
Matthew I Bellgard

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/authorypdf/5412666/matthewyiybellgardypublicationsybyycitations.pdf

Version:k2024y04y26k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistxkvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalxkandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

128
papers

6,299
citations

35
h-index

77
g-index

134
ext. papers

7,828
ext. citations

4.8
avg, IF

4.93
L-index



n Paper IF Citations

128 sLchromosomeYbasedLdraftLsequenceLofLtheLhexaploidLbreadLwheatLTTriticumLaestivumULgenomeZL
ScienceXL2014XLefgXLcdgcijj 33.3 1129

127 sLchromosomeLconformationLcaptureLorderedLsequenceLofLtheLbarleyLgenomeZLNatureXL2017XLgffXLfdiYfee50.4 822

126 sncientLhybridizationsLamongLtheLancestralLgenomesLofLbreadLwheatZLScienceXL2014XLefgXLcdgbbkd 33.3 419

125 TheLTRwsTYNMvLvMvLylobalLvatabaselLanalysisLofLmoreLthanLiXbbbLvuchenneLmuscularLdystrophyL
mutationsZLHumancMutationXL2015XLehXLekgYfbd 4.7 338

124 βntegrativeLannotationLofLdcXbeiLhumanLgenesLvalidatedLbyLfullYlengthLcvNsLclonesZLPLoScBiologyXL
2004XLdXLechd 9.7 255

123 veepLsequencingLofLplantLandLanimalLvNsLcontainedLwithinLtraditionalLuhineseLmedicinesLrevealsL
legalityLissuesLandLhealthLsafetyLconcernsZLPLoScGeneticsXL2012XLjXLecbbdhgi 6 180

122 TenLyearsLofLbacterialLgenomeLsequencinglLcomparativeYgenomicsYbasedLdiscoveriesZLFunctionalc
andcIntegrativecGenomicsXL2006XLhXLchgYjg 3.8 120

121 yenesLcontrollingLseedLdormancyLandLpreYharvestLsproutingLinLaLriceYwheatYbarleyLcomparisonZL
FunctionalcandcIntegrativecGenomicsXL2004XLfXLjfYke 3.8 113

120 TheLfirstLgeneYbasedLmapLofLLupinusLangustifoliusLLZYlocationLofLdomesticationLgenesLandL
conservedLsyntenyLwithLMedicagoLtruncatulaZLTheoreticalcandcAppliedcGeneticsXL2006XLcceXLddgYej 6 106

119 uonstructionLofLaLmapYbasedLreferenceLgenomeLsequenceLforLbarleyXLzordeumLvulgareLLZLScientificc
DataXL2017XLfXLcibbff 8.2 93

118 vNsYbasedLfaecalLdietaryLanalysislLaLcomparisonLofLqPuRLandLhighLthroughputLsequencingL
approachesZLPLoScONEXL2011XLhXLedgiih 3.7 87

117 yenomeLsequencingLandLanalysisLofLtheLpaclitaxelYproducingLendophyticLfungusLPenicilliumL
aurantiogriseumLNRRLLhdfecZLBMCcGenomicsXL2014XLcgXLhk 4.5 85

116 ulinicalLOutcomesLinLvuchenneLMuscularLvystrophylLsLStudyLofLgefgLPatientsLfromLtheLTRwsTYNMvL
vMvLylobalLvatabaseZLJournalcofcNeuromuscularcDiseasesXL2017XLfXLdkeYebh 5 84

115 yenomeLsequenceLofLtheLpathogenicLintestinalLspirocheteLbrachyspiraLhyodysenteriaeLrevealsL
adaptationsLtoLitsLlifestyleLinLtheLporcineLlargeLintestineZLPLoScONEXL2009XLfXLefhfc 3.7 84

114 YabilLsnLonlineLresearchLenvironmentLforLgridXLhighLperformanceLandLcloudLcomputingZLSourcecCodec
forcBiologycandcMedicineXL2012XLiXLc 1.9 75

113 sligningLaLnewLreferenceLgeneticLmapLofLLupinusLangustifoliusLwithLtheLgenomeLsequenceLofLtheL
modelLlegumeXLLotusLjaponicusZLDNAcResearchXL2010XLciXLieYje 4.5 71

112 uombinedLvNsXLtoxicologicalLandLheavyLmetalLanalysesLprovidesLanLauditingLtoolkitLtoLimproveL
pharmacovigilanceLofLtraditionalLuhineseLmedicineLTTuMUZLScientificcReportsXL2015XLgXLcifig 4.9 67
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111 TheLgeneticsLofLsymbioticLnitrogenLfixationlLcomparativeLgenomicsLofLcfLrhizobiaLstrainsLbyL
resolutionLofLproteinLclustersZLGenesXL2012XLeXLcejYhh 4.2 61

110 veLnovoLassemblyLofLwuphorbiaLfischerianaLrootLtranscriptomeLidentifiesLprostratinLpathwayL
relatedLgenesZLBMCcGenomicsXL2011XLcdXLhbb 4.5 57

109 yerminYlikeLproteinsLTyLPsULinLcerealLgenomeslLgeneLclusteringLandLdynamicLrolesLinLplantLdefenceZL
FunctionalcandcIntegrativecGenomicsXL2010XLcbXLfheYih 3.8 54

108 ScrapheapLchallengelLaLnovelLbulkYboneLmetabarcodingLmethodLtoLinvestigateLancientLvNsLinL
faunalLassemblagesZLScientificcReportsXL2013XLeXLeeic 4.9 53

107 TheLzYβnvitationalLvatabaseLTzYβnvvtUXLaLcomprehensiveLannotationLresourceLforLhumanLgenesLandL
transcriptsZLNucleiccAcidscResearchXL2008XLehXLvikeYk 20.1 52

106 uattleTicktaselLanLintegratedLβnternetYbasedLbioinformaticsLresourceLforLRhipicephalusLTtoophilusUL
microplusZLInternationalcJournalcforcParasitologyXL2012XLfdXLchcYk 4.3 51

105 ProfilingL˛†YthalassaemiaLmutationsLinLβndiaLatLstateLandLregionalLlevelslLimplicationsLforLgeneticL
educationXLscreeningLandLcounsellingLprogrammesZLThecHUGOcJournalXL2009XLeXLgcYhd 50

104 wvidenceLofLaLtickLRNsiLpathwayLbyLcomparativeLgenomicsLandLreverseLgeneticsLscreenLofLtargetsL
withLknownLlossYofYfunctionLphenotypesLinLvrosophilaZLBMCcMolecularcBiologyXL2009XLcbXLdh 4.5 50

103 yeneLexpressionLprofilingLofLJapaneseLpsoriaticLskinLrevealsLanLincreasedLactivityLinLmolecularL
stressLandLimmuneLresponseLsignalsZLJournalcofcMolecularcMedicineXL2005XLjeXLkhfYig 5.5 50

102 TheLevolutionLofLMzuLdiversityLbyLsegmentalLduplicationLandLtranspositionLofLretroelementsZL
JournalcofcMolecularcEvolutionXL1997XLfgXLgkkYhbk 3.1 49

101 TheLcompleteLgenomeLsequenceLofLtheLpathogenicLintestinalLspirocheteLtrachyspiraLpilosicoliLandL
comparisonLwithLotherLtrachyspiraLgenomesZLPLoScONEXL2010XLgXLeccfgg 3.7 48

100 MultilocusLsequenceLtypingLasLaLtoolLforLstudyingLtheLmolecularLepidemiologyLandLpopulationL
structureLofLtrachyspiraLhyodysenteriaeZLVeterinarycMicrobiologyXL2009XLcejXLeebYj 3.3 45

99 yenomicLandLphylogeneticLanalysisLofLtheLScbbsiLTPsoriasinULgeneLduplicationsLwithinLtheLregionLofL
theLScbbLgeneLclusterLonLhumanLchromosomeLcqdcZLJournalcofcMolecularcEvolutionXL2003XLghXLekiYfbh 3.1 43

98 vispellingLmythsLaboutLrareLdiseaseLregistryLsystemLdevelopmentZLSourcecCodecforcBiologycandc
MedicineXL2013XLjXLdc 1.9 41

97 yenomicLanalysisLofLuampylobacterLfetusLsubspecieslLidentificationLofLcandidateLvirulenceL
determinantsLandLdiagnosticLassayLtargetsZLBMCcMicrobiologyXL2009XLkXLjh 4.5 40

96 treadLmatterslLaLnationalLinitiativeLtoLprofileLtheLgeneticLdiversityLofLsustralianLwheatZLPlantc
BiotechnologycJournalXL2012XLcbXLibeYj 11.6 39

95
uomparativeLmicroarrayLanalysisLofLRhipicephalusLTtoophilusULmicroplusLexpressionLprofilesLofL
larvaeLpreYattachmentLandLfeedingLadultLfemaleLstagesLonLtosLindicusLandLtosLtaurusLcattleZLBMCc
GenomicsXL2010XLccXLfei

4.5 39

94 snLinternetYbasedLbioinformaticsLtoolkitLforLplantLbiosecurityLdiagnosisLandLsurveillanceLofLvirusesL
andLviroidsZLBMCcBioinformaticsXL2017XLcjXLdh 3.6 37
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93
yeneYenrichedLdraftLgenomeLofLtheLcattleLtickLRhipicephalusLmicropluslLassemblyLbyLtheLhybridL
PacificLtiosciencesaβlluminaLapproachLenabledLanalysisLofLtheLhighlyLrepetitiveLgenomeZL
InternationalcJournalcforcParasitologyXL2017XLfiXLghkYgje

4.3 35

92 zighYthroughputLsequencingLofLancientLplantLandLmammalLvNsLpreservedLinLherbivoreLmiddensZL
QuaternarycSciencecReviewsXL2012XLgjXLcegYcfg 3.9 34

91
βdentificationLofLgenesLassociatedLwithLprophageYlikeLgeneLtransferLagentsLinLtheLpathogenicL
intestinalLspirochaetesLtrachyspiraLhyodysenteriaeXLtrachyspiraLpilosicoliLandLtrachyspiraL
intermediaZLVeterinarycMicrobiologyXL2009XLcefXLefbYg

3.3 34

90 viverseLapproachesLtoLachievingLgrainLyieldLinLwheatZLFunctionalcandcIntegrativecGenomicsXL2011XLccXLeiYfj3.8 32

89 tsuYderivedLmarkersLforLassayingLtheLstemLrustLresistanceLgeneXLSrdXLinLwheatLbreedingLprogramsZL
MolecularcBreedingXL2008XLddXLcgYdf 3.4 32

88 uomparativeLgenomicsLofLtrachyspiraLpilosicoliLstrainslLgenomeLrearrangementsXLreductionsLandL
correlationLofLgeneticLcomplimentLwithLphenotypicLdiversityZLBMCcGenomicsXL2012XLceXLfgf 4.5 31

87 wvolutionaryLconservedLmicroRNssLareLubiquitouslyLexpressedLcomparedLtoLtickYspecificLmiRNssLinL
theLcattleLtickLRhipicephalusLTtoophilusULmicroplusZLBMCcGenomicsXL2011XLcdXLedj 4.5 31

86 SuppressiveLsubtractiveLhybridizationLanalysisLofLRhipicephalusLTtoophilusULmicroplusLlarvalLandL
adultLtranscriptLexpressionLduringLattachmentLandLfeedingZLVeterinarycParasitologyXL2010XLchiXLebfYdb 2.8 29

85 warlyLdetectionLofLyLWLuLdifferencesLinLbacterialLspeciesLinferredLfromLtheLcomparativeLanalysisLofL
theLtwoLcompletelyLsequencedLzelicobacterLpyloriLstrainsZLJournalcofcMolecularcEvolutionXL2001XLgeXLfhgYj3.1 28

84 sLmodularLapproachLtoLdiseaseLregistryLdesignlLsuccessfulLadoptionLofLanLinternetYbasedLrareL
diseaseLregistryZLHumancMutationXL2012XLeeXLwdeghYhh 4.7 27

83 ReassociationLkineticsYbasedLapproachLforLpartialLgenomeLsequencingLofLtheLcattleLtickXL
RhipicephalusLTtoophilusULmicroplusZLBMCcGenomicsXL2010XLccXLeif 4.5 27

82 zowLtoLβdentifyLPathogenicLMutationsLamongLsllLThoseLVariationslLVariantLsnnotationLandL
xiltrationLinLtheLyenomeLSequencingLwraZLHumancMutationXL2016XLeiXLcdidYcdjd 4.7 27

81 PhenotypinglLtargetingLgenotypeSsLrichLcousinLforLdiagnosisZLJournalcofcPaediatricscandcChildcHealthXL
2015XLgcXLejcYh 1.3 26

80 RoleLofLinternationalLregistriesLinLenhancingLtheLcareLofLfamilialLhypercholesterolaemiaZL
InternationalcJournalcofcEvidenceqBasedcHealthcareXL2013XLccXLcefYk 2.6 26

79
yeneLexpressionLevidenceLforLoffYtargetLeffectsLcausedLbyLRNsLinterferenceYmediatedLgeneL
silencingLofLUbiquitinYhewLinLtheLcattleLtickLRhipicephalusLmicroplusZLInternationalcJournalcforc
ParasitologyXL2011XLfcXLcbbcYcf

4.3 26

78
uomparativeLorganizationLofLwheatLhomoeologousLgroupLeSLandLiLLusingLwheatYriceLsyntenyLandL
identificationLofLpotentialLmarkersLforLgenesLcontrollingLxanthophyllLcontentLinLwheatZLFunctionalc
andcIntegrativecGenomicsXL2004XLfXLccjYeb

3.8 26

77 sLreverseLvaccinologyLapproachLtoLswineLdysenteryLvaccineLdevelopmentZLVeterinarycMicrobiologyXL
2009XLceiXLcccYk 3.3 25

76 sLdescriptiveLprofileLofL˛†YthalassaemiaLmutationsLinLβndiaXLPakistanLandLSriLLankaZLJournalcofc
CommunitycGeneticsXL2010XLcXLcfkYgi 2.5 25
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75
TheLmitochondrialLgenomeLofLaLTexasLoutbreakLstrainLofLtheLcattleLtickXLRhipicephalusLTtoophilusUL
microplusXLderivedLfromLwholeLgenomeLsequencingLPacificLtiosciencesLandLβlluminaLreadsZLGeneXL
2015XLgicXLcegYfc

3.8 23

74
vesignLofLtheLxamilialLzypercholesterolaemiaLsustralasiaLNetworkLRegistrylLureatingL
OpportunitiesLforLyreaterLβnternationalLuollaborationZLJournalcofcAtherosclerosiscandcThrombosisXL
2017XLdfXLcbigYcbjf

4 23

73 yenomeLsequencesLofLsixLwheatYinfectingLfusariumLspeciesLisolatesZLGenomecAnnouncementsXL2013XL
cXL 23

72 TranscriptomeLandLtoxinLfamilyLanalysisLofLtheLparalysisLtickXLβxodesLholocyclusZLInternationalc
JournalcforcParasitologyXL2018XLfjXLicYjd 4.3 22

71 SecondLgenerationLregistryLframeworkZLSourcecCodecforcBiologycandcMedicineXL2014XLkXLcf 1.9 22

70 RareLdiseaseLregistrieslLaLcallLtoLactionZLInternalcMedicinecJournalXL2017XLfiXLcbigYcbik 1.6 22

69 snalysisLofLMultipleLtrachyspiraLhyodysenteriaeLyenomesLuonfirmsLThatLtheLSpeciesLβsLRelativelyL
uonservedLbutLzasLPotentiallyLβmportantLStrainLVariationZLPLoScONEXL2015XLcbXLebcecbgb 3.7 22

68 MetabarcodingLavianLdietsLatLairportslLimplicationsLforLbirdstrikeLhazardLmanagementLplanningZL
InvestigativecGeneticsXL2013XLfXLdi 22

67 zighYthroughputLparallelLproteogenomicslLaLbacterialLcaseLstudyZLProteomicsXL2014XLcfXLdijbYk 4.8 20

66 PolymorphicLsluLinsertionsLandLtheirLassociationsLwithLMzuLclassLβLallelesLandLhaplotypesLinLtheL
northeasternLThaisZLAnnalscofcHumancGeneticsXL2005XLhkXLehfYid 2.2 20

65
RhipicephalusLmicroplusLlipocalinsLTLRMsUlLgenomicLidentificationLandLanalysisLofLtheLbovineL
immuneLresponseLusingLinLsilicoLpredictedLtLandLTLcellLepitopesZLInternationalcJournalcforc
ParasitologyXL2013XLfeXLiekYgd

4.3 19

64 PseudoexonLactivationLincreasesLphenotypeLseverityLinLaLteckerLmuscularLdystrophyLpatientZL
MolecularcGeneticsciamp;cGenomiccMedicineXL2015XLeXLedbYh 2.3 18

63 wvidenceLthatLtheLehLkbLplasmidLofLtrachyspiraLhyodysenteriaeLcontributesLtoLvirulenceZLVeterinaryc
MicrobiologyXL2011XLcgeXLcgbYg 3.3 18

62 TheLNewLZealandLNeuromuscularLviseaseLRegistryZLJournalcofcClinicalcNeuroscienceXL2012XLckXLcifkYgb 2.2 17

61 PlantLProteogenomicslLβmprovementsLtoLtheLyrapevineLyenomeLsnnotationZLProteomicsXL2017XLciXLcibbcki4.8 16

60 TranslationalLdevelopmentLofLspliceYmodifyingLantisenseLoligomersZLExpertcOpinionconcBiologicalc
TherapyXL2017XLciXLcgYeb 5.4 16

59 TheLroleLofLpatientLregistriesLforLrareLgeneticLlipidLdisordersZLCurrentcOpinioncincLipidologyXL2018XLdkXLcghYchd4.4 15

58 ShootLtranscriptomeLofLtheLgiantLreedXLsrundoLdonaxZLDatacincBriefXL2015XLeXLcYh 1.2 15

(2015-2015)
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57 vynamicLevolutionLofLgenomesLandLtheLconceptLofLgenomeLspaceZLAnnalscofcthecNewcYorkcAcademyc
ofcSciencesXL1999XLjibXLdkeYebb 6.5 15

56 SignificantLdifferencesLbetweenLtheLyWuLcontentLofLsynonymousLcodonsLinLorthologousLgenesLandL
theLgenomicLyWuLcontentZLGeneXL1999XLdejXLeeYi 3.8 15

55 sLWebYtasedLRegistryLforLxamilialLzypercholesterolaemiaZLHeartcLungcandcCirculationXL2017XLdhXLhegYhek1.8 14

54 vesignLofLaLframeworkLforLtheLdeploymentLofLcollaborativeLindependentLrareLdiseaseYcentricL
registrieslLyaucherLdiseaseLregistryLmodelZLBloodcCellspcMoleculespcandcDiseasesXL2018XLhjXLdedYdej 2.1 14

53 yenomeYlevelLidentificationLofLcellLwallLinvertaseLgenesLinLwheatLforLtheLstudyLofLdroughtL
toleranceZLFunctionalcPlantcBiologyXL2012XLekXLghkYgik 2.7 14

52 TheLtranscriptLrepeatLelementlLtheLhumanLsluLsequenceLasLaLcomponentLofLgeneLnetworksL
influencingLcancerZLFunctionalcandcIntegrativecGenomicsXL2010XLcbXLebiYck 3.8 14

51 PlantLproteogenomicslLfromLproteinLextractionLtoLimprovedLgeneLpredictionsZLMethodscincMolecularc
BiologyXL2013XLcbbdXLdhiYkf 1.4 13

50 ObjectiveLmonitoringLofLmTORLinhibitorLtherapyLbyLthreeYdimensionalLfacialLanalysisZLTwincResearchc
andcHumancGeneticsXL2013XLchXLjfbYf 2.2 13

49 βntragenicLvariationLofLsynonymousLsubstitutionLratesLisLcausedLbyLnonrandomLmutationsLatL
methylatedLupyZLJournalcofcMolecularcEvolutionXL2001XLgeXLfghYhf 3.1 13

48 PredictionLofLyLproteinYcoupledLreceptorLencodingLsequencesLfromLtheLsynganglionLtranscriptomeL
ofLtheLcattleLtickXLRhipicephalusLmicroplusZLTickscandcTickqbornecDiseasesXL2016XLiXLhibYhii 3.6 13

47 MsSTRYMSlLaLwebYbasedLcollaborativeLlaboratoryLinformationLmanagementLsystemLTLβMSULforL
metabolomicsZLMetabolomicsXL2017XLceXLcf 4.7 12

46 sdvancesLinLbiotechnologyLandLinformaticsLtoLlinkLvariationLinLtheLgenomeLtoLphenotypesLinLplantsL
andLanimalsZLFunctionalcandcIntegrativecGenomicsXL2013XLceXLcYk 3.8 12

45 veLnovoLassemblyLofLhoneyLbeeLRNsLviralLgenomesLbyLtappingLintoLtheLinnateLinsectLantiviralL
responseLpathwayZLJournalcofcInvertebratecPathologyXL2018XLcgdXLejYfi 2.6 11

44
sLhighlyLconservedLgeneLislandLofLthreeLgenesLonLchromosomeLetLofLhexaploidLwheatlLdiverseL
geneLfunctionLandLgenomicLstructureLmaintainedLinLaLtightlyLlinkedLblockZLBMCcPlantcBiologyXL2010XL
cbXLkj

5.3 11

43 WheatLbetaYexpansinLTwXPtccULgeneslLβdentificationLofLtheLexpressedLgeneLonLchromosomeLetSL
carryingLaLpollenLallergenLdomainZLBMCcPlantcBiologyXL2010XLcbXLkk 5.3 11

42 WheatLgenomeLstructureLandLfunctionlLgenomeLsequenceLdataLandLtheLβnternationalLWheatL
yenomeLSequencingLuonsortiumZLAustraliancJournalcofcAgriculturalcResearchXL2007XLgjXLfib 11

41 StatisticalLevaluationLandLcomparisonLofLaLpairwiseLalignmentLalgorithmLthatLaLprioriLassignsLtheL
numberLofLgapsLratherLthanLemployingLgapLpenaltiesZLBioinformaticsXL2005XLdcXLcfdcYj 7.2 11

40 sLwebYbasedXLpatientLdrivenLregistryLforLsngelmanLsyndromelLtheLglobalLsngelmanLsyndromeL
registryZLOrphanetcJournalcofcRarecDiseasesXL2017XLcdXLcef 4.2 10
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39 RvYRsPlLbeyondLrareLdiseaseLpatientLregistriesXLdevisingLaLcomprehensiveLdataLandLanalyticL
frameworkZLOrphanetcJournalcofcRarecDiseasesXL2019XLcfXLcih 4.2 10

38
vifferentiallyLexpressedLgenesLinLresponseLtoLamitrazLtreatmentLsuggestsLaLproposedLmodelLofL
resistanceLtoLamitrazLinLRZLdecoloratusLticksZLInternationalcJournalcforcParasitology:cDrugscandcDrugc
ResistanceXL2018XLjXLehcYeic

4 10

37 sLRegistryLxrameworkLwnablingLPatientYuentredLuareZLStudiescincHealthcTechnologycandcInformaticsXL
2015XLdcfXLjYcf 0.5 10

36 ThalβndXLaL˛†YthalassemiaLandLhemoglobinopathiesLdatabaseLforLβndialLdefiningLaLmodelL
countryYspecificLandLdiseaseYcentricLbioinformaticsLresourceZLHumancMutationXL2011XLedXLjjiYke 4.7 9

35 MzuLhaplotypeLanalysisLbyLartificialLneuralLnetworksZLHumancImmunologyXL1998XLgkXLghYhd 2.3 9

34
βdentificationLofLaLribonucleaseLzLgeneLinLbothLMycoplasmaLgenitaliumLandLMycoplasmaL
pneumoniaeLbyLaLnewLmethodLforLexhaustiveLidentificationLofLORxsLinLtheLcompleteLgenomeL
sequencesZLFEBScLettersXL1999XLffgXLhYj

3.8 9

33 RareLviseaseLResearchLRoadmaplLNavigatingLtheLbioinformaticsLandLtranslationalLchallengesLforL
improvedLpatientLhealthLoutcomesZLHealthcPolicycandcTechnologyXL2014XLeXLedgYeeg 4.8 8

32 scetylcholinesteraseLcLinLpopulationsLofLorganophosphateYresistantLNorthLsmericanLstrainsLofLtheL
cattleLtickXLRhipicephalusLmicroplusLTscarilLβxodidaeUZLParasitologycResearchXL2015XLccfXLebdiYfb 2.4 8

31 zarmonizingLMusicLtheLtoltzmannLWayZLConnectioncScienceXL1994XLhXLdjcYdki 2.8 8

30 vifferentialLgeneLexpressionLanalysisLinLearlyLandLlateLerythroidLprogenitorLcellsLinL˛†YthalassaemiaZL
BritishcJournalcofcHaematologyXL2015XLcibXLdgiYhi 4.5 7

29 tarleyVarvtlLaLdatabaseLofLbarleyLgenomicLvariationZLDatabase:cthecJournalcofcBiologicalcDatabasesc
andcCurationXL2020XLdbdbXL 5 7

28 ResearchLprotocollLTheLinitiationXLdesignLandLestablishmentLofLtheLylobalLsngelmanLSyndromeL
RegistryZLJournalcofcIntellectualcDisabilitycResearchXL2018XLhdXLfecYffe 3.2 6

27 TheLcomplexityLofLRhipicephalusLTtoophilusULmicroplusLgenomeLcharacterisedLthroughLdetailedL
analysisLofLtwoLtsuLclonesZLBMCcResearchcNotesXL2011XLfXLdgf 2.3 6

26 sLpromoterLwithLbidirectionalLactivityLisLlocatedLbetweenLTLXcazOXccLandLaLdivergentlyL
transcribedLnovelLhumanLgeneZLGeneXL2007XLekcXLddeYed 3.8 6

25 βnferringLtheLdirectionLofLevolutionaryLchangesLofLgenomicLbaseLcompositionZLTrendscincGeneticsXL
1999XLcgXLdgfYh 8.5 6

24 sLtioinformaticsLxrameworkLforLplantLpathologistsLtoLdeliverLglobalLfoodLsecurityLoutcomesZL
AustralasiancPlantcPathologyXL2012XLfcXLcceYcdf 1.4 5

23 TheLevolutionLofLMzuLdiversityLbyLsegmentalLduplicationLandLtranspositionLofLretroelementsZL
JournalcofcMolecularcEvolutionXL1998XLfhXLief 3.1 5

22 MsSVYYMultipleLTtLsSTULsnnotationLSystemLViewerZLBioinformaticsXL2003XLckXLdeceYg 7.2 5

(2003-2019)
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21 wRvMsSlLsnLexemplarYdrivenLinstitutionalLresearchLdataLmanagementLandLanalysisLstrategyZL
InternationalcJournalcofcInformationcManagementXL2020XLgbXLeeiYefb 16.4 5

20 MicroarrayLanalysisLusingLbioinformaticsLanalysisLauditLtrailsLTtssTsUZLComptescRenduscqcBiologiesXL
2003XLedhXLcbjeYi 1.4 4

19 StructureLandLpolymorphismLofLtwoLstressYactivatedLproteinLkinaseLgenesLcentromericLofLtheLMzulL
SsPKdaLandLSsPKfZLDNAcSequenceXL1999XLcbXLddkYfe 4

18 TrialLRefreshlLsLuaseLforLanLsdaptiveLPlatformLTrialLforLPulmonaryLwxacerbationsLofLuysticLxibrosisZL
FrontierscincPharmacologyXL2019XLcbXLebc 5.6 3

17 ulassificationLofLfishLsamplesLviaLanLintegratedLproteomicsLandLbioinformaticsLapproachZLProteomics
XL2013XLceXLecdfYeb 4.8 3

16 sLtioinformaticsLReferenceLModellLTowardsLaLxrameworkLforLvevelopingLandLOrganisingL
tioinformaticLResourcesZLAIPcConferencecProceedingsXL2007XL 0 3

15 uharacterizationLofLgenomeYwideLvariationsLinducedLbyLgammaYrayLradiationLinLbarleyLusingL
RNsYSeqZLBMCcGenomicsXL2019XLdbXLije 4.5 2

14 uomprehendingLtheLzealthLβnformaticsLSpectrumlLyrapplingLwithLSystemLwntropyLandLsdvancingL
QualityLulinicalLResearchZLFrontierscincPubliccHealthXL2017XLgXLddf 6 2

13 yenomeLstudiesLatLtheLPsyLdbccLconferenceZLFunctionalcandcIntegrativecGenomicsXL2011XLccXLcYcc 3.8 2

12 βmmunomicLβnvestigationLofLzolocyclotoxinsLtoLProduceLtheLxirstLProtectiveLsntiYVenomLVaccineL
sgainstLtheLsustralianLParalysisLTickXZLFrontierscincImmunologyXL2021XLcdXLiffikg 8.4 2

11 vesignXLdevelopmentLandLdeploymentLofLaLwebYbasedLpatientLregistryLforLrareLgeneticLlipidL
disordersZLPathologyXL2020XLgdXLffiYfgd 1.6 1

10 vraftLyenomeLSequencesLofLuampylobacterLfetusLsubspZLvenerealisLbvZLvenerealisLStrainLthLandLbvZL
intermediusLStrainLhfdYdcZLGenomecAnnouncementsXL2014XLdXL 1

9 uomparativeLgenomicLanalysisLofLnonYcodingLsequencesLandLtheLapplicationLofLRNsLinterferenceL
toolsLforLbovineLfunctionalLgenomicsZLAustraliancJournalcofcExperimentalcAgricultureXL2005XLfgXLkkg 1

8 MiNvsUSLpartnershiplLaLroadmapLforLtheLcureLandLmanagementLofLmotorLNeuroneLdiseaseZL
AmyotrophiccLateralcSclerosiscandcFrontotemporalcDegenerationXL2021XLcYj 3.6 0

7 TheLwxpressedLPortionLofLtheLtarleyLyenomeZLCompendiumcofcPlantcGenomesXL2018XLjkYcbi 0.8

6 sLwebYbasedLregistryLforLrareLgeneticLlipidLdisordersZLPathologyXL2019XLgcXLScbj 1.6

5 WheatLyrainLProteomicsLforLtheLxoodLβndustryL2013XLefcYeii

4 ulassificationLofLβnformationLsboutLProteinsL2009XLdfeYdgj
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