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173 TALPID3 controls centrosome and cell polarity and the human ortholog KIAA0586 is mutated in
Joubert syndrome (JBTS23). ELife, 2015, 4, . 6.0 51

174 Null Mutation in PGAP1 Impairing Gpi-Anchor Maturation in Patients with Intellectual Disability and
Encephalopathy. PLoS Genetics, 2014, 10, e1004320. 3.5 72
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196 Variants in <i>RUNX3</i> Contribute to Susceptibility to Psoriatic Arthritis, Exhibiting Further
Common Ground With Ankylosing Spondylitis. Arthritis and Rheumatism, 2013, 65, 1224-1231. 6.7 63
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