYRF 6.6 1

538 yrospectiveFevaluationFofFaFbreastScancerFriskFmodelFintegratingFclassicalFriskFfactorsFandFpolygenicF
riskFinFW[FcohortsFfromFsixFcountriesTFInternationalbJournalbofbEpidemiologyRF2021RF 7.8 6

537 npigeneticFmriftFjssociationFwithFlancerF–iskFandF urvivalRFandFvodificationFbyF exTFCancersRF2021RF
WYRF 6.6 4

536 nvaluationFofFtheFassociationFofFheterozygousFgermlineFvariantsFinFwTquWFwithFbreastFcancerF
predispositioncFanFinternationalFmultiScenterFstudyFofFZ_RWaVFsubjectsTFNpjbBreastbCancerRF2021RF_RF[X 7.8 2

535 mwjFvethylationF ignaturesFandFtheFlontributionFofFjgeSjssociatedFvethylomicFmriftFtoF
larcinogenesisFinFnarlySxnsetFlolorectalFlancerTFCancersRF2021RFWYRF 6.6 3

534 oirstFinternationalFworkshopFofFtheFjTvFandFcancerFriskFgroupFNZS[FmecemberFXVWbOTFFamilialbCancer
RF2021RFW 3 5

533
jssociationFofFmarkersFofFinflammationRFtheFkynurenineFpathwayFandFkFvitaminsFwithFageFandF
mortalityRFandFaFsignatureFofFinflammagingTFJournalsbofbGerontologybobSeriesbAbBiologicalbSciencesbandb
MedicalbSciencesRF2021RF

6.4 7

532 penomicF–iskFyredictionFforFkreastFlancerFinFxlderFWomenTFCancersRF2021RFWYRF 6.6 1

531
ounctionalFannotationFofFtheFXqY[FbreastFcancerFriskFlocusFimplicatesFaFstructuralFvariantFinF
influencingFactivityFofFaFlongSrangeFenhancerFelementTFAmericanbJournalbofbHumanbGeneticsRF2021RF
WVaRFWWbVSWXVY

11 1

530 TranscriptomicFchangesFinFperipheralFbloodFmononuclearFcellsFwithFweightFlosscFsystematicF
literatureFreviewFandFprimaryFdataFsynthesisTFGenesbandbNutritionRF2021RFW]RFWX 4.3 2

529 lombinedFjssociationsFofFaFyolygenicF–iskF coreFandFllassicalF–iskFoactorsFWithFkreastFlancerF–iskTF
JournalbofbthebNationalbCancerbInstituteRF2021RFWWYRFYXbSYY_ 9.7 14

528 TwoSstageF tudyFofFoamilialFyrostateFlancerFbyFWholeSexomeF equencingFandFlustomFlaptureF
rdentifiesFWVFwovelFpenesFjssociatedFwithFtheF–iskFofFyrostateFlancerTFEuropeanbUrologyRF2021RF_bRFY[YSY]W10.2 9
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527 vendelianFrandomizationFanalysesFsuggestFaFroleFforFcholesterolFinFtheFdevelopmentFofF
endometrialFcancerTFInternationalbJournalbofbCancerRF2021RFWZaRFYV_SYWb 7.5 13

526 wovelFmammogramSbasedFmeasuresFimproveFbreastFcancerFriskFpredictionFbeyondFanFestablishedF
mammographicFdensityFmeasureTFInternationalbJournalbofbCancerRF2021RFWZaRFXWbYSXXVX 7.5 8

525 vethylationFmarksFofFprenatalFexposureFtoFmaternalFsmokingFandFriskFofFcancerFinFadulthoodTF
InternationalbJournalbofbEpidemiologyRF2021RF[VRFWV[SWW[ 7.8 2

524 lomparingF[SYearFandFuifetimeF–isksFofFkreastFlancer´ usingFtheFyrospectiveFoamilyF tudyFlohortTF
JournalbofbthebNationalbCancerbInstituteRF2021RFWWYRF_a[S_bW 9.7 5

523 mwjFvethylationFinFyeripheralFkloodFandF–iskFofFpastricFlancercFjFyrospectiveFwestedFlaseScontrolF
 tudyTFCancerbPreventionbResearchRF2021RFWZRFXYYSXZV 3.2 2

522 permlineF equencingFmwjF–epairFpenesFinF[[Z[FvenFWithFjggressiveFandFwonaggressiveFyrostateF
lancerTFJournalbofbthebNationalbCancerbInstituteRF2021RFWWYRF]W]S]X[ 9.7 14

521 jlcoholFconsumptionFisFassociatedFwithFwidespreadFchangesFinFbloodFmwjFmethylationcFjnalysisFofF
crossSsectionalFandFlongitudinalFdataTFAddictionbBiologyRF2021RFX]RFeWXa[[ 4.6 13

520 mwjFmethylationFandFbreastFcancerFriskcFvalueFofFtwinFandFfamilyFstudiesF2021RF]_SaY 1

519 TheFnκ FmolecularFevaluationFofFpancreaticFcancercFjFprospectiveFmulticenterFcohortFtrialTF
EndoscopicbUltrasoundRF2021RFWVRFYY[SYZY 3.6 1

518 lYyYj_PWlFallelecFlinkingFpremenopausalFoestroneFandFprogesteroneFlevelsFwithFriskFofFhormoneF
receptorSpositiveFbreastFcancersTFBritishbJournalbofbCancerRF2021RFWXZRFaZXSa[Z 8.7 2

517 TransSancestryFgenomeSwideFassociationFmetaSanalysisFofFprostateFcancerFidentifiesFnewF
susceptibilityFlociFandFinformsFgeneticFriskFpredictionTFNaturebGeneticsRF2021RF[YRF][S_[ 36.3 62

516 jssociationFofFvariablyFmethylatedFtumourFmwjFregionsFwithFoverallFsurvivalFforFinvasiveFlobularF
breastFcancerTFClinicalbEpigeneticsRF2021RFWYRFWW 7.7 2

515 penomeSwideFhomozygosityFandFriskFofFfourFnonSqodgkinFlymphomaFsubtypesTFJournalbofb
TranslationalbGeneticsbandbGenomicsRF2021RF[RFXVVSXW_ 1.7

514 jFcaseSonlyFstudyFtoFidentifyFgeneticFmodifiersFofFbreastFcancerFriskFforFk–ljWUk–ljXFmutationF
carriersTFNaturebCommunicationsRF2021RFWXRFWV_a 17.4 4

513 kreastFlancerF–iskFpenesFSFjssociationFjnalysisFinFvoreFthanFWWYRVVVFWomenTFNewbEnglandbJournalb
ofbMedicineRF2021RFYaZRFZXaSZYb 59.2 143

512
peneticFanalysesFofFgynecologicalFdiseaseFidentifyFgeneticFrelationshipsFbetweenFuterineFfibroidsF
andFendometrialFcancerRFandFaFnovelFendometrialFcancerFgeneticFriskFregionFatFtheFWwTZFWpY]TWXF
locusTFHumanbGeneticsRF2021RFWZVRFWY[YSWY][

6.3 5

511 rndependentFprognosticFimpactFofFplasmaFwlxjXFalterationsFinFmetastaticFcastrationSresistantF
prostateFcancerTFProstateRF2021RFaWRFbbXSWVVW 4.2 1

510 rnflammationS–elatedFvarkerFyrofilingFofFmietaryFyatternsFandFjllScauseFvortalityFinFtheF
velbourneFlollaborativeFlohortF tudyTFJournalbofbNutritionRF2021RFW[WRFXbVaSXbW] 4.1 2
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509  urroundingFpreennessFandFkiologicalFjgingFkasedFonFmwjFvethylationcFjFTwinFandFoamilyF tudyF
inFjustraliaTFEnvironmentalbHealthbPerspectivesRF2021RFWXbRFa_VV_ 8.4 2

508
jssociationFofFgermlineFgeneticFvariantsFwithFbreastFcancerSspecificFsurvivalFinFpatientFsubgroupsF
definedFbyFclinicSpathologicalFvariablesFrelatedFtoFtumorFbiologyFandFtypeFofFsystemicFtreatmentTF
BreastbCancerbResearchRF2021RFXYRFa]

8.3 1

507 jndrogensFalterFtheFheterogeneityFofFsmallFextracellularFvesiclesFandFtheFsmallF–wjFcargoFinF
prostateFcancerTFJournalbofbExtracellularbVesiclesRF2021RFWVRFeWXWY] 16.4 2

506 vendelianFrandomisationFstudyFofFsmokingFexposureFinFrelationFtoFbreastFcancerFriskTFBritishb
JournalbofbCancerRF2021RFWX[RFWWY[SWWZ[ 8.7 0

505 peneticFinsightsFintoFbiologicalFmechanismsFgoverningFhumanFovarianFageingTFNatureRF2021RF[b]RFYbYSYb_50.4 28

504 –areFpermlineFVariantsFinFjTvFyredisposeFtoFyrostateFlancercFjFy–jlTrljuFlonsortiumF tudyTF
EuropeanbUrologybOncologyRF2021RFZRF[_VS[_b 6.7 12

503 jmbientFtemperatureFandFgenomeSwideFmwjFmethylationcFjFtwinFandFfamilyFstudyFinFjustraliaTF
EnvironmentalbPollutionRF2021RFXa[RFWW__VV 9.3 1

502 –esidentialFsurroundingFgreennessFandFmwjFmethylationcFjnFepigenomeSwideFassociationFstudyTF
EnvironmentbInternationalRF2021RFW[ZRFWV][[] 12.9 6

501  mokingFvethylationFvarksFforFyredictionFofFκrothelialFlancerF–iskTFCancerbEpidemiologyb
BiomarkersbandbPreventionRF2021RFYVRFXWb_SXXV] 4 1

500 kreastFlancerF–iskFoactorsFandF urvivalFbyFTumorF ubtypecFyooledFjnalysesFfromFtheFkreastFlancerF
jssociationFlonsortiumTFCancerbEpidemiologybBiomarkersbandbPreventionRF2021RFYVRF]XYS]ZX 4 4

499 rndependentFevaluationFofFmelanomaFpolygenicFriskFscoresFinFκtFandFjustralianFprospectiveF
cohortsTTFBritishbJournalbofbDermatologyRF2021RF 4 1

498 –ecreationalFyhysicalFjctivityFandFxutcomesFjfterFkreastFlancerFinFWomenFatFqighFoamilialF–iskTTF
JNCIbCancerbSpectrumRF2021RF[RFpkabVbV 4.6 0

497 yopulationSbasedFestimatesFofFbreastFcancerFriskFforFcarriersFofFpathogenicFvariantsFidentifiedFbyF
geneSpanelFtestingTFNpjbBreastbCancerRF2021RF_RFW[Y 7.8 1

496 TheFVariantFlTYZbjgpFrsFjssociatedFwithFyrostateFlancerF–iskFandFlarriersF hareFaFlommonF
jncestorTFCancersRF2020RFWXRF 6.6 4

495 peneticFandFenvironmentalFcausesFofFvariationFinFepigeneticFagingFacrossFtheFlifespanTFClinicalb
EpigeneticsRF2020RFWXRFW[a 7.7 15

494 penomeSwideFassociationFstudyFidentifiesFYXFnovelFbreastFcancerFsusceptibilityFlociFfromFoverallF
andFsubtypeSspecificFanalysesTFNaturebGeneticsRF2020RF[XRF[_XS[aW 36.3 76

493 permlineFqxXkWYFmutationsFpTpaZnFandFpT–XW_lFdoFnotFconferFanFincreasedFbreastFcancerFriskTF
ScientificbReportsRF2020RFWVRFb]aa 4.9 2

492 yjukXFpeneticFVariantscFlanFounctionalFjssaysFjssistFTranslationhTFTrendsbinbCancerRF2020RF]RFX]YSX][ 12.5 3
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491
lharacterizationFofFtheFlancerF pectrumFinFvenFWithFpermlineFk–ljWFandFk–ljXFyathogenicF
VariantscF–esultsForomFtheFlonsortiumFofFrnvestigatorsFofFvodifiersFofFk–ljWUXFNlrvkjOTFJAMAb
OncologyRF2020RF]RFWXWaSWXYV

13.4 25

490 TheFvuqWFpolymorphismFrsWaVV_YZFandFriskFofFendometrialFcancerFwithFmicrosatelliteFinstabilityTF
ClinicalbEpigeneticsRF2020RFWXRFWVX 7.7 2

489
rntegratingFmwjFmethylationFmeasuresFtoFimproveFclinicalFriskFassessmentcFareFweFthereFyethFTheF
caseFofFk–ljW´ methylationFmarksFtoFimproveFclinicalFriskFassessmentFofFbreastFcancerTFBritishb
JournalbofbCancerRF2020RFWXXRFWWYYSWWZV

8.7 11

488 TranscriptomeSwideFassociationFstudyFofFbreastFcancerFriskFbyFestrogenSreceptorFstatusTFGeneticb
EpidemiologyRF2020RFZZRFZZXSZ]a 2.6 9

487 vismatchFrepairFgeneFpathogenicFgermlineFvariantsFinFaFpopulationSbasedFcohortFofFbreastFcancerTF
FamilialbCancerRF2020RFWbRFWb_SXVX 3 3

486
yalmFreadingFandFwaterFdiviningcFjFcrossSsectionalFstudyFofFtheFaccuracyFofFpalmarFhyperlinearityF
andFtransepidermalFwaterFlossFtoFidentifyFindividualsFwithFaFfilaggrinFgeneFnullFmutationTFJournalbofb
thebAmericanbAcademybofbDermatologyRF2020RFaYRFWWa]SWWaa

4.5 1

485 jFnetworkFanalysisFtoFidentifyFmediatorsFofFgermlineSdrivenFdifferencesFinFbreastFcancerFprognosisTF
NaturebCommunicationsRF2020RFWWRFYWX 17.4 20

484 yredictionFofFcontralateralFbreastFcancercFexternalFvalidationFofFriskFcalculatorsFinFXVFinternationalF
cohortsTFBreastbCancerbResearchbandbTreatmentRF2020RFWaWRFZXYSZYZ 4.4 7

483 –areFgermlineFgeneticFvariantsFandFriskFofFaggressiveFprostateFcancerTFInternationalbJournalbofb
CancerRF2020RFWZ_RFXWZXSXWZb 7.5 7

482 jssociationFofFpenomicFmomainsFinFandFwithFyrostateFlancerF–iskFandFjggressivenessTFCancerb
ResearchRF2020RFaVRF]XZS]Ya 10.1 22

481 oineSmappingFofFW[VFbreastFcancerFriskFregionsFidentifiesFWbWFlikelyFtargetFgenesTFNaturebGeneticsRF
2020RF[XRF[]S_Y 36.3 56

480 xverallFlackFofFreplicationFofFassociationsFbetweenFdietaryFintakeFofFfolateFandFvitaminFkSWXFandF
mwjFmethylationFinFperipheralFbloodTFAmericanbJournalbofbClinicalbNutritionRF2020RFWWWRFXXaSXYV 7 2

479 mysfunctionalFepigeneticFagingFofFtheFnormalFcolonFandFcolorectalFcancerFriskTFClinicalbEpigeneticsRF
2020RFWXRF[ 7.7 27

478 lumulativeFkurdenFofFlolorectalFlancerSjssociatedFpeneticFVariantsFrsFvoreF tronglyFjssociatedF
WithFnarlySxnsetFvsFuateSxnsetFlancerTFGastroenterologyRF2020RFW[aRFWX_ZSWXa]TeWX 13.3 47

477 lancerF–isksFjssociatedFWithFpermlineFyathogenicFVariantscFjnFrnternationalF tudyFofF[XZFoamiliesTF
JournalbofbClinicalbOncologyRF2020RFYaRF]_ZS]a[ 2.2 133

476 yostmenopausalFqormoneFTherapyFandFlolorectalFlancerF–iskFbyFvolecularlyFmefinedF ubtypesF
andFTumorFuocationTFJNCIbCancerbSpectrumRF2020RFZRFpkaaVZX 4.6 2

475 yolygenicFriskFscoresFandFbreastFandFepithelialFovarianFcancerFrisksFforFcarriersFofFk–ljWFandFk–ljXF
pathogenicFvariantsTFGeneticsbinbMedicineRF2020RFXXRFW][YSW]]] 8.1 34

474 jnalyticalFvalidationFofFanFerrorScorrectedFultraSsensitiveFctmwjFnextSgenerationFsequencingFassayTF
BioTechniquesRF2020RF]bRFWYYSWZV 2.5 3
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473  tochasticFnpigeneticFvutationsFjreFjssociatedFwithF–iskFofFkreastFlancerRFuungFlancerRFandF
vatureFkScellFweoplasmsTFCancerbEpidemiologybBiomarkersbandbPreventionRF2020RFXbRFXVX]SXVY_ 4 6

472 kreastFlancerFyolygenicF–iskF coreFandFlontralateralFkreastFlancerF–iskTFAmericanbJournalbofb
HumanbGeneticsRF2020RFWV_RFaY_SaZa 11 12

471 jssociationFofFgermlineFvariationFwithFtheFsurvivalFofFwomenFwithFpathogenicFvariantsFandFbreastF
cancerTFNpjbBreastbCancerRF2020RF]RFZZ 7.8 3

470 peneticFtestingFinFyolandFandFκkrainecFshouldFcomprehensiveFgermlineFtestingFofFandFbeF
recommendedFforFwomenFwithFbreastFandFovarianFcancerhTFGeneticalbResearchRF2020RFWVXRFe] 1.1 0

469 lonsiderationsFWhenFκsingFkreastFlancerF–iskFvodelsFforFWomenFwithFwegativeFk–ljWUk–ljXF
vutationF–esultsTFJournalbofbthebNationalbCancerbInstituteRF2020RFWWXRFZWaSZXX 9.7 1

468
–ecreationalFyhysicalFjctivityFrsFjssociatedFwithF–educedFkreastFlancerF–iskFinFjdultFWomenFatF
qighF–iskFforFkreastFlancercFjFlohortF tudyFofFWomenF electedFforFoamilialFandFpeneticF–iskTF
CancerbResearchRF2020RFaVRFWW]SWX[

10.1 15

467  mokingFandFbloodFmwjFmethylationcFanFepigenomeSwideFassociationFstudyFandFassessmentFofF
reversibilityTFEpigeneticsRF2020RFW[RFY[aSY]a 5.7 22

466 rntervalFbreastFcancerFriskFassociationsFwithFbreastFdensityRFfamilyFhistoryFandFbreastFtissueFagingTF
InternationalbJournalbofbCancerRF2020RFWZ_RFY_[SYaX 7.5 10

465 nvaluationFofFassociationsFbetweenFgeneticallyFpredictedFcirculatingFproteinFbiomarkersFandFbreastF
cancerFriskTFInternationalbJournalbofbCancerRF2020RFWZ]RFXWYVSXWYa 7.5 9

464 qiSylexXcFaFsimpleFandFrobustFapproachFtoFtargetedFsequencingSbasedFgeneticFscreeningTF
BioTechniquesRF2019RF]_RFWWaSWXX 2.5 6

463 vethylationFalterationFofFasFaFpredictiveRFdiagnosticFandFprognosticFbiomarkerFforFchronicF
lymphocyticFleukemiaTFOncotargetRF2019RFWVRFZba_S[VVX 3.3 8

462 TwoFtruncatingFvariantsFinFojwllFandFbreastFcancerFriskTFScientificbReportsRF2019RFbRFWX[XZ 4.9 2

461 jFlostSeffectivenessFjnalysisFofFvultigeneFTestingFforFjllFyatientsFWithFkreastFlancerTFJAMAb
OncologyRF2019RF 13.4 46

460 kodyFsizeFandFdietaryFriskFfactorsFforFaggressiveFprostateFcancercFaFcaseScontrolFstudyTFCancerb
CausesbandbControlRF2019RFYVRFWYVWSWYWX 2.8 2

459  haredFheritabilityFandFfunctionalFenrichmentFacrossFsixFsolidFcancersTFNaturebCommunicationsRF2019
RFWVRFZYW 17.4 45

458 penomeSwideFassociationFstudyFofFperipheralFbloodFmwjFmethylationFandFconventionalF
mammographicFdensityFmeasuresTFInternationalbJournalbofbCancerRF2019RFWZ[RFW_]aSW__Y 7.5 13

457 sointFassociationFofFmammographicFdensityFadjustedFforFageFandFbodyFmassFindexFandFpolygenicF
riskFscoreFwithFbreastFcancerFriskTFBreastbCancerbResearchRF2019RFXWRF]a 8.3 18

456 kloodFmwjFmethylationFandFbreastFcancerFriskcFaFmetaSanalysisFofFfourFprospectiveFcohortFstudiesTF
BreastbCancerbResearchRF2019RFXWRF]X 8.3 20

(2019-2020)
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455 –egularFuseFofFaspirinFandFotherFnonSsteroidalFantiSinflammatoryFdrugsFandFbreastFcancerFriskFforF
womenFatFfamilialForFgeneticFriskcFaFcohortFstudyTFBreastbCancerbResearchRF2019RFXWRF[X 8.3 29

454 npigenomeSwideFassociationFstudyFforFlifetimeFestrogenFexposureFidentifiesFanFepigeneticF
signatureFassociatedFwithFbreastFcancerFriskTFClinicalbEpigeneticsRF2019RFWWRF]] 7.7 12

453 penomeSwideFassociationFandFtranscriptomeFstudiesFidentifyFtargetFgenesFandFriskFlociFforFbreastF
cancerTFNaturebCommunicationsRF2019RFWVRFW_ZW 17.4 47

452 mietaryFrntakeFofFwutrientsFrnvolvedFinFxneSlarbonFvetabolismFandF–iskFofFpastricFlancercFjF
yrospectiveF tudyTFNutritionbandbCancerRF2019RF_WRF]V[S]WZ 2.8 13

451 jlternativeFsplicingFandFjlvpSjvySXVW[SbasedFclassificationFofFyjukXFgeneticFvariantscFanF
nwrpvjFreportTFJournalbofbMedicalbGeneticsRF2019RF[]RFZ[YSZ]V 5.8 10

450 jutologousFplateletSrichFplasmaFforFhealingFchronicFvenousFlegFulcerscFllinicalFefficacyFandF
potentialFmechanismsTFInternationalbWoundbJournalRF2019RFW]RF_aaS_bX 2.6 10

449 penomeSwideFassociationFstudyFofFgermlineFvariantsFandFbreastFcancerSspecificFmortalityTFBritishb
JournalbofbCancerRF2019RFWXVRF]Z_S][_ 8.7 28

448 kenignFbreastFdiseaseFincreasesFbreastFcancerFriskFindependentFofFunderlyingFfamilialFriskFprofilecF
oindingsFfromFaFyrospectiveFoamilyF tudyFlohortTFInternationalbJournalbofbCancerRF2019RFWZ[RFY_VSY_b 7.5 4

447 vortalityFafterFbreastFcancerFasFaFfunctionFofFtimeFsinceFdiagnosisFbyFestrogenFreceptorFstatusFandF
ageFatFdiagnosisTFInternationalbJournalbofbCancerRF2019RFWZ[RFYXV_SYXW_ 7.5 7

446 peneticallyFmeterminedFqeightFandF–iskFofFwonShodgkinFuymphomaTFFrontiersbinbOncologyRF2019RFbRFW[Yb5.3 1

445 wovelFlommonFpeneticF usceptibilityFuociFforFlolorectalFlancerTFJournalbofbthebNationalbCancerb
InstituteRF2019RFWWWRFWZ]SW[_ 9.7 67

444 rnferenceFaboutFcausationFbetweenFbodyFmassFindexFandFmwjFmethylationFinFbloodFfromFaFtwinF
familyFstudyTFInternationalbJournalbofbObesityRF2019RFZYRFXZYSX[X 5.5 29

443 qomologousFrecombinationFmwjFrepairFdefectsFinFassociatedFbreastFcancersTFNpjbBreastbCancerRF
2019RF[RFXY 7.8 20

442 peneticFoverlapFbetweenFautoimmuneFdiseasesFandFnonSqodgkinFlymphomaFsubtypesTFGeneticb
EpidemiologyRF2019RFZYRFaZZSa]Y 2.6 15

441 TheFcpTjrg][aPFtruncatingFvariantFisFassociatedFwithFriskFofFtripleSnegativeFbreastFcancerTFNpjbBreastb
CancerRF2019RF[RFYa 7.8 12

440 mwjFmethylationSbasedFbiologicalFageRFgenomeSwideFaverageFmwjFmethylationRFandFconventionalF
breastFcancerFriskFfactorsTFScientificbReportsRF2019RFbRFW[V[[ 4.9 6

439 jccuracyFofF–iskFnstimatesFfromFtheFiyreventFkreastFlancerF–iskFjssessmentFandFvanagementF
ToolTFJNCIbCancerbSpectrumRF2019RFYRFpkzV]] 4.6 7

438  ocioeconomicFpositionRFlifestyleFhabitsFandFbiomarkersFofFepigeneticFagingcFaFmultiScohortFanalysisTF
AgingRF2019RFWWRFXVZ[SXV_V 5.6 67
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437 WVSyearFperformanceFofFfourFmodelsFofFbreastFcancerFriskcFaFvalidationFstudyTFLancetbOncologynbTheRF
2019RFXVRF[VZS[W_ 21.7 73

436 yhysicalFjctivityRFTelevisionFViewingFTimeRFandFmwjFvethylationFinFyeripheralFkloodTFMedicinebandb
SciencebinbSportsbandbExerciseRF2019RF[WRFZbVSZba 1.2 9

435 yredictionFandFclinicalFutilityFofFaFcontralateralFbreastFcancerFriskFmodelTFBreastbCancerbResearchRF
2019RFXWRFWZZ 8.3 11

434 jlcoholFconsumptionRFcigaretteFsmokingRFandFfamilialFbreastFcancerFriskcFfindingsFfromFtheF
yrospectiveFoamilyF tudyFlohortFNyrooS lOTFBreastbCancerbResearchRF2019RFXWRFWXa 8.3 8

433 yolygenicF–iskF coresFforFyredictionFofFkreastFlancerFandFkreastFlancerF ubtypesTFAmericanb
JournalbofbHumanbGeneticsRF2019RFWVZRFXWSYZ 11 363

432 lirculatingFconcentrationsFofFkFgroupFvitaminsFandFurothelialFcellFcarcinomaTFInternationalbJournalb
ofbCancerRF2019RFWZZRFWbVbSWbW_ 7.5 6

431 miscoveryFofFcommonFandFrareFgeneticFriskFvariantsFforFcolorectalFcancerTFNaturebGeneticsRF2019RF[WRF_]Sa_36.3 177

430 –iskS–educingFxophorectomyFandFkreastFlancerF–iskFjcrossFtheF pectrumFofFoamilialF–iskTFJournalb
ofbthebNationalbCancerbInstituteRF2019RFWWWRFYYWSYYZ 9.7 22

429 jssociationsFofFobesityFandFcirculatingFinsulinFandFglucoseFwithFbreastFcancerFriskcFaFvendelianF
randomizationFanalysisTFInternationalbJournalbofbEpidemiologyRF2019RFZaRF_b[SaV] 7.8 52

428 jssessingFtheFyrovlolFclassifierFasFaFprognosticFmarkerFforFnonSmetastaticFcolorectalFcancerFwithinF
theFvelbourneFlollaborativeFlohortF tudyTFGutRF2019RF]aRF_]WS_]X 19.2

427 TheFk–ljXFcT]aS_T´ g´ jFvariantFisFnotFpathogeniccFjFmodelFforFclinicalFcalibrationFofFspliceogenicityTF
HumanbMutationRF2018RFYbRF_XbS_ZW 4.7 16

426 lohortFyrofilecFTheFlolonFlancerFoamilyF–egistryFlohortFNllo–lOTFInternationalbJournalbofb
EpidemiologyRF2018RFZ_RFYa_SYaai 7.8 23

425 qeritableFmwjFmethylationFmarksFassociatedFwithFsusceptibilityFtoFbreastFcancerTFNatureb
CommunicationsRF2018RFbRFa]_ 17.4 52

424 jdultFheightFisFassociatedFwithFincreasedFriskFofFovarianFcancercFaFvendelianFrandomisationFstudyTF
BritishbJournalbofbCancerRF2018RFWWaRFWWXYSWWXb 8.7 10

423 vutationalFspectrumFinFaFworldwideFstudyFofFXbR_VVFfamiliesFwithFk–ljWForFk–ljXFmutationsTF
HumanbMutationRF2018RFYbRF[bYS]XV 4.7 138

422 mietaryFintakeFofFnutrientsFinvolvedFinFoneScarbonFmetabolismFandFriskFofFurothelialFcellFcarcinomacF
jFprospectiveFcohortFstudyTFInternationalbJournalbofbCancerRF2018RFWZYRFXbaSYV] 7.5 11

421 xbtainingFhighFqualityFtranscriptomeFdataFfromFformalinSfixedRFparaffinSembeddedFdiagnosticF
prostateFtumorFspecimensTFLaboratorybInvestigationRF2018RFbaRF[Y_S[[V 5.9 7

420 sointFassociationsFofFaFpolygenicFriskFscoreFandFenvironmentalFriskFfactorsFforFbreastFcancerFinFtheF
kreastFlancerFjssociationFlonsortiumTFInternationalbJournalbofbEpidemiologyRF2018RFZ_RF[X]S[Y] 7.8 53
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419 rsF–wj nucpTpluX][PFaFmodifierFofFearlySonsetFbreastFcancerFriskFforFcarriersFofFhighSriskFmutationshTF
BMCbCancerRF2018RFWaRFW][ 4.8 3

418  omaticFmutationsFofFtheFcodingFmicrosatellitesFwithinFtheFbetaSXSmicroglobulinFgeneFinFmismatchF
repairSdeficientFcolorectalFcancersFandFadenomasTFFamilialbCancerRF2018RFW_RFbWSWVV 3 11

417 TargetedFmassivelyFparallelFsequencingFcharacterisesFtheFmutationFspectrumFofFyjukXFinFbreastF
andFovarianFcancerFcasesFfromFyolandFandFκkraineTFFamilialbCancerRF2018RFW_RFYZ[SYZb 3 6

416 jssociationFofFmwjFvethylationSkasedFkiologicalFjgeFWithFqealthF–iskFoactorsFandFxverallFandF
lauseS pecificFvortalityTFAmericanbJournalbofbEpidemiologyRF2018RFWa_RF[XbS[Ya 3.8 61

415
jssociationsFofFalcoholFintakeRFsmokingRFphysicalFactivityFandFobesityFwithFsurvivalFfollowingF
colorectalFcancerFdiagnosisFbyFstageRFanatomicFsiteFandFtumorFmolecularFsubtypeTFInternationalb
JournalbofbCancerRF2018RFWZXRFXYaSX[V

7.5 53

414 qeritableFmethylationFmarksFassociatedFwithFbreastFandFprostateFcancerFriskTFProstateRF2018RF_aRFb]XSb]b4.2 9

413 jFTranscriptomeSWideFjssociationF tudyFjmongFb_RabaFWomenFtoFrdentifyFlandidateF
 usceptibilityFpenesFforFnpithelialFxvarianFlancerF–iskTFCancerbResearchRF2018RF_aRF[ZWbS[ZYV 10.1 32

412 VariantsFinFgenesFencodingFsmallFpTyasesFandFassociationFwithFepithelialFovarianFcancerF
susceptibilityTFPLoSbONERF2018RFWYRFeVWb_[]W 3.7 9

411 qujFllassFrFandFrrFmiversityFlontributesFtoFtheFntiologicFqeterogeneityFofFwonSqodgkinFuymphomaF
 ubtypesTFCancerbResearchRF2018RF_aRFZVa]SZVb] 10.1 18

410 ojwlvFandF–nlzuFgeneticFvariantsFandFbreastFcancerFsusceptibilitycFrelevanceFtoF outhFyolandFandF
WestFκkraineTFBMCbMedicalbGeneticsRF2018RFWbRFWX 2.1 13

409 TheFutilityFofFmwjFextractedFfromFsalivaFforFgenomeSwideFmolecularFresearchFplatformsTFBMCb
ResearchbNotesRF2018RFWWRFa 2.3 16

408 lausalFeffectFofFsmokingFonFmwjFmethylationFinFperipheralFbloodcFaFtwinFandFfamilyFstudyTFClinicalb
EpigeneticsRF2018RFWVRFWa 7.7 50

407 npigeneticFsupersimilarityFofFmonozygoticFtwinFpairsTFGenomebBiologyRF2018RFWbRFX 18.3 52

406 rdentificationFofFnineFnewFsusceptibilityFlociFforFendometrialFcancerTFNaturebCommunicationsRF2018RF
bRFYW]] 17.4 70

405 rsZb[WYbFinFtheFTYv Snwx oWF–egionFandF–iskFofFxvarianFlarcinomaFofFvucinousFqistologyTF
InternationalbJournalbofbMolecularbSciencesRF2018RFWbRF 6.3 3

404 mietaryFintakeFofFoneScarbonFmetabolismFnutrientsFandFmwjFmethylationFinFperipheralFbloodTF
AmericanbJournalbofbClinicalbNutritionRF2018RFWVaRF]WWS]XW 7 24

403 jssociationFanalysesFofFmoreFthanFWZVRVVVFmenFidentifyF]YFnewFprostateFcancerFsusceptibilityFlociTF
NaturebGeneticsRF2018RF[VRFbXaSbY] 36.3 340

402 oineSmappingFofFprostateFcancerFsusceptibilityFlociFinFaFlargeFmetaSanalysisFidentifiesFcandidateF
causalFvariantsTFNaturebCommunicationsRF2018RFbRFXX[] 17.4 57
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401 jFtranscriptomeSwideFassociationFstudyFofFXXbRVVVFwomenFidentifiesFnewFcandidateFsusceptibilityF
genesFforFbreastFcancerTFNaturebGeneticsRF2018RF[VRFb]aSb_a 36.3 101

400 mwjFmethylationSbasedFbiologicalFagingFandFcancerFriskFandFsurvivalcFyooledFanalysisFofFsevenF
prospectiveFstudiesTFInternationalbJournalbofbCancerRF2018RFWZXRFW]WWSW]Wb 7.5 83

399 –iskFofFcolorectalFcancerFforFcarriersFofFaFgermSlineFmutationFinFyxunForFyxumWTFGeneticsbinbMedicine
RF2018RFXVRFabVSab[ 8.1 34

398 lirruscFjnFjutomatedFvammographySkasedFveasureFofFkreastFlancerF–iskFkasedFonFTexturalF
oeaturesTFJNCIbCancerbSpectrumRF2018RFXRFpkyV[_ 4.6 15

397 penomeSwideFmwjFmethylationFassessmentFofFMk–ljWSlikeMFearlySonsetFbreastFcancercFmataFfromF
theFjustralianFkreastFlancerFoamilyF–egistryTFExperimentalbandbMolecularbPathologyRF2018RFWV[RFZVZSZWV 4.4 12

396 jgeSspecificFbreastFcancerFriskFbyFbodyFmassFindexFandFfamilialFriskcFprospectiveFfamilyFstudyFcohortF
NyrooS lOTFBreastbCancerbResearchRF2018RFXVRFWYX 8.3 24

395 yredictingFintervalFandFscreenSdetectedFbreastFcancersFfromFmammographicFdensityFdefinedFbyF
differentFbrightnessFthresholdsTFBreastbCancerbResearchRF2018RFXVRFW[X 8.3 13

394 xralFlontraceptiveFκseFandFkreastFlancerF–iskcF–etrospectiveFandFyrospectiveFjnalysesForomFaF
k–ljWFandFk–ljXFvutationFlarrierFlohortF tudyTFJNCIbCancerbSpectrumRF2018RFXRFpkyVXY 4.6 13

393 snstcFjccurateF exSnstimationFandFjbnormalityFmetectionFinFvethylationFvicroarrayFmataTF
InternationalbJournalbofbMolecularbSciencesRF2018RFWbRF 6.3 2

392 penomeSwideFaverageFmwjFmethylationFisFdeterminedFinFuteroTFInternationalbJournalbofb
EpidemiologyRF2018RFZ_RFbVaSbW] 7.8 26

391 kreastFcancerFriskFpredictionFusingFaFpolygenicFriskFscoreFinFtheFfamilialFsettingcFaFprospectiveFstudyF
fromFtheFkreastFlancerFoamilyF–egistryFandFklonoabTFGeneticsbinbMedicineRF2017RFWbRFYVSY[ 8.1 31

390 TumorFtestingFtoFidentifyFlynchFsyndromeFinFtwoFjustralianFcolorectalFcancerFcohortsTFJournalbofb
GastroenterologybandbHepatologybjAustraliakRF2017RFYXRFZX_SZYa 4 27

389 nnrichmentFofFputativeFyjXaFtargetFgenesFatFserousFepithelialFovarianFcancerFsusceptibilityFlociTF
BritishbJournalbofbCancerRF2017RFWW]RF[XZS[Y[ 8.7 18

388 vutationFscreeningFofFjlt–YFandFlxy aFinFkidneyFcancerFcasesFfromFtheFlxwor–vFstudyTFFamilialb
CancerRF2017RFW]RFZWWSZW] 3 4

387 penomeSWideFveasuresFofFyeripheralFkloodFmnaFvethylationFandFyrostateFlancerF–iskFinFaF
yrospectiveFwestedFlaseSlontrolF tudyTFProstateRF2017RF__RFZ_WSZ_a 4.2 24

386 qypomorphicFvissenseFVariantsFlonferFvoderateF–isksFofFkreastFlancerTFCancerbResearchRF2017RF
__RFX_abSX_bb 10.1 49

385 penomeSwideFassociationFanalysisFimplicatesFdysregulationFofFimmunityFgenesFinFchronicF
lymphocyticFleukaemiaTFNaturebCommunicationsRF2017RFaRFWZW_[ 17.4 54

384 penomicFanalysesFidentifyFhundredsFofFvariantsFassociatedFwithFageFatFmenarcheFandFsupportFaFroleF
forFpubertyFtimingFinFcancerFriskTFNaturebGeneticsRF2017RFZbRFaYZSaZW 36.3 257

(2017-2018)
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383 –isksFofFkreastRFxvarianRFandFlontralateralFkreastFlancerFforFk–ljWFandFk–ljXFvutationFlarriersTF
JAMAbobJournalbofbthebAmericanbMedicalbAssociationRF2017RFYW_RFXZVXSXZW] 27.4 1140

382 rdentificationFofFWXFnewFsusceptibilityFlociFforFdifferentFhistotypesFofFepithelialFovarianFcancerTF
NaturebGeneticsRF2017RFZbRF]aVS]bW 36.3 190

381 njaculatoryFfrequencyFandFtheFriskFofFaggressiveFprostateFcancercFoindingsFfromFaFcaseScontrolF
studyTFUrologicbOncologyãbSeminarsbandbOriginalbInvestigationsRF2017RFY[RF[YVTe_S[YVTeWY 2.8 11

380 uifetimeFalcoholFintakeFisFassociatedFwithFanFincreasedFriskFofFt–j QFandFk–joSUt–j SFbutFnotF
k–joQFcolorectalFcancerTFInternationalbJournalbofbCancerRF2017RFWZVRFWZa[SWZbY 7.5 20

379 jssociationFanalysisFidentifiesF][FnewFbreastFcancerFriskFlociTFNatureRF2017RF[[WRFbXSbZ 50.4 643

378 rdentificationFofFtenFvariantsFassociatedFwithFriskFofFestrogenSreceptorSnegativeFbreastFcancerTF
NaturebGeneticsRF2017RFZbRFW_]_SW__a 36.3 186

377 vammographicFdensityFandFriskFofFbreastFcancerFbyFtumorFcharacteristicscFaFcaseScontrolFstudyTF
BMCbCancerRF2017RFW_RFa[b 4.8 5

376 –eproductiveFprofilesFandFriskFofFbreastFcancerFsubtypescFaFmultiScenterFcaseSonlyFstudyTFBreastb
CancerbResearchRF2017RFWbRFWWb 8.3 26

375 yredictionFofFkreastFandFyrostateFlancerF–isksFinFvaleFk–ljWFandFk–ljXFvutationFlarriersFκsingF
yolygenicF–iskF coresTFJournalbofbClinicalbOncologyRF2017RFY[RFXXZVSXX[V 2.2 101

374 vammographicFdensityFdefinedFbyFhigherFthanFconventionalFbrightnessFthresholdsFbetterFpredictsF
breastFcancerFriskTFInternationalbJournalbofbEpidemiologyRF2017RFZ]RF][XS]]W 7.8 18

373 TwinFbirthFchangesFmwjFmethylationFofFsubsequentFsiblingsTFScientificbReportsRF2017RF_RFaZ]Y 4.9 6

372 peneSenvironmentFinteractionsFinvolvingFfunctionalFvariantscF–esultsFfromFtheFkreastFlancerF
jssociationFlonsortiumTFInternationalbJournalbofbCancerRF2017RFWZWRFWaYVSWaZV 7.5 13

371 qeightRFselectedFgeneticFmarkersFandFprostateFcancerFriskcFresultsFfromFtheFy–jlTrljuFconsortiumTF
BritishbJournalbofbCancerRF2017RFWW_RF_YZS_ZY 8.7 5

370 –eplyTFJournalbofbHypertensionRF2017RFY[RFW_XXSW_XY 1.9

369 uupusSrelatedFsingleFnucleotideFpolymorphismsFandFriskFofFdiffuseFlargeFkScellFlymphomaTFLupusb
SciencebandbMedicineRF2017RFZRFeVVVWa_ 4.6 10

368 lausesFofFbloodFmethylomicFvariationFforFmiddleSagedFwomenFmeasuredFbyFtheF
qumanvethylationZ[VFarrayTFEpigeneticsRF2017RFWXRFb_YSbaW 5.7 10

367
TestingFforFpeneSnnvironmentFrnteractionsFκsingFaFyrospectiveFoamilyFlohortFmesigncFkodyFvassF
rndexFinFnarlyFandFuaterFjdulthoodFandF–iskFofFkreastFlancerTFAmericanbJournalbofbEpidemiologyRF
2017RFWa[RFZa_S[VV

3.8 5

366 lharacterisationFofFmicrobialFcommunitiesFwithinFaggressiveFprostateFcancerFtissuesTFInfectiousb
AgentsbandbCancerRF2017RFWXRFZ 3.5 28
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365 rncreasedFgenomicFburdenFofFgermlineFcopyFnumberFvariantsFisFassociatedFwithFearlyFonsetFbreastF
cancercFjustralianFbreastFcancerFfamilyFregistryTFBreastbCancerbResearchRF2017RFWbRFYV 8.3 8

364
jssociationFofFbreastFcancerFriskFinFk–ljWFandFk–ljXFmutationFcarriersFwithFgeneticFvariantsF
showingFdifferentialFallelicFexpressioncFidentificationFofFaFmodifierFofFbreastFcancerFriskFatFlocusF
WWqXXTYTFBreastbCancerbResearchbandbTreatmentRF2017RFW]WRFWW_SWYZ

4.4 15

363 jFprospectiveFstudyFofFperipheralFbloodFmwjFmethylationFatF–yTx–RFvp–wWFandF–jy wFandFriskFofF
breastFcancerTFBreastbCancerbResearchbandbTreatmentRF2017RFW]WRFWaWSWaY 4.4 6

362 peneticFmodifiersFofFlqntXPWWVVdellSassociatedFbreastFcancerFriskTFGeneticsbinbMedicineRF2017RFWbRF[bbS]VY8.1 51

361 mwjFmethylationFchangesFmeasuredFinFpreSdiagnosticFperipheralFbloodFsamplesFareFassociatedFwithF
smokingFandFlungFcancerFriskTFInternationalbJournalbofbCancerRF2017RFWZVRF[VS]W 7.5 83

360 kodyFmassFindexFandFbreastFcancerFsurvivalcFaFvendelianFrandomizationFanalysisTFInternationalb
JournalbofbEpidemiologyRF2017RFZ]RFWaWZSWaXX 7.8 27

359 Ty[YSbasedFinteractionFanalysisFidentifiesFcisSezTuFvariantsFforFTy[YkyXRFokXxXaRFandFojv[YjF
thatFassociateFwithFsurvivalFandFtreatmentFoutcomeFinFbreastFcancerTFOncotargetRF2017RFaRFWaYaWSWaYba 3.3 7

358 SFaFnovelFcandidateFbreastFcancerFsusceptibilityFlocusFonF]qWZTWTFOncotargetRF2017RFaRFWVX_]bSWVX_aX 3.3 3

357 mwjFvethylationFinFkreastFTumorFfromFqighSriskFWomenFinFtheFkreastFlancerFoamilyF–egistryTF
AnticancerbResearchRF2017RFY_RF][bS]]Z 2.3 6

356 kloodFpressureFandFriskFofFbreastFcancerRFoverallFandFbyFsubtypescFaFprospectiveFcohortFstudyTF
JournalbofbHypertensionRF2017RFY[RFWY_WSWYaV 1.9 4

355 lohortFyrofilecFTheFTasmanianFuongitudinalFqealthF TκmYFNTjq OTFInternationalbJournalbofb
EpidemiologyRF2017RFZ]RFZV_SZVai 7.8 19

354 lohortFyrofilecFvelbourneFjtopyFlohortFstudyFNvjl OTFInternationalbJournalbofbEpidemiologyRF2017RF
Z]RFX[SX] 7.8 19

353 jnFintergenicFriskFlocusFcontainingFanFenhancerFdeletionFinFXqY[FmodulatesFbreastFcancerFriskFbyF
deregulatingFrpoky[FexpressionTFHumanbMolecularbGeneticsRF2016RFX[RFYa]YSYa_] 5.6 24

352 κseFofFaFwovelFwonparametricFVersionFofFmnyTqFtoFrdentifyFpenomicF–egionsFjssociatedFwithF
yrostateFlancerF–iskTFCancerbEpidemiologybBiomarkersbandbPreventionRF2016RFX[RFW]WbSW]XZ 4 3

351 rsX_Y[YaYRFlocatedFatFaFmicro–wjFbindingFsiteFinFtheFYMκT–FofFwk WRFisFnotFassociatedFwithFbreastF
cancerFriskTFScientificbReportsRF2016RF]RFY]a_Z 4.9 2

350 penomeSWideFvetaSjnalysesFofFkreastRFxvarianRFandFyrostateFlancerFjssociationF tudiesFrdentifyF
vultipleFwewF usceptibilityFuociF haredFbyFatFueastFTwoFlancerFTypesTFCancerbDiscoveryRF2016RF]RFWV[XS]_24.4 104

349 rnheritanceFofFdeleteriousFmutationsFatFbothFk–ljWFandFk–ljXFinFanFinternationalFsampleFofF
YXRXb[FwomenTFBreastbCancerbResearchRF2016RFWaRFWWX 8.3 25

348 rdentificationFofFfourFnovelFsusceptibilityFlociFforFoestrogenFreceptorFnegativeFbreastFcancerTFNatureb
CommunicationsRF2016RF_RFWWY_[ 17.4 64

(2016-2017)
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347 ounctionalFmechanismsFunderlyingFpleiotropicFriskFallelesFatFtheFWbpWYTWFbreastSovarianFcancerF
susceptibilityFlocusTFNaturebCommunicationsRF2016RF_RFWX]_[ 17.4 53

346 oineFscaleFmappingFofFtheFW_qXXFbreastFcancerFlocusFusingFdenseF wysRFgenotypedFwithinFtheF
lollaborativeFxncologicalFpeneSnnvironmentF tudyFNlxpsOTFScientificbReportsRF2016RF]RFYX[WX 4.9 16

345 vetaSanalysisFofFgenomeSwideFassociationFstudiesFdiscoversFmultipleFlociFforFchronicFlymphocyticF
leukemiaTFNaturebCommunicationsRF2016RF_RFWVbYY 17.4 70

344 jtlasFofFprostateFcancerFheritabilityFinFnuropeanFandFjfricanSjmericanFmenFpinpointsF
tissueSspecificFregulationTFNaturebCommunicationsRF2016RF_RFWVb_b 17.4 37

343 –eliabilityFofFmwjFmethylationFmeasuresFfromFdriedFbloodFspotsFandFmononuclearFcellsFusingFtheF
qumanvethylationZ[VkFkeadjrrayTFScientificbReportsRF2016RF]RFYVYW_ 4.9 38

342 TheFyjukXFpTueubYbTrpFmutationFisFnotFassociatedFwithFbreastFcancerFriskTFBreastbCancerbResearchRF
2016RFWaRFWWW 8.3 9

341 penomeSwideFassociationFofFfamilialFprostateFcancerFcasesFidentifiesFevidenceFforFaFrareF
segregatingFhaplotypeFatFaqXZTXWTFHumanbGeneticsRF2016RFWY[RFbXYSYa 6.3 27

340 jgeSFandFTumorF ubtypeS pecificFkreastFlancerF–iskFnstimatesFforFlqntXPWWVVdellFlarriersTF
JournalbofbClinicalbOncologyRF2016RFYZRFX_[VS]V 2.2 107

339 yjukXcFresearchFreachingFtoFclinicalFoutcomesFforFwomenFwithFbreastFcancerTFHereditarybCancerbinb
ClinicalbPracticeRF2016RFWZRFb 2.3 20

338
 wyFrsW]bV]X[XlgTFrsFanFnxpressionFandFvethylationFzuantitativeFTraitFuocusFjssociatedFwithFanF
rncreasedF–iskFofFmevelopingFvpvTSvethylatedFlolorectalFlancerTFClinicalbCancerbResearchRF2016RF
XXRF]X]]S]X__

12.9 18

337 –iskFofFextracolonicFcancersFforFpeopleFwithFbiallelicFandFmonoallelicFmutationsFinFvκTYqTF
InternationalbJournalbofbCancerRF2016RFWYbRFW[[_S]Y 7.5 67

336
kreastFlancerF–iskFyredictionFκsingFllinicalFvodelsFandF__FrndependentF–iskSjssociatedF wysFforF
WomenFjgedFκnderF[VFYearscFjustralianFkreastFlancerFoamilyF–egistryTFCancerbEpidemiologyb
BiomarkersbandbPreventionRF2016RFX[RFY[bS][

4 68

335 peneticallyFpredictedFlongerFtelomereFlengthFisFassociatedFwithFincreasedFriskFofFkScellFlymphomaF
subtypesTFHumanbMolecularbGeneticsRF2016RFX[RFW]]YS_] 5.6 39

334
lombinedFgeneticFandFsplicingFanalysisFofFk–ljWFcT[[bZSXjgldF]ZWjgp]FhighlightsFtheFrelevanceFofF
naturallyFoccurringFinSframeFtranscriptsFforFdevelopingFdiseaseFgeneFvariantFclassificationF
algorithmsTFHumanbMolecularbGeneticsRF2016RFX[RFXX[]SXX]a

5.6 55

333 permlineFmutationsFinFyv XFandFvuqWFinFindividualsFwithFsolitaryFlossFofFyv XFexpressionFinF
colorectalFcarcinomasFfromFtheFlolonFlancerFoamilyF–egistryFlohortTFBMJbOpenRF2016RF]RFeVWVXbY 3 24

332 woFevidenceFthatFproteinFtruncatingFvariantsFinFk–ryWFareFassociatedFwithFbreastFcancerFriskcF
implicationsFforFgeneFpanelFtestingTFJournalbofbMedicalbGeneticsRF2016RF[YRFXbaSYVb 5.8 83

331 kreastFcancerFriskFvariantsFatF]qX[FdisplayFdifferentFphenotypeFassociationsFandFregulateFn –WRF
–vwmWFandFllmlW_VTFNaturebGeneticsRF2016RFZaRFY_ZSa] 36.3 93

330 qeterogeneityFofFluminalFbreastFcancerFcharacterisedFbyFimmunohistochemicalFexpressionFofFbasalF
markersTFBritishbJournalbofbCancerRF2016RFWWZRFXbaSYVZ 8.7 5
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329 plobalFmeasuresFofFperipheralFbloodSderivedFmwjFmethylationFasFaFriskFfactorFinFtheFdevelopmentF
ofFmatureFkScellFneoplasmsTFEpigenomicsRF2016RFaRF[[S]] 4.4 26

328 nvaluationFofFgermlineFk–ljWFandFk–ljXFmutationsFinFaFmultiSethnicFjsianFcohortFofFovarianF
cancerFpatientsTFGynecologicbOncologyRF2016RFWZWRFYWaSYXX 4.9 11

327
peneticFvariationFinFtheFimmunosuppressionFpathwayFgenesFandFbreastFcancerFsusceptibilitycFaF
pooledFanalysisFofFZXR[WVFcasesFandFZVR[__FcontrolsFfromFtheFkreastFlancerFjssociationF
lonsortiumTFHumanbGeneticsRF2016RFWY[RFWY_S[Z

6.3 6

326 k–ljXFyolymorphicF topFlodonFtYYX]XFandFtheF–iskFofFkreastRFyrostateRFandFxvarianFlancersTF
JournalbofbthebNationalbCancerbInstituteRF2016RFWVaRF 9.7 65

325
TargetedFmassivelyFparallelFsequencingFofFaFpanelFofFputativeFbreastFcancerFsusceptibilityFgenesFinF
aFlargeFcohortFofFmultipleScaseFbreastFandFovarianFcancerFfamiliesTFJournalbofbMedicalbGeneticsRF2016
RF[YRFYZSZX

5.8 52

324 nvidenceFofFaFgeneticFlinkFbetweenFendometriosisFandFovarianFcancerTFFertilitybandbSterilityRF2016RF
WV[RFY[SZYTeWSWV 4.8 26

323 –jm[WkFinFoamilialFkreastFlancerTFPLoSbONERF2016RFWWRFeVW[Y_aa 3.7 18

322 vethylationFofFkreastFlancerFyredispositionFpenesFinFnarlySxnsetFkreastFlancercFjustralianFkreastF
lancerFoamilyF–egistryTFPLoSbONERF2016RFWWRFeVW][ZY] 3.7 11

321 jssessmentFofFvariationFinFimmunosuppressiveFpathwayFgenesFrevealsFTpok–XFtoFbeFassociatedF
withFriskFofFclearFcellFovarianFcancerTFOncotargetRF2016RF_RF]bVb_S]bWWV 3.3 4

320 jssociationFofFbreastFcancerFriskFwithFgeneticFvariantsFshowingFdifferentialFallelicFexpressioncF
rdentificationFofFaFnovelFbreastFcancerFsusceptibilityFlocusFatFZqXWTFOncotargetRF2016RF_RFaVWZVSaVW]Y 3.3 21

319 peneticallyFyredictedFkodyFvassFrndexFandFkreastFlancerF–iskcFvendelianF–andomizationFjnalysesF
ofFmataFfromFWZ[RVVVFWomenFofFnuropeanFmescentTFPLoSbMedicineRF2016RFWYRFeWVVXWV[ 11.6 80

318  trategiesFforFrntegratedFjnalysisFofFpeneticRFnpigeneticRFandFpeneFnxpressionFVariationFinFlancercF
jddressingFtheFlhallengesTFFrontiersbinbGeneticsRF2016RF_RFX 4.5 16

317 oineS caleFvappingFatFbpXXTXFrdentifiesFlandidateFlausalFVariantsFThatFvodifyFxvarianFlancerF–iskF
inFk–ljWFandFk–ljXFvutationFlarriersTFPLoSbONERF2016RFWWRFeVW[aaVW 3.7 7

316 peneFpanelFtestingFforFhereditaryFbreastFcancerTFMedicalbJournalbofbAustraliaRF2016RFXVZRFWaaSbV 4 9

315 jk–jXj FNojvW_[jOFandFkreastFlancerF usceptibilitycFwoFnvidenceFofFjssociationFinFtheFkreastF
lancerFoamilyF–egistryTFPLoSbONERF2016RFWWRFeVW[]aXV 3.7 3

314 oineSvappingFofFtheFWpWWTXFkreastFlancerF usceptibilityFuocusTFPLoSbONERF2016RFWWRFeVW]VYW] 3.7 11

313 jdultFbodyFmassFindexFandFriskFofFovarianFcancerFbyFsubtypecFaFvendelianFrandomizationFstudyTF
InternationalbJournalbofbEpidemiologyRF2016RFZ[RFaaZSb[ 7.8 45

312 oineSscaleFmappingFofFaqXZFlocusFidentifiesFmultipleFindependentFriskFvariantsFforFbreastFcancerTF
InternationalbJournalbofbCancerRF2016RFWYbRFWYVYSWYW_ 7.5 26
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311 yjukXRFlqntXFandFjTvFrareFvariantsFandFcancerFriskcFdataFfromFlxp TFJournalbofbMedicalbGeneticsRF
2016RF[YRFaVVSaWW 5.8 121

310 vammographicFdensityFandFriskFofFbreastFcancerFbyFmodeFofFdetectionFandFtumorFsizecFaF
caseScontrolFstudyTFBreastbCancerbResearchRF2016RFWaRF]Y 8.3 23

309 –esponseTFJournalbofbthebNationalbCancerbInstituteRF2016RFWVaRF 9.7 2

308 rdentificationFofFindependentFassociationFsignalsFandFputativeFfunctionalFvariantsFforFbreastFcancerF
riskFthroughFfineSscaleFmappingFofFtheFWXpWWFlocusTFBreastbCancerbResearchRF2016RFWaRF]Z 8.3 25

307 kreastFlancerF–iskForomFvodifiableFandFwonmodifiableF–iskFoactorsFjmongFWhiteFWomenFinFtheF
κnitedF tatesTFJAMAbOncologyRF2016RFXRFWXb[SWYVX 13.4 189

306 penesFassociatedFwithFhistopathologicFfeaturesFofFtripleFnegativeFbreastFtumorsFpredictFmolecularF
subtypesTFBreastbCancerbResearchbandbTreatmentRF2016RFW[_RFWW_SYW 4.4 17

305 peneticFpredispositionFtoFductalFcarcinomaFinFsituFofFtheFbreastTFBreastbCancerbResearchRF2016RFWaRFXX 8.3 31

304 jssociationFofFgeneticFsusceptibilityFvariantsFforFtypeFXFdiabetesFwithFbreastFcancerFriskFinFwomenF
ofFnuropeanFancestryTFCancerbCausesbandbControlRF2016RFX_RF]_bSbY 2.8 15

303 lrossSlancerFpenomeSWideFjnalysisFofFuungRFxvaryRFkreastRFyrostateRFandFlolorectalFlancerF
–evealsFwovelFyleiotropicFjssociationsTFCancerbResearchRF2016RF_]RF[WVYSWZ 10.1 66

302 valeFbreastFcancerFinFk–ljWFandFk–ljXFmutationFcarrierscFpathologyFdataFfromFtheFlonsortiumFofF
rnvestigatorsFofFvodifiersFofFk–ljWUXTFBreastbCancerbResearchRF2016RFWaRFW[ 8.3 58

301 jnalysisFofFtheFbreastFcancerFmethylomeFusingFformalinSfixedFparaffinSembeddedFtumourTFBreastb
CancerbResearchbandbTreatmentRF2016RFW]VRFW_YSWaV 4.4 4

300
nvidenceFthatFtheF[pWXFVariantFrsWVbZW]_bFlonfersF usceptibilityFtoFnstrogenS–eceptorSyositiveF
kreastFlancerFthroughFopoWVFandFv–y YVF–egulationTFAmericanbJournalbofbHumanbGeneticsRF2016RF
bbRFbVYSbWW

11 43

299 penomeSwideFmeasuresFofFmwjFmethylationFinFperipheralFbloodFandFtheFriskFofFurothelialFcellF
carcinomacFaFprospectiveFnestedFcaseScontrolFstudyTFBritishbJournalbofbCancerRF2016RFWW[RF]]ZS_Y 8.7 27

298 rnheritedFvariantsFinFtheFinnerFcentromereFproteinFNrwlnwyOFgeneFofFtheFchromosomalFpassengerF
complexFcontributeFtoFtheFsusceptibilityFofFn–SnegativeFbreastFcancerTFCarcinogenesisRF2015RFY]RFX[]S_W 4.6 12

297 rdentificationFofFsixFnewFsusceptibilityFlociFforFinvasiveFepithelialFovarianFcancerTFNaturebGeneticsRF
2015RFZ_RFW]ZS_W 36.3 177

296 penomeSwideFassociationFanalysisFofFmoreFthanFWXVRVVVFindividualsFidentifiesFW[FnewFsusceptibilityF
lociFforFbreastFcancerTFNaturebGeneticsRF2015RFZ_RFY_YSaV 36.3 406

295
wetworkSkasedFrntegrationFofFpWj FandFpeneFnxpressionFrdentifiesFaFqxXSlentricFwetworkF
jssociatedFwithF erousFxvarianFlancerF–iskTFCancerbEpidemiologybBiomarkersbandbPreventionRF2015RF
XZRFW[_ZSaZ

4 24

294 yolymorphismsFinFaFyutativeFnnhancerFatFtheFWVqXWTXFkreastFlancerF–iskFuocusF–egulateFw–koXF
nxpressionTFAmericanbJournalbofbHumanbGeneticsRF2015RFb_RFXXSYZ 11 26
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293 rdentificationFofFnovelFgeneticFmarkersFofFbreastFcancerFsurvivalTFJournalbofbthebNationalbCancerb
InstituteRF2015RFWV_RF 9.7 38

292 –iskFjnalysisFofFyrostateFlancerFinFy–jlTrljuRFaFvultinationalFlonsortiumRFκsingFX[FtnownF
yrostateFlancerF usceptibilityFuociTFCancerbEpidemiologybBiomarkersbandbPreventionRF2015RFXZRFWWXWSb 4 46

291 nvaluatingFtheFovarianFcancerFgonadotropinFhypothesiscFaFcandidateFgeneFstudyTFGynecologicb
OncologyRF2015RFWY]RF[ZXSa 4.9 12

290 landidateFlocusFanalysisFofFtheFTn–TSluyTvWuFcancerFriskFregionFonFchromosomeF[pW[FidentifiesF
multipleFindependentFvariantsFassociatedFwithFendometrialFcancerFriskTFHumanbGeneticsRF2015RFWYZRFXYWSZ[6.3 30

289 rnterpretationFofFgenomicFvariationFandFdiseaseFassociationcFtheFgreatFmissenseFmutationF
challengeGTFBreastbCancerbResearchbandbTreatmentRF2015RFW[WRFZ_[S] 4.4

288 wovelFjssociationsFbetweenFlommonFkreastFlancerF usceptibilityFVariantsFandF–iskSyredictingF
vammographicFmensityFveasuresTFCancerbResearchRF2015RF_[RFXZ[_S]_ 10.1 45

287 lisSezTuFanalysisFandFfunctionalFvalidationFofFcandidateFsusceptibilityFgenesFforFhighSgradeFserousF
ovarianFcancerTFNaturebCommunicationsRF2015RF]RFaXYZ 17.4 40

286 uargeSscaleFgenomicFanalysesFlinkFreproductiveFagingFtoFhypothalamicFsignalingRFbreastFcancerF
susceptibilityFandFk–ljWSmediatedFmwjFrepairTFNaturebGeneticsRF2015RFZ_RFWXbZSWYVY 36.3 226

285 lommonFvariantsFatFtheFlqntXFgeneFlocusFandFriskFofFepithelialFovarianFcancerTFCarcinogenesisRF
2015RFY]RFWYZWS[Y 4.6 20

284 vultipleFnovelFprostateFcancerFsusceptibilityFsignalsFidentifiedFbyFfineSmappingFofFknownFriskFlociF
amongFnuropeansTFHumanbMolecularbGeneticsRF2015RFXZRF[[abS]VX 5.6 54

283 qeightFandFkreastFlancerF–iskcFnvidenceForomFyrospectiveF tudiesFandFvendelianF–andomizationTF
JournalbofbthebNationalbCancerbInstituteRF2015RFWV_RF 9.7 74

282 penomeSwideFassociationFstudyFofFprostateFcancerSspecificFsurvivalTFCancerbEpidemiologyb
BiomarkersbandbPreventionRF2015RFXZRFW_b]SaVV 4 23

281 oineSscaleFmappingFofFtheFZqXZFlocusFidentifiesFtwoFindependentFlociFassociatedFwithFbreastFcancerF
riskTFCancerbEpidemiologybBiomarkersbandbPreventionRF2015RFXZRFW]aVSbW 4 17

280 –oleFofFtumourFmolecularFandFpathologyFfeaturesFtoFestimateFcolorectalFcancerFriskFforFfirstSdegreeF
relativesTFGutRF2015RF]ZRFWVWSWV 19.2 31

279 rdentificationFandFcharacterizationFofFnovelFassociationsFinFtheFlj yaUju Xl–WXFregionFonF
chromosomeFXFwithFbreastFcancerFriskTFHumanbMolecularbGeneticsRF2015RFXZRFXa[Sba 5.6 35

278 oineSmappingFofFtheFqwoWkFmulticancerFlocusFidentifiesFcandidateFvariantsFthatFmediateF
endometrialFcancerFriskTFHumanbMolecularbGeneticsRF2015RFXZRFWZ_aSbX 5.6 46

277 landidateFgeneticFmodifiersFforFbreastFandFovarianFcancerFriskFinFk–ljWFandFk–ljXFmutationF
carriersTFCancerbEpidemiologybBiomarkersbandbPreventionRF2015RFXZRFYVaSW] 4 20

276
peneticFandFnnvironmentalFlausesFofFVariationFinFtheFmifferenceFketweenFkiologicalFjgeFkasedFonF
mwjFvethylationFandFlhronologicalFjgeFforFviddleSjgedFWomenTFTwinbResearchbandbHumanb
GeneticsRF2015RFWaRF_XVS]

2.2 32
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275 rnvestigationFofFgeneSenvironmentFinteractionsFbetweenFZ_FnewlyFidentifiedFbreastFcancerF
susceptibilityFlociFandFenvironmentalFriskFfactorsTFInternationalbJournalbofbCancerRF2015RFWY]RFn]a[Sb] 7.5 26

274 penomeFwideFassociationFstudyFidentifiesFaFnovelFputativeFmammographicFdensityFlocusFatF
WqWXSqXWTFInternationalbJournalbofbCancerRF2015RFWY]RFXZX_SY] 7.5 11

273 npithelialSvesenchymalFTransitionFNnvTOFpeneFVariantsFandFnpithelialFxvarianFlancerFNnxlOF–iskTF
GeneticbEpidemiologyRF2015RFYbRF]abSb_ 2.6 18

272 lommonFgermlineFpolymorphismsFassociatedFwithFbreastFcancerSspecificFsurvivalTFBreastbCancerb
ResearchRF2015RFW_RF[a 8.3 24

271 jFcomprehensiveFevaluationFofFinteractionFbetweenFgeneticFvariantsFandFuseFofFmenopausalF
hormoneFtherapyFonFmammographicFdensityTFBreastbCancerbResearchRF2015RFW_RFWWV 8.3 13

270
ToolsFforFtranslationalFepigeneticFstudiesFinvolvingFformalinSfixedFparaffinSembeddedFhumanF
tissuecFapplyingFtheFrnfiniumFqumanvethyationZ[VFkeadchipFassayFtoFlargeFpopulationSbasedF
studiesTFBMCbResearchbNotesRF2015RFaRF[ZY

2.3 14

269 yredictionFofFindividualFgeneticFriskFtoFprostateFcancerFusingFaFpolygenicFscoreTFProstateRF2015RF_[RFWZ]_S_Z4.2 43

268 uargeS caleFpenomicFjnalysesFuinkF–eproductiveFjgingFtoFqypothalamicF ignalingRFkreastFlancerF
 usceptibilityRFandFk–ljWSvediatedFmwjF–epairTFObstetricalbandbGynecologicalbSurveyRF2015RF_VRF_[aS_]X2.4

267 jbridgedFadapterFprimersFincreaseFtheFtargetFscopeFofFqiSylexTFBioTechniquesRF2015RF[aRFYYS] 2.5 7

266 lommonFpeneticFVariationFrnFlellularFTransportFpenesFandFnpithelialFxvarianFlancerFNnxlOF–iskTF
PLoSbONERF2015RFWVRFeVWXaWV] 3.7 15

265  wyS wyFinteractionFanalysisFofFwoS˛”kFsignalingFpathwayFonFbreastFcancerFsurvivalTFOncotargetRF
2015RF]RFY_b_bSbZ 3.3 19

264  econdFprimaryFbreastFcancerFinFk–ljWFandFk–ljXFmutationFcarrierscFWVSyearFcumulativeFincidenceF
inFtheFkreastFlancerFoamilyF–egistryTFBreastbCancerbResearchbandbTreatmentRF2015RFW[WRF][YS]V 4.4 18

263 yredictionFofFbreastFcancerFriskFbasedFonFprofilingFwithFcommonFgeneticFvariantsTFJournalbofbtheb
NationalbCancerbInstituteRF2015RFWV_RF 9.7 324

262 lellStypeSspecificFenrichmentFofFriskSassociatedFregulatoryFelementsFatFovarianFcancerFsusceptibilityF
lociTFHumanbMolecularbGeneticsRF2015RFXZRFY[b[S]V_ 5.6 32

261 peneSpanelFsequencingFandFtheFpredictionFofFbreastScancerFriskTFNewbEnglandbJournalbofbMedicineRF
2015RFY_XRFXXZYS[_ 59.2 587

260 qypomethylationFofFsmokingSrelatedFgenesFisFassociatedFwithFfutureFlungFcancerFinFfourF
prospectiveFcohortsTFNaturebCommunicationsRF2015RF]RFWVWbX 17.4 144

259 jssociationFofFbreastFcancerFriskFlociFwithFbreastFcancerFsurvivalTFInternationalbJournalbofbCancerRF
2015RFWY_RFXaY_SZ[ 7.5 28

258 oineSmappingFidentifiesFtwoFadditionalFbreastFcancerFsusceptibilityFlociFatFbqYWTXTFHumanbMolecularb
GeneticsRF2015RFXZRFXb]]SaZ 5.6 36
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257 oineSscaleFmappingFofFtheF[qWWTXFbreastFcancerFlocusFrevealsFatFleastFthreeFindependentFriskF
variantsFregulatingFvjyYtWTFAmericanbJournalbofbHumanbGeneticsRF2015RFb]RF[SXV 11 59

256 vutationFscreeningFofFyjukXFinFclinicallyFascertainedFfamiliesFfromFtheFkreastFlancerFoamilyF
–egistryTFBreastbCancerbResearchbandbTreatmentRF2015RFWZbRF[Z_S[Z 4.4 20

255 peneticFvariantsFwithinFtheFhTn–TFgeneFandFtheFriskFofFcolorectalFcancerFinFuynchFsyndromeTFGenesb
andbCancerRF2015RF]RFZZ[S[W 2.9 5

254 TheF wyFrs][VVaZYFinFW]pWYTYFisFassociatedFwithFsurvivalFspecificallyFamongFchemotherapyStreatedF
breastFcancerFpatientsTFOncotargetRF2015RF]RF_YbVSZV_ 3.3 14

253 lommonFpeneticFVariationFinFlircadianF–hythmFpenesFandF–iskFofFnpithelialFxvarianFlancerFNnxlOTF
JournalbofbGeneticsbandbGenomebResearchRF2015RFXRF 22

252 –areFgeneticFvariantscFmakingFtheFconnectionFwithFbreastFcancerFsusceptibilityTFAIMSbGeneticsRF2015RF
VXRFXaWSXbX 2.1 2

251
jFlargeSscaleFassessmentFofFtwoSwayF wyFinteractionsFinFbreastFcancerFsusceptibilityFusingFZ]RZ[VF
casesFandFZXRZ]WFcontrolsFfromFtheFbreastFcancerFassociationFconsortiumTFHumanbMolecularb
GeneticsRF2014RFXYRFWbYZSZ]

5.6 28

250 penomeSwideFassociationFstudyFofFsubtypeSspecificFepithelialFovarianFcancerFriskFallelesFusingF
pooledFmwjTFHumanbGeneticsRF2014RFWYYRFZaWSb_ 6.3 21

249
jFgenomeSwideFassociationFstudyFofFearlySonsetFbreastFcancerFidentifiesFyotvFasFaFnovelFbreastF
cancerFgeneFandFsupportsFaFcommonFgeneticFspectrumFforFbreastFcancerFatFanyFageTFCancerb
EpidemiologybBiomarkersbandbPreventionRF2014RFXYRF][aS]b

4 63

248 rdentificationFofFnewFgeneticFsusceptibilityFlociFforFbreastFcancerFthroughFconsiderationFofF
geneSenvironmentFinteractionsTFGeneticbEpidemiologyRF2014RFYaRFaZSbY 2.6 24

247 penomeSwideFassociationFstudyFidentifiesFX[FknownFbreastFcancerFsusceptibilityFlociFasFriskFfactorsF
forFtripleSnegativeFbreastFcancerTFCarcinogenesisRF2014RFY[RFWVWXSb 4.6 121

246 jFthreeSproteinFbiomarkerFpanelFassessedFinFdiagnosticFtissueFpredictsFdeathFfromFprostateFcancerF
forFmenFwithFlocalizedFdiseaseTFCancerbMedicineRF2014RFYRFWX]]S_Z 4.8 17

245 –areFmutationsFinF–rwTWFpredisposeFcarriersFtoFbreastFandFuynchFsyndromeSspectrumFcancersTF
CancerbDiscoveryRF2014RFZRFaVZSW[ 24.4 39

244 penomeSwideFassociationFstudyFidentifiesFmultipleFlociFassociatedFwithFbothFmammographicF
densityFandFbreastFcancerFriskTFNaturebCommunicationsRF2014RF[RF[YVY 17.4 84

243 jssociationsFofFmammographicFdenseFandFnondenseFareasFandFbodyFmassFindexFwithFriskFofFbreastF
cancerTFAmericanbJournalbofbEpidemiologyRF2014RFW_bRFZ_[SaY 3.8 41

242 penomeSwideFassociationFstudyFidentifiesFmultipleFsusceptibilityFlociFforFdiffuseFlargeFkFcellF
lymphomaTFNaturebGeneticsRF2014RFZ]RFWXYYSa 36.3 108

241 lonsortiumFanalysisFofFgeneFandFgeneSfolateFinteractionsFinFpurineFandFpyrimidineFmetabolismF
pathwaysFwithFovarianFcarcinomaFriskTFMolecularbNutritionbandbFoodbResearchRF2014RF[aRFXVXYSY[ 5.9 8

240  houldFtheFgradingFofFcolorectalFadenocarcinomaFincludeFmicrosatelliteFinstabilityFstatushTFHumanb
PathologyRF2014RFZ[RFXV__SaZ 3.7 39

(2014-2015)
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239 kreastScancerFriskFinFfamiliesFwithFmutationsFinFyjukXTFNewbEnglandbJournalbofbMedicineRF2014RFY_WRFZb_S[V]59.2 576

238 metectionFofFinfectiousForganismsFinFarchivalFprostateFcancerFtissuesTFBMCbCancerRF2014RFWZRF[_b 4.8 22

237 jFmetaSanalysisFofFa_RVZVFindividualsFidentifiesFXYFnewFsusceptibilityFlociFforFprostateFcancerTF
NaturebGeneticsRF2014RFZ]RFWWVYSb 36.3 331

236 nvidenceFthatFbreastFcancerFriskFatFtheFXqY[FlocusFisFmediatedFthroughFrpoky[FregulationTFNatureb
CommunicationsRF2014RFZRFZbbb 17.4 87

235 peneticFvariationFinFmitoticFregulatoryFpathwayFgenesFisFassociatedFwithFbreastFtumorFgradeTF
HumanbMolecularbGeneticsRF2014RFXYRF]VYZSZ] 5.6 11

234 lomparisonFofFm–wjFsplicingFassayFprotocolsFacrossFmultipleFlaboratoriescFrecommendationsFforF
bestFpracticeFinFstandardizedFclinicalFtestingTFClinicalbChemistryRF2014RF]VRFYZWS[X 5.5 53

233 peneticFvariationFatFlYyYjFisFassociatedFwithFageFatFmenarcheFandFbreastFcancerFriskcFaF
caseScontrolFstudyTFBreastbCancerbResearchRF2014RFW]RF–[W 8.3 12

232
–areFkeyFfunctionalFdomainFmissenseFsubstitutionsFinFv–nWWjRF–jm[VRFandFwkwFcontributeFtoF
breastFcancerFsusceptibilitycFresultsFfromFaFkreastFlancerFoamilyF–egistryFcaseScontrolF
mutationSscreeningFstudyTFBreastbCancerbResearchRF2014RFW]RF–[a

8.3 78

231 jFgenomeSwideFHpleiotropyFscanHFdoesFnotFidentifyFnewFsusceptibilityFlociFforFestrogenFreceptorF
negativeFbreastFcancerTFPLoSbONERF2014RFbRFea[b[[ 3.7 7

230 vicro–wjFrelatedFpolymorphismsFandFbreastFcancerFriskTFPLoSbONERF2014RFbRFeWVbb_Y 3.7 37

229 –ecFvicrosatelliteFinstabilityFandFk–joFmutationFtestingFinFcolorectalFcancerFprognosticationTF
JournalbofbthebNationalbCancerbInstituteRF2014RFWV]RF 9.7 6

228 peneticFpredispositionFtoFinFsituFandFinvasiveFlobularFcarcinomaFofFtheFbreastTFPLoSbGeneticsRF2014RF
WVRFeWVVZXa[ 6 38

227 mwjFglycosylasesFinvolvedFinFbaseFexcisionFrepairFmayFbeFassociatedFwithFcancerFriskFinFk–ljWFandF
k–ljXFmutationFcarriersTFPLoSbGeneticsRF2014RFWVRFeWVVZX[] 6 33

226 XqY]TYFisFassociatedFwithFprognosisFforFoestrogenFreceptorSnegativeFbreastFcancerFpatientsFtreatedF
withFchemotherapyTFNaturebCommunicationsRF2014RF[RFZV[W 17.4 13

225
rmputationFandFsubsetSbasedFassociationFanalysisFacrossFdifferentFcancerFtypesFidentifiesFmultipleF
independentFriskFlociFinFtheFTn–TSluyTvWuFregionFonFchromosomeF[pW[TYYTFHumanbMolecularb
GeneticsRF2014RFXYRF]]W]SYY

5.6 77

224 npigenomeSwideFmethylationFinFmwjFfromFperipheralFbloodFasFaFmarkerFofFriskFforFbreastFcancerTF
BreastbCancerbResearchbandbTreatmentRF2014RFWZaRF]][S_Y 4.4 75

223 lommonFnonSsynonymousF wysFassociatedFwithFbreastFcancerFsusceptibilitycFfindingsFfromFtheF
kreastFlancerFjssociationFlonsortiumTFHumanbMolecularbGeneticsRF2014RFXYRF]Vb]SWWW 5.6 48

222
–efinedFhistopathologicalFpredictorsFofFk–ljWFandFk–ljXFmutationFstatuscFaFlargeSscaleFanalysisFofF
breastFcancerFcharacteristicsFfromFtheFkljlRFlrvkjRFandFnwrpvjFconsortiaTFBreastbCancerbResearch
RF2014RFW]RFYZWb

8.3 82
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221 mwjFmismatchFrepairFgeneFv q]FimplicatedFinFdeterminingFageFatFnaturalFmenopauseTFHumanb
MolecularbGeneticsRF2014RFXYRFXZbVS_ 5.6 35

220 jssociationsFofFcommonFbreastFcancerFsusceptibilityFallelesFwithFriskFofFbreastFcancerFsubtypesFinF
k–ljWFandFk–ljXFmutationFcarriersTFBreastbCancerbResearchRF2014RFW]RFYZW] 8.3 46

219 lxvyunXxcFidentifyingFtheFmissingFheritabilityFofFbreastFcancerFviaFnextFgenerationFcollaborationTF
BreastbCancerbResearchRF2013RFW[RFZVX 8.3 30

218 yrevalenceFofFyjukXFmutationsFinFjustralasianFmultipleScaseFbreastFcancerFfamiliesTFBreastbCancerb
ResearchRF2013RFW[RF–W_ 8.3 36

217
ojV–FNoilteringFandFjnnotationFofFVariantsFthatFareF–areOcFmethodsFtoFfacilitateFtheFanalysisFofFrareF
germlineFgeneticFvariantsFfromFmassivelyFparallelFsequencingFdatasetsTFBMCbBioinformaticsRF2013RF
WZRF][

3.6 8

216 TheFuseFofFmwjFfromFarchivalFdriedFbloodFspotsFwithFtheFrnfiniumFqumanvethylationZ[VFarrayTF
BMCbBiotechnologyRF2013RFWYRFXY 3.5 49

215 κsingF wyFgenotypesFtoFimproveFtheFdiscriminationFofFaFsimpleFbreastFcancerFriskFpredictionFmodelTF
BreastbCancerbResearchbandbTreatmentRF2013RFWYbRFaa_Sb] 4.4 25

214 TheF–oleFofFwewF equencingFTechnologyFinFrdentifyingF–areFvutationsFinFwewF usceptibilityFpenesF
forFlancerTFCurrentbGeneticbMedicinebReportsRF2013RFWRFW_[SWaW 2.2 1

213 pWj FmetaSanalysisFandFreplicationFidentifiesFthreeFnewFsusceptibilityFlociFforFovarianFcancerTF
NaturebGeneticsRF2013RFZ[RFY]XS_VRFY_VeWSX 36.3 267

212 oineSscaleFmappingFofFtheFopo–XFbreastFcancerFriskFlocuscFputativeFfunctionalFvariantsFdifferentiallyF
bindFoxXjWFandFnXoWTFAmericanbJournalbofbHumanbGeneticsRF2013RFbYRFWVZ]S]V 11 80

211 TamoxifenFandFriskFofFcontralateralFbreastFcancerFforFk–ljWFandFk–ljXFmutationFcarriersTFJournalb
ofbClinicalbOncologyRF2013RFYWRFYVbWSb 2.2 118

210 vultipleFindependentFvariantsFatFtheFTn–TFlocusFareFassociatedFwithFtelomereFlengthFandFrisksFofF
breastFandFovarianFcancerTFNaturebGeneticsRF2013RFZ[RFY_WSaZRFYaZeWSX 36.3 422

209 lonfirmationFofFtheFreductionFofFhormoneFreplacementFtherapySrelatedFbreastFcancerFriskFforF
carriersFofFtheFq mW_kW_bY__pFvariantTFBreastbCancerbResearchbandbTreatmentRF2013RFWYaRF[ZYSa 4.4 9

208 qiSylexFforFhighSthroughputFmutationFscreeningcFapplicationFtoFtheFbreastFcancerFsusceptibilityF
geneFyjukXTFBMCbMedicalbGenomicsRF2013RF]RFZa 3.7 13

207 TheFincidenceFofFyjukXFcTYWWYpgjFinFwomenFwithFaFstrongFfamilyFhistoryFofFbreastFandFovarianF
cancerFattendingFfamilialFcancerFcentresFinFjustraliaTFFamilialbCancerRF2013RFWXRF[a_Sb[ 3 9

206 ounctionalFvariantsFatFtheFWWqWYFriskFlocusFforFbreastFcancerFregulateFcyclinFmWFexpressionFthroughF
longSrangeFenhancersTFAmericanbJournalbofbHumanbGeneticsRF2013RFbXRFZabS[VY 11 167

205 lrossSplatformFcompatibilityFofFqiSylexRFaFstreamlinedFapproachFforFtargetedFmassivelyFparallelF
sequencingTFAnalyticalbBiochemistryRF2013RFZZXRFWX_Sb 3.1 10

204 penomeSwideFassociationFstudiesFidentifyFfourFn–FnegativeSspecificFbreastFcancerFriskFlociTFNatureb
GeneticsRF2013RFZ[RFYbXSaRFYbaeWSX 36.3 327
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203 rdentificationFofFXYFnewFprostateFcancerFsusceptibilityFlociFusingFtheFilxp FcustomFgenotypingF
arrayTFNaturebGeneticsRF2013RFZ[RFYa[SbWRFYbWeWSX 36.3 413

202 uargeSscaleFgenotypingFidentifiesFZWFnewFlociFassociatedFwithFbreastFcancerFriskTFNaturebGeneticsRF
2013RFZ[RFY[YS]WRFY]WeWSX 36.3 813

201 lolorectalFcarcinomasFwithFt–j FmutationFareFassociatedFwithFdistinctiveFmorphologicalFandF
molecularFfeaturesTFModernbPathologyRF2013RFX]RFaX[SYZ 9.8 106

200 peneticFmodifiersFofFmenopausalFhormoneFreplacementFtherapyFandFbreastFcancerFriskcFaF
genomeSwideFinteractionFstudyTFEndocrineoRelatedbCancerRF2013RFXVRFa_[Sa_ 5.7 19

199 jFmetaSanalysisFofFgenomeSwideFassociationFstudiesFtoFidentifyFprostateFcancerFsusceptibilityFlociF
associatedFwithFaggressiveFandFnonSaggressiveFdiseaseTFHumanbMolecularbGeneticsRF2013RFXXRFZVaSW[ 5.6 109

198 rdentificationFofFaFk–ljXSspecificFmodifierFlocusFatF]pXZFrelatedFtoFbreastFcancerFriskTFPLoSb
GeneticsRF2013RFbRFeWVVYW_Y 6 90

197 penomeSwideFassociationFstudyFinFk–ljWFmutationFcarriersFidentifiesFnovelFlociFassociatedFwithF
breastFandFovarianFcancerFriskTFPLoSbGeneticsRF2013RFbRFeWVVYXWX 6 209

196 nvidenceFofFgeneSenvironmentFinteractionsFbetweenFcommonFbreastFcancerFsusceptibilityFlociFandF
establishedFenvironmentalFriskFfactorsTFPLoSbGeneticsRF2013RFbRFeWVVYXaZ 6 112

195 miagnosticFchestFXSraysFandFbreastFcancerFriskFbeforeFageF[VFyearsFforFk–ljWFandFk–ljXFmutationF
carriersTFCancerbEpidemiologybBiomarkersbandbPreventionRF2013RFXXRFW[Z_S[] 4 18

194
nvaluationFofFaF[StierFschemeFproposedFforFclassificationFofFsequenceFvariantsFusingFbioinformaticF
andFsplicingFassayFdatacFinterSreviewerFvariabilityFandFpromotionFofFminimumFreportingFguidelinesTF
HumanbMutationRF2013RFYZRFWZXZSYW

4.7 30

193 nxplainingFvarianceFinFtheFcumulusFmammographicFmeasuresFthatFpredictFbreastFcancerFriskcFaFtwinsF
andFsistersFstudyTFCancerbEpidemiologybBiomarkersbandbPreventionRF2013RFXXRFXYb[SZVY 4 29

192 npigeneticFanalysisFleadsFtoFidentificationFofFqwoWkFasFaFsubtypeSspecificFsusceptibilityFgeneFforF
ovarianFcancerTFNaturebCommunicationsRF2013RFZRFW]Xa 17.4 124

191 rdentificationFandFmolecularFcharacterizationFofFaFnewFovarianFcancerFsusceptibilityFlocusFatF
W_qXWTYWTFNaturebCommunicationsRF2013RFZRFW]X_ 17.4 85

190 WholeFexomeFsequencingFsuggestsFmuchFofFnonSk–ljWUk–ljXFfamilialFbreastFcancerFisFdueFtoF
moderateFandFlowFpenetranceFsusceptibilityFallelesTFPLoSbONERF2013RFaRFe[[]aW 3.7 77

189 yrtYljFactivatingFmutationFinFcolorectalFcarcinomacFassociationsFwithFmolecularFfeaturesFandF
survivalTFPLoSbONERF2013RFaRFe][Z_b 3.7 102

188 jFhighSplexFyl–FapproachFforFmassivelyFparallelFsequencingTFBioTechniquesRF2013RF[[RF]bS_Z 2.5 37

187 yjukXFandFbreastFcancercFreadyFforFclinicalFtranslationGTFThebApplicationbofbClinicalbGeneticsRF2013RF]RFZYS[X3.1 37

186 yopulationSbasedFestimateFofFprostateFcancerFriskFforFcarriersFofFtheFqxXkWYFmissenseFmutationF
paZnTFPLoSbONERF2013RFaRFe[Z_X_ 3.7 30
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185 lommonFvariantsFatFWXpWWRFWXqXZRFbpXWRFbqYWTXFandFinFZwoY][FareFassociatedFwithFbreastFcancerF
riskFforFk–ljWFandUorFk–ljXFmutationFcarriersTFBreastbCancerbResearchRF2012RFWZRF–YY 8.3 70

184 xvarianFcancerFsusceptibilityFallelesFandFriskFofFovarianFcancerFinFk–ljWFandFk–ljXFmutationF
carriersTFHumanbMutationRF2012RFYYRF]bVS_VX 4.7 31

183 TheFpostmenopausalFhormoneFreplacementFtherapySrelatedFbreastFcancerFriskFisFdecreasedFinF
womenFcarryingFtheFlYyXlWbPW_FvariantTFBreastbCancerbResearchbandbTreatmentRF2012RFWYWRFYZ_S[V 4.4 4

182 TumourFmorphologyFofFearlySonsetFbreastFcancersFpredictsFbreastFcancerFriskFforFfirstSdegreeF
relativescFtheFjustralianFkreastFlancerFoamilyF–egistryTFBreastbCancerbResearchRF2012RFWZRF–WXX 8.3 8

181 –iskFfactorsFforFuncommonFhistologicFsubtypesFofFbreastFcancerFusingFcentralizedFpathologyFreviewF
inFtheFkreastFlancerFoamilyF–egistryTFBreastbCancerbResearchbandbTreatmentRF2012RFWYZRFWXVbSXV 4.4 9

180 nvaluationFofFchromosomeF]pXXFasFaFbreastFcancerFriskFmodifierFlocusFinFaFfollowSupFstudyFofF
k–ljXFmutationFcarriersTFBreastbCancerbResearchbandbTreatmentRF2012RFWY]RFXb[SYVX 4.4 3

179 penomeSwideFassociationFanalysisFidentifiesFthreeFnewFbreastFcancerFsusceptibilityFlociTFNatureb
GeneticsRF2012RFZZRFYWXSa 36.3 237

178
bqYWTXSrsa][]a]FasFaFsusceptibilityFlocusFforFestrogenFreceptorSpositiveFbreastFcancercFevidenceF
fromFtheFkreastFlancerFjssociationFlonsortiumTFCancerbEpidemiologybBiomarkersbandbPreventionRF
2012RFXWRFW_aYSbW

4 17

177 jFmetaSanalysisFofFgenomeSwideFassociationFstudiesFofFbreastFcancerFidentifiesFtwoFnovelF
susceptibilityFlociFatF]qWZFandFXVqWWTFHumanbMolecularbGeneticsRF2012RFXWRF[Y_YSaZ 5.6 143

176 kreastFcancerFriskFandF]qXXTYYcFcombinedFresultsFfromFkreastFlancerFjssociationFlonsortiumFandF
lonsortiumFofFrnvestigatorsFonFvodifiersFofFk–ljWUXTFPLoSbONERF2012RF_RFeY[_V] 3.7 10

175 rnterleukinS]FpromoterFvariantsRFprostateFcancerFriskRFandFsurvivalTFProstateRF2012RF_XRFW_VWS_ 4.2 21

174 WWqWYFisFaFsusceptibilityFlocusFforFhormoneFreceptorFpositiveFbreastFcancerTFHumanbMutationRF2012RF
YYRFWWXYSYX 4.7 33

173 rdentificationFofFfifteenFnovelFgermlineFvariantsFinFtheFk–ljWFYMκT–FrevealsFaFvariantFinFaFbreastF
cancerFcaseFthatFintroducesFaFfunctionalFmi–SWVYFtargetFsiteTFHumanbMutationRF2012RFYYRFW]][S_[ 4.7 42

172
jFnonsynonymousFpolymorphismFinFr– WFmodifiesFriskFofFdevelopingFbreastFandFovarianFcancersFinF
k–ljWFandFovarianFcancerFinFk–ljXFmutationFcarriersTFCancerbEpidemiologybBiomarkersbandb
PreventionRF2012RFXWRFWY]XS_V

4 20

171 kodyFsizeFandFriskFforFcolorectalFcancersFshowingFk–joFmutationsForFmicrosatelliteFinstabilitycFaF
pooledFanalysisTFInternationalbJournalbofbEpidemiologyRF2012RFZWRFWV]VS_X 7.8 59

170
lommonFbreastFcancerFsusceptibilityFvariantsFinFu yWFandF–jm[WuWFareFassociatedFwithF
mammographicFdensityFmeasuresFthatFpredictFbreastFcancerFriskTFCancerbEpidemiologybBiomarkersb
andbPreventionRF2012RFXWRFWW[]S]]

4 92

169 rdentificationFofFaFnovelFpercentFmammographicFdensityFlocusFatFWXqXZTFHumanbMolecularbGeneticsRF
2012RFXWRFYXbbSYV[ 5.6 28

168 WbpWYTWFisFaFtripleSnegativeSspecificFbreastFcancerFsusceptibilityFlocusTFCancerbResearchRF2012RF_XRFW_b[SaVY10.1 93

(2012-2012)
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167 vammographicFbreastFdensityFandFbreastFcancercFevidenceFofFaFsharedFgeneticFbasisTFCancerb
ResearchRF2012RF_XRFWZ_aSaZ 10.1 50

166
kreastFcancerFprognosisFinFk–ljWFandFk–ljXFmutationFcarrierscFanFrnternationalFyrospectiveF
kreastFlancerFoamilyF–egistryFpopulationSbasedFcohortFstudyTFJournalbofbClinicalbOncologyRF2012RF
YVRFWbSX]

2.2 116

165
lommonFvariantsFatFtheFWbpWYTWFandFZwoY][FlociFareFassociatedFwithFn–FsubtypesFofFbreastFcancerF
andFovarianFcancerFriskFinFk–ljWFandFk–ljXFmutationFcarriersTFCancerbEpidemiologybBiomarkersbandb
PreventionRF2012RFXWRF]Z[S[_

4 44

164
yathologyFofFbreastFandFovarianFcancersFamongFk–ljWFandFk–ljXFmutationFcarrierscFresultsFfromF
theFlonsortiumFofFrnvestigatorsFofFvodifiersFofFk–ljWUXFNlrvkjOTFCancerbEpidemiologybBiomarkersb
andbPreventionRF2012RFXWRFWYZSZ_

4 411

163
lqntXPWWVVdellFheterozygosityFinFwomenFwithFbreastFcancerFassociatedFwithFearlyFdeathRFbreastF
cancerSspecificFdeathRFandFincreasedFriskFofFaFsecondFbreastFcancerTFJournalbofbClinicalbOncologyRF
2012RFYVRFZYVaSW]

2.2 134

162 TheFroleFofFgeneticFbreastFcancerFsusceptibilityFvariantsFasFprognosticFfactorsTFHumanbMolecularb
GeneticsRF2012RFXWRFYbX]SYb 5.6 75

161 lolorectalFandFotherFcancerFrisksFforFcarriersFandFnoncarriersFfromFfamiliesFwithFaFmwjFmismatchF
repairFgeneFmutationcFaFprospectiveFcohortFstudyTFJournalbofbClinicalbOncologyRF2012RFYVRFb[aS]Z 2.2 245

160 lomparisonFofF]qX[FbreastFcancerFhitsFfromFjsianFandFnuropeanFpenomeFWideFjssociationF tudiesF
inFtheFkreastFlancerFjssociationFlonsortiumFNkljlOTFPLoSbONERF2012RF_RFeZXYaV 3.7 49

159 –jm[WFandFbreastFcancerFsusceptibilitycFnoFevidenceFforFrareFvariantFassociationFinFtheFkreastF
lancerFoamilyF–egistryFstudyTFPLoSbONERF2012RF_RFe[XY_Z 3.7 25

158
–areRFevolutionarilyFunlikelyFmissenseFsubstitutionsFinFlqntXFcontributeFtoFbreastFcancerF
susceptibilitycFresultsFfromFaFbreastFcancerFfamilyFregistryFcaseScontrolFmutationSscreeningFstudyTF
BreastbCancerbResearchRF2011RFWYRF–]

8.3 65

157
lontributionFofFlargeFgenomicFk–ljWFalterationsFtoFearlySonsetFbreastFcancerFselectedFforFfamilyF
historyFandFtumourFmorphologycFaFreportFfromFTheFkreastFlancerFoamilyF–egistryTFBreastbCancerb
ResearchRF2011RFWYRF–WZ

8.3 9

156 nxploringFtheFlinkFbetweenFvx–oZuWFandFriskFofFbreastFcancerTFBreastbCancerbResearchRF2011RFWYRF–ZV 8.3 16

155 –areFvariantsFinFtheFjTvFgeneFandFriskFofFbreastFcancerTFBreastbCancerbResearchRF2011RFWYRF–_Y 8.3 151

154
lommonFbreastFcancerFsusceptibilityFallelesFareFassociatedFwithFtumourFsubtypesFinFk–ljWFandF
k–ljXFmutationFcarrierscFresultsFfromFtheFlonsortiumFofFrnvestigatorsFofFvodifiersFofFk–ljWUXTF
BreastbCancerbResearchRF2011RFWYRF–WWV

8.3 62

153 jFgenomeSwideFlinkageFstudyFofFmammographicFdensityRFaFriskFfactorFforFbreastFcancerTFBreastb
CancerbResearchRF2011RFWYRF–WYX 8.3 7

152 mesignFconsiderationsFforFmassivelyFparallelFsequencingFstudiesFofFcomplexFhumanFdiseaseTFPLoSb
ONERF2011RF]RFeXYXXW 3.7 17

151 lommonFvariantsFinFZwoY][FareFassociatedFwithFbothFmammographicFdensityFandFbreastFcancerF
riskTFNaturebGeneticsRF2011RFZYRFWa[S_ 36.3 96

150 jFroleFforFX–llXFgeneFpolymorphismsFinFbreastFcancerFriskFandFsurvivalTFJournalbofbMedicalbGeneticsRF
2011RFZaRFZ__SaZ 5.8 42
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149 woFevidenceFofFvvTVSlikeFenvFsequencesFinFspecimensFfromFtheFjustralianFkreastFlancerFoamilyF
 tudyTFBreastbCancerbResearchbandbTreatmentRF2011RFWX[RFXXbSY[ 4.4 26

148 rmageSguidedFsamplingFrevealsFincreasedFstromaFandFlowerFglandularFcomplexityFinF
mammographicallyFdenseFbreastFtissueTFBreastbCancerbResearchbandbTreatmentRF2011RFWXaRF[V[SW] 4.4 39

147
ojwWFvariantsFidentifiedFinFmultipleScaseFearlySonsetFbreastFcancerFfamiliesFviaFexomeFsequencingcF
noFevidenceFforFassociationFwithFriskFforFbreastFcancerTFBreastbCancerbResearchbandbTreatmentRF2011RF
WYVRFWVZYSb

4.4 15

146 qaplotypeFstructureFinFjshkenaziFsewishFk–ljWFandFk–ljXFmutationFcarriersTFHumanbGeneticsRF
2011RFWYVRF]a[Sbb 6.3 15

145 metectingFdifferentialFallelicFexpressionFusingFhighSresolutionFmeltingFcurveFanalysiscFapplicationFtoF
theFbreastFcancerFsusceptibilityFgeneFlqntXTFBMCbMedicalbGenomicsRF2011RFZRFYb 3.7 5

144 mependenceFofFcolorectalFcancerFriskFonFtheFparentSofSoriginFofFmutationsFinFmwjFmismatchFrepairF
genesTFHumanbMutationRF2011RFYXRFXV_SWX 4.7 9

143 lancerFrisksFforFmonoallelicFvκTYqFmutationFcarriersFwithFaFfamilyFhistoryFofFcolorectalFcancerTF
InternationalbJournalbofbCancerRF2011RFWXbRFXX[]S]X 7.5 66

142 lonfirmationFofF[pWXFasFaFsusceptibilityFlocusFforFprogesteroneSreceptorSpositiveRFlowerFgradeF
breastFcancerTFCancerbEpidemiologybBiomarkersbandbPreventionRF2011RFXVRFXXXXSYW 4 27

141 jssociationsFofFbreastFcancerFriskFfactorsFwithFtumorFsubtypescFaFpooledFanalysisFfromFtheFkreastF
lancerFjssociationFlonsortiumFstudiesTFJournalbofbthebNationalbCancerbInstituteRF2011RFWVYRFX[VS]Y 9.7 513

140 vetachronousFcolorectalFcancerFriskFforFmismatchFrepairFgeneFmutationFcarrierscFtheFadvantageFofF
moreFextensiveFcolonFsurgeryTFGutRF2011RF]VRFb[VS_ 19.2 192

139
uowFpenetranceFbreastFcancerFsusceptibilityFlociFareFassociatedFwithFspecificFbreastFtumorF
subtypescFfindingsFfromFtheFkreastFlancerFjssociationFlonsortiumTFHumanbMolecularbGeneticsRF2011
RFXVRFYXabSYVY

5.6 140

138 jFcommonFvariantFatFtheFTn–TSluyTvWuFlocusFisFassociatedFwithFestrogenFreceptorSnegativeFbreastF
cancerTFNaturebGeneticsRF2011RFZYRFWXWVSZ 36.3 253

137  evenFprostateFcancerFsusceptibilityFlociFidentifiedFbyFaFmultiSstageFgenomeSwideFassociationFstudyTF
NaturebGeneticsRF2011RFZYRF_a[SbW 36.3 243

136 kreastFcancerFriskFforFnoncarriersFofFfamilySspecificFk–ljWFandFk–ljXFmutationscFfindingsFfromFtheF
kreastFlancerFoamilyF–egistryTFJournalbofbClinicalbOncologyRF2011RFXbRFZ[V[Sb 2.2 32

135
TheFpotentialFvalueFofFsiblingFcontrolsFcomparedFwithFpopulationFcontrolsFforFassociationFstudiesFofF
lifestyleSrelatedFriskFfactorscFanFexampleFfromFtheFkreastFlancerFoamilyF–egistryTFInternationalb
JournalbofbEpidemiologyRF2011RFZVRFWYZXS[Z

7.8 16

134
jssociationsFofFcommonFvariantsFatFWpWWTXFandFWZqXZTWFN–jm[WuWOFwithFbreastFcancerFriskFandF
heterogeneityFbyFtumorFsubtypecFfindingsFfromFtheFkreastFlancerFjssociationFlonsortiumTFHumanb
MolecularbGeneticsRF2011RFXVRFZ]bYS_V]

5.6 66

133 _qXWSrs]b]Z[a_FandFbreastFcancerFriskcFanFextendedFcaseScontrolFstudyFbyFtheFkreastFlancerF
jssociationFlonsortiumTFJournalbofbMedicalbGeneticsRF2011RFZaRF]baS_VX 5.8 5

132 TheFrsWXb_[YYYFvariantFinFtheFmi–SWX[aFandFbreastFcancerFriskFinFpermanyRFrtalyRFjustraliaFandF
 painTFJournalbofbMedicalbGeneticsRF2011RFZaRF_VYSZ 5.8 13

(2011-2011)
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131 lommonFvariantsFofFtheFk–ljWFwildStypeFalleleFmodifyFtheFriskFofFbreastFcancerFinFk–ljWFmutationF
carriersTFHumanbMolecularbGeneticsRF2011RFXVRFZ_YXSZ_ 5.6 21

130 kodyFmassFindexFinFearlyFadulthoodFandFendometrialFcancerFriskFforFmismatchFrepairFgeneFmutationF
carriersTFObstetricsbandbGynecologyRF2011RFWW_RFabbSbV[ 4.9 21

129 lonstitutionalFmethylationFofFtheFk–ljWFpromoterFisFspecificallyFassociatedFwithFk–ljWF
mutationSassociatedFpathologyFinFearlySonsetFbreastFcancerTFCancerbPreventionbResearchRF2011RFZRFXYSYY 3.2 121

128 rnterplayFbetweenFk–ljWFandF–qjvvFregulatesFepithelialFapicobasalFpolarizationFandFmayF
influenceFriskFofFbreastFcancerTFPLoSbBiologyRF2011RFbRFeWVVWWbb 9.7 73

127 jFlocusFonFWbpWYFmodifiesFriskFofFbreastFcancerFinFk–ljWFmutationFcarriersFandFisFassociatedFwithF
hormoneFreceptorSnegativeFbreastFcancerFinFtheFgeneralFpopulationTFNaturebGeneticsRF2010RFZXRFaa[SbX 36.3 276

126  ocioSeconomicFstatusFandFsurvivalFfromFbreastFcancerFforFyoungRFjustralianRFurbanFwomenTF
AustralianbandbNewbZealandbJournalbofbPublicbHealthRF2010RFYZRFXVVS[ 2.3 4

125 volecularFcharacterizationFofFbreastFcancerFinFyoungFkrazilianFwomenTFRevistabDabAssociaˆ§ˆ£ob
Mˆ'dicabBrasileiraRF2010RF[]RFX_aSa_ 1.4 10

124 yopulationSbasedFestimateFofFtheFcontributionFofFTy[YFmutationsFtoFsubgroupsFofFearlySonsetF
breastFcancercFjustralianFkreastFlancerFoamilyF tudyTFCancerbResearchRF2010RF_VRFZ_b[SaVV 10.1 75

123 lommonFgeneticFvariantsFassociatedFwithFbreastFcancerFandFmammographicFdensityFmeasuresFthatF
predictFdiseaseTFCancerbResearchRF2010RF_VRFWZZbS[a 10.1 63

122 jFk–ljWFpromoterFvariantFNrsWW][[[V[OFandFbreastFcancerFriskTFJournalbofbMedicalbGeneticsRF2010RF
Z_RFX]aS_V 5.8 5

121 vissenseFvariantsFinFjTvFinFX]RWVWFbreastFcancerFcasesFandFXbRaZXFcontrolsTFCancerbEpidemiologyb
BiomarkersbandbPreventionRF2010RFWbRFXWZYS[W 4 31

120 lommonFgeneticFvariantsFandFmodificationFofFpenetranceFofFk–ljXSassociatedFbreastFcancerTFPLoSb
GeneticsRF2010RF]RFeWVVWWaY 6 74

119
 ubtypingFofFbreastFcancerFbyFimmunohistochemistryFtoFinvestigateFaFrelationshipFbetweenF
subtypeFandFshortFandFlongFtermFsurvivalcFaFcollaborativeFanalysisFofFdataFforFWVRW[bFcasesFfromFWXF
studiesTFPLoSbMedicineRF2010RF_RFeWVVVX_b

11.6 616

118 jssociationFbetweenFaFgermlineFxljXFpolymorphismFatFchromosomeFW[qWYTWFandFestrogenF
receptorSnegativeFbreastFcancerFsurvivalTFJournalbofbthebNationalbCancerbInstituteRF2010RFWVXRF][VS]X 9.7 45

117 oamilySbasedFassociationFstudyFofFrpoWFmicrosatellitesFandFheightRFweightRFandFbodyFmassFindexTF
JournalbofbHumanbGeneticsRF2010RF[[RFX[[Sa 4.3 3

116 jFyjukXFmutationFassociatedFwithFhighFriskFofFbreastFcancerTFBreastbCancerbResearchRF2010RFWXRF–WVb 8.3 89

115 yrostateFcancerFsegregationFanalysesFusingFZYbVFfamiliesFfromFκtFandFjustralianFpopulationSbasedF
studiesTFGeneticbEpidemiologyRF2010RFYZRFZXS[V 2.6 25

114
jssessingFinteractionsFbetweenFtheFassociationsFofFcommonFgeneticFsusceptibilityFvariantsRF
reproductiveFhistoryFandFbodyFmassFindexFwithFbreastFcancerFriskFinFtheFbreastFcancerFassociationF
consortiumcFaFcombinedFcaseScontrolFstudyTFBreastbCancerbResearchRF2010RFWXRF–WWV

8.3 74
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113 jreFyjukXFmutationsFassociatedFwithFincreasedFriskFofFmaleFbreastFcancerhTFBreastbCancerbResearchb
andbTreatmentRF2010RFWXWRFX[YS[ 4.4 19

112
lomparingFtheFfrequencyFofFcommonFgeneticFvariantsFandFhaplotypesFbetweenFcarriersFandF
nonScarriersFofFk–ljWFandFk–ljXFdeleteriousFmutationsFinFjustralianFwomenFdiagnosedFwithF
breastFcancerFbeforeFZVFyearsFofFageTFBMCbCancerRF2010RFWVRFZ]]

4.8 6

111 TheFZqX_FlocusFandFprostateFcancerFriskTFBMCbCancerRF2010RFWVRF]b 4.8 5

110 qonFlXaXYFhomozygotesFareFatFincreasedFriskFofFbreastFandFcolorectalFcancerTFHepatologyRF2010RF[WRFWYWWSa11.2 95

109 uetterFinFresponseFtoFHrdentifyingFuynchFsyndromeHFbyFdeFlaFlhapelleFetFalTFInternationalbJournalbofb
CancerRF2010RFWX]RFX_[_Sa 7.5 1

108 jssociationFofFn –WFgeneFtaggingF wysFwithFbreastFcancerFriskTFHumanbMolecularbGeneticsRF2009RFWaRFWWYWSb5.6 75

107 oamilialFcorrelationsFinFpostmenopausalFserumFconcentrationsFofFsexFsteroidFhormonesFandFotherF
mitogenscFaFtwinsFandFsistersFstudyTFJournalbofbClinicalbEndocrinologybandbMetabolismRF2009RFbZRFZ_bYSaVV5.6 20

106 –iskFofFestrogenFreceptorSpositiveFandFSnegativeFbreastFcancerFandFsingleSnucleotideFpolymorphismF
XqY[SrsWYYa_VZXTFJournalbofbthebNationalbCancerbInstituteRF2009RFWVWRFWVWXSa 9.7 90

105 yrediagnosisFreproductiveFfactorsFandFallScauseFmortalityFforFwomenFwithFbreastFcancerFinFtheF
breastFcancerFfamilyFregistryTFCancerbEpidemiologybBiomarkersbandbPreventionRF2009RFWaRFW_bXS_ 4 25

104 qonFlXaXYUq]YmFcompoundFheterozygotesFareFatFlowFriskFofFhemochromatosisSrelatedFmorbidityTF
HepatologyRF2009RF[VRFbZSWVW 11.2 64

103 TheFkj–mWFlys[[_ erFpolymorphismFandFbreastFcancerFriskcFanFjustralianFcaseScontrolFandFfamilyF
analysisTFBreastbCancerbResearchbandbTreatmentRF2009RFWW[RFWZ[S[V 4.4 18

102 k–ljWFandFk–ljXFmutationFcarriersFinFtheFkreastFlancerFoamilyF–egistrycFanFopenFresourceFforF
collaborativeFresearchTFBreastbCancerbResearchbandbTreatmentRF2009RFWW]RFY_bSa] 4.4 49

101 oamilyFhistoryFofFbreastFcancerFandFallScauseFmortalityFafterFbreastFcancerFdiagnosisFinFtheFkreastF
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