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sequencesWIPLoScONEUI2012UIhUIeefice 3.7 8

101 LongVtermIrenalIchangesIinItheIliverVspecificIglucokinaseIknockoutImousekIimplicationsIforIrenalI
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100 vvolutionIofIgenesIforIincretinIhormonesIandItheirIreceptorsWIVitaminscandcHormonesUI2010UIieUIbVca 2.5 8
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94 tovariationIofItheIwecalIMicrobiomeIwithIuietIinINonpasserineIsirdsWIMSphereUI2021UIgUI 5 8

93 MolecularIvvolutionIofItheINuclearIwactorIQvrythroidVuerivedIcRVLikeIcIxeneINrfcIinIOldIWorldIwruitI
satsIQthiropterakIPteropodidaeRWIPLoScONEUI2016UIbbUIeabegche 3.7 8

92 yostIgeneticsIisIassociatedIwithItheIgutImicrobialIcommunityImembershipIratherIthanItheI
structureWIMolecularcBioSystemsUI2016UIbcUIbghgVig 8

91 TheIrecombinationIhotIspotsIandIgeneticIdiversityIofItheIgenomesIofIrfricanIswineIfeverIvirusesWI
JournalcofcInfectionUI2020UIiaUIbcbVbec 18.9 8

90 TheIoriginIofIchowIchowsIinItheIlightIofItheIvastIrsianIbreedsWIBMCcGenomicsUI2017UIbiUIbhe 4.5 7
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83 TheIgreatIroundleafIbatIQyipposiderosIarmigerRIasIaIgoodImodelIforIcoldVinducedIbrowningIofI
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63 QcReadskIanIadapterIandIqualityItrimmingItoolIforInextVgenerationIsequencingIreadsWIJournalcofc
GeneticscandcGenomicsUI2013UIeaUIgdjVec 4 4

62 RapidIevolutionIofItheImammalianIyzLSbIgeneIandItheInuclearIcondensationIprocessIduringI
mammalianIspermiogenesisWIJournalcofcGeneticscandcGenomicsUI2013UIeaUIffVj 4 4
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QPipistrellusIabramusRWIGeneticaUI2014UIbecUIeidVje 1.5 4
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56 rssaysIforIcopyInumberUIdifferentialIexpressionUIandIrecombinationIinIlysozymeImultigeneIfamilyWI
MethodscincEnzymologyUI1993UIcceUIffcVgd 1.7 4

55 PhosphoenolpyruvateIcarboxykinaseIbIgeneIQPckbRIdisplaysIparallelIevolutionIbetweenIOldIWorldI
andINewIWorldIfruitIbatsWIPLoScONEUI2015UIbaUIeabbiggg 3.7 4

54 TheIfitIofIcodonIusageIofIhumanVisolatedIavianIinfluenzaIrIvirusesItoIhumanWIInfectionpcGeneticscandc
EvolutionUI2020UIibUIbaebib 4.5 4
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53 yostIrdaptationIandIvvolutionaryIrnalysisIofIkIznsightsIwromItodonIUsageIsasedIznvestigationsWI
FrontierscincMicrobiologyUI2020UIbbUIfhabdb 5.7 4

52 VaccineIagainstIMiddleIvastIrespiratoryIsyndromeIcoronavirusWILancetcInfectiouscDiseasespcTheUI2019
UIbjUIbafdVbafe 25.5 3
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50 zdentificationIofItandidateItircularIRNrsIUnderlyingIzntramuscularIwatItontentIinItheIuonkeyWI
FrontierscincGeneticsUI2020UIbbUIfihffj 4.5 3

49 vvolutionIandItransitionIofIexpressionItrajectoryIduringIhumanIbrainIdevelopmentWIBMCc
EvolutionarycBiologyUI2020UIcaUIhc 3 3

48 NocturnalItoIdiurnalItransitionIinItheIcommonIancestorIofIhaplorrhineskIevidenceIfromI
genomicVscanIforIpositivelyIselectedIgenesWIJournalcofcGeneticscandcGenomicsUI2015UIecUIddVh 4 3

47 RelaxedIevolutionIinItheItyrosineIaminotransferaseIgeneItatIinIoldIworldIfruitIbatsIQthiropterakI
PteropodidaeRWIPLoScONEUI2014UIjUIejheid 3.7 3

46 TheImotilinIgeneIevolvedIaInewIfunctionIinIkangarooIratsIandIkangarooImiceIQuipodomyinaeRWI
JournalcofcMolecularcEvolutionUI2012UIhfUIbbcVi 3.1 3

45 yostIrdaptiveIvvolutionIofIrvianVOriginIydNcItanineIznfluenzaIVirusWIFrontierscincMicrobiologyUI
2021UIbcUIgffcci 5.7 3

44 SynergyIbetweenIMtbRIandIrSzPIforIcoatIcolorIinIhorsesIQvquusIcaballusRbWIJournalcofcAnimalc
ScienceUI2019UIjhUIbfhiVbfif 0.7 3

43 vvolutionIofItheImammalianIinsulinIQznsRIgenelIthangesIinIproteolyticIprocessingWIPeptidesUI2021UI
bdfUIbhaedf 3.8 3

42 tomparativeIstudyIofIgutImicrobiotaIfromIcaptiveIandIconfiscatedVrescuedIwildIpangolinsWIJournalc
ofcGeneticscandcGenomicsUI2021UIeiUIicfVidf 4 3

41 vvolutionIofIconservedIsecondaryIstructuresIandItheirIfunctionIinItranscriptionalIregulationI
networksWIBMCcGenomicsUI2008UIjUIfca 4.5 2

40 rInewIcanineIdistemperIvirusIlineageIidentifiedIfromIredIpandasIinIthinaWITransboundarycandc
EmergingcDiseasesUI2021UI 4.2 2

39 rmbientITemperatureIisIrIStrongISelectiveIwactorIznfluencingIyumanIuevelopmentIandIzmmunityWI
GenomicspcProteomicscandcBioinformaticsUI2020UIbiUIeijVfaa 6.5 2

38 OriginIandIvvolutionIofIybNbXpdmcaajkIrItodonIUsageIPerspectiveWIFrontierscincMicrobiologyUI
2020UIbbUIbgbf 5.7 2

37 UnveilingItheIsiogeographyIandIPotentialIwunctionsIofItheIzntestinalIuigestaVIandI
MucosaVrssociatedIMicrobiomeIofIuonkeysWIFrontierscincMicrobiologyUI2020UIbbUIfjgiic 5.7 2

36 vvolutionIofItheIznsulinIxenekIthangesIinIxeneINumberUISequenceUIandIProcessingWIFrontierscinc
EndocrinologyUI2021UIbcUIgejcff 5.7 2
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35 PathogenicityIandItransmissibilityIofIaInovelIrespirovirusIisolatedIfromIaIMalayanIpangolinWIJournalc
ofcGeneralcVirologyUI2021UIbacUI 4.9 2

34 uiverseIphylogenomicIdatasetsIuncoverIaIconcordantIscenarioIofIlaurasiatherianIinterordinalI
relationshipsWIMolecularcPhylogeneticscandcEvolutionUI2021UIbfhUIbahagf 4.1 2
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VeterinarycResearchUI2021UIbhUIbbc 2.7 2

31 rpplicationIofIaITLRIoverexpressionIcellImodelIinIpyrogenIdetectionWIBiotechnologycandc
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QtetruminantiaRWIGw:cGenespcGenomespcGeneticsUI2020UIbaUIfbfVfce 3.2 1

29 ViralIyormoneskIuoITheyIzmpactIyumanIvndocrinologypWIEndocrinologyUI2019UIbgaUIcdcgVcdch 4.8 1
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theIevolutionIofImammalianIhairWIBMCcEvolutionarycBiologyUI2009UIjUIcbd 3 1

26 rInovelIelementIregulatesIexpressionIofItheIproximalIhumanIproglucagonIpromoterIinIisletIcellsWI
GeneralcandcComparativecEndocrinologyUI2007UIbfbUIcdaVj 3 1

25 ProinsulinIcuNrsIfromItheIleopardIfrogUIRanaIpipienskIevolutionIofIproinsulinIprocessingWI
ComparativecBiochemistrycandcPhysiologycqcBcBiochemistrycandcMolecularcBiologyUI2000UIbcfUIeafVba 2.3 1

24 TheIprothrombinIgeneWIPathophysiologycofcHaemostasiscandcThrombosis:cInternationalcJournalconc
HaemostasiscandcThrombosiscResearchUI1986UIbgUIcchVdi 1

23 SingleVcellIRNrVsequencingIRevealsIThoracolumbarIVertebraIyeterogeneityIandIRibVgenesisIinI
PigsWIGenomicspcProteomicscandcBioinformaticsUI2021UIbjUIecdVecd 6.5 1

22 vvolutionaryIhistoryIofItheIbrownIratkIoutIofIsouthernIvastIrsiaIandIselection 1

21 tonvergentIgenomicIsignaturesIofIhighIaltitudeIadaptationIamongIdomesticImammals 1

20 OrganizationIofItheIxenesItodingIforIProthrombinIandIwactorIXWIProtidescofcthecBiologicalcFluids;c
ProceedingscofcthecColloquiumUI1985UIddUIjfVji 1

19 TwoInewlyIidentifiedIgenotypesIforIrfricanIswineIfeverIvirusIareIincorrectWIJournalcofcInfectionUI
2020UIiaUIegjVejg 18.9 1

18 RareIhomologousIrecombinationIinIydNcIavianIinfluenzaIrIvirusesWIJournalcofcInfectionUI2020UIiaUIdfaVdhb18.9 1
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17 rdaptiveIvvolutionIofIwelineItoronavirusIxenesIsasedIonISelectionIrnalysisWIBioMedcResearchc
InternationalUI2020UIcacaUIjaijhgi 3 1

16 PooledISequencingIrnalysisIofIxeeseIQRIRevealsIxenomicIVariationsIrssociatedIWithIweatherItolorWI
FrontierscincGeneticsUI2021UIbcUIgfaabd 4.5 1
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2020UIfbUIgcj 2.5 1
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NonVpelletedIyighVxrainIuietWIFrontierscincMicrobiologyUI2021UIbcUIhbiiie 5.7 1
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toIcabjkIrnIinsightIfromIcodonIusageWIInfectionpcGeneticscandcEvolutionUI2021UIjgUIbafagh 4.5 1

9 yumanVisolatedIyhNjIobtainedIinternalIgenesIfromIduckIandIhumanIinfluenzaIvirusesWIJournalcofc
InfectionUI2019UIhiUIejbVfad 18.9 0
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afterIyjNcIchallengeWWIMicrobiomeUI2022UIbaUIbe 16.6 0

7 rINewIWorldIMonkeyIResemblesIyumanIinIsitterITasteIReceptorIvvolutionIandIwunctionIviaIaI
SingleIParallelIrminoIrcidISubstitutionWIMolecularcBiologycandcEvolutionUI2021UIdiUIfehcVfehj 8.3 0

6 tonstructionIofIaIsensitiveIpyrogenVtestingIcellImodelIbyIsiteVspecificIknockVinIofImultipleIgenesWI
BiotechnologycandcBioengineeringUI2019UIbbgUIcgfcVcggb 4.9

5 NoIgeneIcommunicationIofIyrIgeneIbetweenItheIhumanIydNcIandIybNbIpandemicIcaajIinfluenzaI
rIvirusesWIJournalcofcInfectionUI2019UIhjUIbheVbih 18.9

4 vvolutionIofItheIbovineIlysozymeIgeneIfamilykIthangesIinIgeneIexpressionIandIreversionIofI
functionWIJournalcofcMolecularcEvolutionUI1995UIebUIcjj 3.1

3 TwoIstepsIeasierIthanIonepWICurrentcBiologyUI1993UIdUIjahVj 6.3
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EndocrinologyUI2018UIbfjUIdgfjVdgga 4.8
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ResearchcInternationalUI2022UIcaccUIjgchjgb 3
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