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j Paper IF Citations

336 nHnovelHparvovirusHPfamilyHParvoviridaeQHinHaHfreshwaterHfishTHzanderHPSanderHluciopercaQVVHArchivesdofd
VirologyTH2022THZcdTHZZc] 2.6 1

335 uumanUstoolUassociatedHtusavirusHPParvoviridaeQHinHdomesticHgoatsHandHsheepVVHArchivesdofdVirologyTH
2022THZ 2.6 0

334 ViromeHinHtheHcloacaHofHwildHandHbreedingHbirdsHrevealedHaHdiversityHofHsignificantHvirusesVVH
MicrobiomeTH2022THZYTHcY 16.6 3

333 vnvestigationHofHThreeH ewlyHvdentifiedHrquineHParvovirusesHinHoloodHandH asalHsluidHSamplesHofH
plinicallyHuealthyHuorsesHandHuorsesHwithHncuteHçnsetHofHRespiratoryHqiseaseVHAnimalsTH2021THZZTH 3.1 1

332 zultipleHcladesHofHuusavirusHinHSouthHnmericaHrevealedHbyHnextHgenerationHsequencingVHPLoSdONETH
2021THZcTHeY[aeaec 3.7 1

331 pontigrxtendergHaHnewHapproachHtoHimprovingHdeHnovoHsequenceHassemblyHforHviralHmetagenomicsH
dataVHBMCdBioinformaticsTH2021TH[[THZZf 3.6 1

330 pircovirusHinHoloodHofHaHsebrileHuorseHwithHuepatitisVHVirusesTH2021THZ]TH 6.2 2

329  ewHVariantsHofHSquashHzosaicHVirusesHqetectedHinHuumanHsecalHSamplesVHMicroorganismsTH2021THfTH 4.9 2

328  ovelHpicornavirusHPfamilyHPicornaviridaeQHfromHfreshwaterHfishesHPPercaHfluviatilisTHSanderH
luciopercaTHandHnmeiurusHmelasQHinHuungaryVHArchivesdofdVirologyTH2021THZccTH[c[dU[c][ 2.6 1

327 qetectionHandHgeneticHcharacterizationHofHaHnovelHparvovirusHPfamilyHParvoviridaeQHinHbarnHowlsH
PTytoHalbaQHinHuungaryVHArchivesdofdVirologyTH2021THZccTH[]ZU[]c 2.6 2

326 ViralHzetagenomicHnnalysisHofHperebrospinalHsluidHfromHPatientsHwithHncuteHpentralH ervousH
SystemHvnfectionsHofHUnknownHçriginTHVietnamVHEmergingdInfectiousdDiseasesTH2021TH[dTH[YbU[Z] 10.2 2

325 ViromeHofHoatHtuanoHfromH ineH orthernHpaliforniaHRoostsVHJournaldofdVirologyTH2021THfbTH 6.6 4

324  orovirusHstrainsHinHpatientsHwithHacuteHgastroenteritisHinHruralHandHlowUincomeHurbanHareasHinH
northernHorazilVHArchivesdofdVirologyTH2021THZccTHfYbUfZ] 2.6 1

323 prnssphageHandHitsHbacterialHhostHinHcatHfecesVHScientificdReportsTH2021THZZTHeZb 4.9 6

322 nstrovirusHçutbreakHinHanHnnimalHShelterHnssociatedHWithHselineHVomitingVHFrontiersdindVeterinaryd
ScienceTH2021THeTHc[eYe[ 3.1 1

321 tuapiaˆ§uHvirusTHaHnewHinsectUspecificHflavivirusHisolatedHfromHtwoHspeciesHofHnedesHmosquitoesHfromH
orazilVHScientificdReportsTH2021THZZTHacda 4.9 4

320  ewHParvovirusesHandHPicornavirusHinHTissuesHandHsecesHofHsoalsHwithHvnterstitialHPneumoniaVH
VirusesTH2021THZ]TH 6.2 1
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319 uumanHastrovirusHtypesHZTHaHandHbHcirculatingHamongHchildrenHwithHacuteHgastroenteritisHinHaHruralH
orazilianHstateTH[YZYU[YZcVHArchivesdofdVirologyTH2021THZccTH]ZcbU]Zd[ 2.6 0

318
tenomeHcharacterizationTHprevalenceHandHtissueHdistributionHofHastrovirusTHhepevirusHandHnorovirusH
amongHwildHandHlaboratoryHratsHPRattusHnorvegicusQHandHmiceHPzusHmusculusQHinHuungaryVHInfectionrd
GeneticsdanddEvolutionTH2021THf]THZYafa[

4.5 0

317 ViromeHofHaHselineHçutbreakHofHqiarrheaHandHVomitingHvncludesHoocavirusesHandHaH ovelH
phapparvovirusVHVirusesTH2020THZ[TH 6.2 19

316 tenomicHnnalysesHofHPotentialH ovelHRecombinantHuumanHndenovirusHpHinHorazilVHVirusesTH2020THZ[TH 6.2 5

315 PlasmaHviromeHofHdeZHoraziliansHwithHunexplainedHsymptomsHofHarbovirusHinfectionHincludeHaHnovelH
parvovirusHandHdensovirusVHPLoSdONETH2020THZbTHeY[[fff] 3.7 11

314 PerformanceHofHzetagenomicH extUtenerationHSequencingHforHtheHqiagnosisHofHViralH
zeningoencephalitisHinHaHResourceUyimitedHSettingVHOpendForumdInfectiousdDiseasesTH2020THdTHofaaYac 1 13

313 tenotypingHPPpVU]QH owadaysgHqoesHvtHzakeHSenselVHVirusesTH2020THZ[TH 6.2 27

312 qetectionHandHcompleteHgenomeHcharacterizationHofHaHnovelHR nHvirusHrelatedHtoHmembersHofHtheH
uepeUVirgaHcladeHinHbirdHspeciesTHhoopoeHPUpupaHepopsQVHInfectionrdGeneticsdanddEvolutionTH2020THeZTHZYa[]c4.5 1

311 ReportHofHtheH[YZfH vSTUsqnHworkshopHonHstandardsHforHnextHgenerationHsequencingHdetectionHofH
viralHadventitiousHagentsHinHbiologicsHandHbiomanufacturingVHBiologicalsTH2020THcaTHdcUe[ 1.8 4

310 gHaHVirusHPhylumHUnifyingHSevenHsamiliesHofHRepUrncodingHVirusesHwithHSingleUStrandedTHpircularH
q nHtenomesVHJournaldofdVirologyTH2020THfaTH 6.6 47

309 VirusesHinHunexplainedHencephalitisHcasesHinHnmericanHblackHbearsHPUrsusHamericanusQVHPLoSdONETH
2020THZbTHeY[aaYbc 3.7 3

308 tenomicHconstellationHofHhumanHRotavirusHnHstrainsHidentifiedHinH orthernHorazilgHaHcUyearHfollowUupH
P[YZYU[YZcQVHRevistadDodInstitutodDedMedicinadTropicaldDedSaodPauloTH2020THc[THefe 2.2 3

307 SerendipitousHqiscoveryHofHaH ovelHzurineHnstrovirusHpontaminatingHaHzurineHuelperHTUcellHyineH
andHvncapableHofHvnfectingHuighlyHvmmunodeficientHziceVHComparativedMedicineTH2020THdYTH]bfU]cf 1.6 1

306 uighHprevalenceTHgeneticHdiversityHandHaHpotentiallyHnovelHgenotypeHofHSapelovirusHnHPQHinHentericH
andHrespiratoryHsamplesHinHuungarianHswineHfarmsVHJournaldofdGeneraldVirologyTH2020THZYZTHcYfUc[Z 4.9 5

305 ViralHgastroenteritisHinHTocantinsTHorazilgHcharacterizingHtheHdiversityHofHhumanHadenovirusHsHthroughH
nextUgenerationHsequencingHandHbioinformaticsVHJournaldofdGeneraldVirologyTH2020THZYZTHZ[eYUZ[ee 4.9 5

304 qetectionHandHcharacterizationHofHvlheusHandHvguapeHvirusHgenomesHinHhistoricalHmosquitoHsamplesH
fromHSouthernHorazilVHActadTropicaTH2020TH[YbTHZYbaYZ 3.2 3

303 TheHViromeHofHncuteHRespiratoryHqiseasesHinHvndividualsHatHRiskHofHZoonoticHvnfectionsVHVirusesTH2020
THZ[TH 6.2 6

302 pomplexHViromeHinHaHzesentericHyymphH odeHfromHaHpalifornianHSeaHyionHPHwithHPolyserositisHandH
SteatitisVHVirusesTH2020THZ[TH 6.2 7

(2020-2021)
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301 vdentificationHofHaHnovelHbovineHcopiparvovirusHinHpooledHfetalHbovineHserumVHVirusdGenesTH2020THbcTHb[[Ub[c2.3 1

300 SemenHviromeHofHmenHwithHuvVHonHorHoffHantiretroviralHtreatmentVHAidsTH2020TH]aTHe[dUe][ 3.5 6

299 VirusesHinHunexplainedHencephalitisHcasesHinHnmericanHblackHbearsHPUrsusHamericanusQH2020THZbTHeY[aaYbc

298 VirusesHinHunexplainedHencephalitisHcasesHinHnmericanHblackHbearsHPUrsusHamericanusQH2020THZbTHeY[aaYbc

297 VirusesHinHunexplainedHencephalitisHcasesHinHnmericanHblackHbearsHPUrsusHamericanusQH2020THZbTHeY[aaYbc

296 VirusesHinHunexplainedHencephalitisHcasesHinHnmericanHblackHbearsHPUrsusHamericanusQH2020THZbTHeY[aaYbc

295
pharacterizationHofHanHintegratedTHendogenousHmouseHmammaryHtumorHvirusUlikeHPzzTVQH
betaretrovirusHgenomeHinHaHblackHSyrianHhamsterHPzesocricetusHauratusQVHInfectionrdGeneticsdandd
EvolutionTH2019THdbTHZY]ffb

4.5 0

294
çneUstepHpentaplexHrealUtimeHpolymeraseHchainHreactionHassayHforHdetectionHofHzikaTHdengueTH
chikungunyaTHWestHnileHvirusesHandHaHhumanHhousekeepingHgeneVHJournaldofdClinicaldVirologyTH2019TH
Z[YTHaaUbY

14.5 11

293 pharacterizationHofHaHperibunyavirusHisolatedHfromHlargemouthHbassHPzicropterusHsalmoidesQVHVirusd
ResearchTH2019TH[d]THZfddcZ 6.4 4

292 ViralHspeciesHrichnessHandHcompositionHinHyoungHchildrenHwithHlooseHorHwateryHstoolHinHrthiopiaVHBMCd
InfectiousdDiseasesTH2019THZfTHb] 4 12

291 tenomicHsequencingHofHaHvirusHrepresentingHaHnovelHtypeHwithinHtheHspeciesHqyopipapillomavirusHZH
inHanHvndianHRiverHyagoonHbottlenoseHdolphinVHArchivesdofdVirologyTH2019THZcaTHdcdUdda 2.6 3

290 tutHviromeHofHmammalsHandHbirdsHrevealsHhighHgeneticHdiversityHofHtheHfamilyVHVirusdEvolutionTH2019TH
bTHvezYZ] 3.7 21

289 VirusesHinHVietnameseHPatientsHPresentingHwithHpommunityUncquiredHSepsisHofHUnknownHpauseVH
JournaldofdClinicaldMicrobiologyTH2019THbdTH 9.7 14

288 RecombinantHStrainsHofHuumanHParechovirusHinHRuralHnreasHinHtheH orthHofHorazilVHVirusesTH2019THZZTH 6.2 7

287 rffectHofHteographicHvsolationHonHtheH asalHViromeHofHvndigenousHphildrenVHJournaldofdVirologyTH
2019THf]TH 6.6 8

286 TheHfirstHreptilianHcircovirusHidentifiedHinfectsHgutHandHliverHtissuesHofHblackUheadedHpythonsVH
VeterinarydResearchTH2019THbYTH]b 3.8 6

285 phapparvovirusHq nHsoundHinHaMHofHqogsHwithHqiarrheaVHVirusesTH2019THZZTH 6.2 25

284 pompositeHnnalysisHofHtheHViromeHandHoacteriomeHofHuvVWuPVHpoUvnfectedHWomenHRevealsHProxiesH
forHvmmunodeficiencyVHVirusesTH2019THZZTH 6.2 13
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283 panineHbufavirusHinHfaecesHandHplasmaHofHdogsHwithHdiarrhoeaTHphinaVHEmergingdMicrobesdandd
InfectionsTH2019THeTH[abU[ad 18.9 11

282 qiscoveryHofHpucumisHmeloHendornavirusHbyHdeepHsequencingHofHhumanHstoolHsamplesHinHorazilVH
VirusdGenesTH2019THbbTH]][U]]e 2.3 9

281 uumanHsapovirusHtvV[HandHtvV]HfromHchildrenHwithHacuteHgastroenteritisHinHnorthernHorazilVHMemoriasd
DodInstitutodOswaldodCruzTH2019THZZaTHeZeYbda 2.6 6

280 nHnovelHphageHfromHperiodontalHpocketsHassociatedHwithHchronicHperiodontitisVHVirusdGenesTH2019TH
bbTH]eZU]f] 2.3 7

279 nHuighlyHqivergentHPicornavirusHvnfectingHtheHtutHrpitheliaHofHZebrafishHPQHinHResearchHvnstitutionsH
WorldwideVHZebrafishTH2019THZcTH[fZU[ff 2 19

278 qetectionHofHR nUqependentHR nHPolymeraseHofHuubeiHReoUyikeHVirusHdHbyH extUtenerationH
SequencingHinHandHzosquitoesHfromHorazilVHVirusesTH2019THZZTH 6.2 3

277 qiverseHpicornavirusesHareHprevalentHamongHfreeUlivingHandHlaboratoryHratsHPRattusHnorvegicusQHinH
uungaryHandHcanHcauseHdisseminatedHinfectionsVHInfectionrdGeneticsdanddEvolutionTH2019THdbTHZY]fee 4.5 5

276 TheHrareHenterovirusHcffHandHechovirusH[fHstrainsHinHorazilgHpotentialHrisksHassociatedHtoHsilentH
circulationVHMemoriasdDodInstitutodOswaldodCruzTH2019THZZaTHeZfYZcY 2.6 9

275 yyonUvnRpHPolyomavirusHq nHinHsecesHofHqiarrheicHpatsVHMicrobiologydResourcedAnnouncementsTH
2019THeTH 1.3 9

274 nnalysisHofHaHnovelHR nHvirusHinHaHwildHnorthernHwhiteUbreastedHhedgehogHPrrinaceusHroumanicusQVH
ArchivesdofdVirologyTH2019THZcaTH]YcbU]YdZ 2.6 0

273 VirusesHinHuorsesHwithH eurologicHandHRespiratoryHqiseasesVHVirusesTH2019THZZTH 6.2 12

272 uighHqiversityHandH ovelHrntericHVirusesHinHsecalHViromesHofHuealthyHWildHandHpaptiveHThaiH
pynomolgusHzacaquesHPQVHVirusesTH2019THZZTH 6.2 8

271  extUgenerationHsequencingHofHdsR nHisHgreatlyHimprovedHbyHtreatmentHwithHtheHinexpensiveH
denaturingHreagentHqzSçVHMicrobialdGenomicsTH2019THbTH 4.4 4

270 ViralHmetagenomicsHrevealsHsignificantHvirusesHinHtheHgenitalHtractHofHapparentlyHhealthyHdairyHcowsVH
ArchivesdofdVirologyTH2019THZcaTHZYbfUZYcd 2.6 11

269 sirstHidentificationHofHmammalianHorthoreovirusHtypeH]HbyHgutHviromeHanalysisHinHdiarrheicHchildHinH
orazilVHScientificdReportsTH2019THfTHZebff 4.9 15

268 TheHfecalHviromeHofHredUcrownedHcranesVHArchivesdofdVirologyTH2019THZcaTH]UZc 2.6 37

267 rntericHViromeHandHoacterialHzicrobiotaHinHphildrenHWithHUlcerativeHpolitisHandHprohnHqiseaseVH
JournaldofdPediatricdGastroenterologydanddNutritionTH2019THceTH]YU]c 2.8 53

266 nsianHblackHbearHPUrsusHthibetanusQHpicornavirusHrelatedHtoHsealHaquamavirusHnVHArchivesdofdVirologyTH
2019THZcaTHcb]Ucbc 2.6 2

(2019-2019)
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265  asalHviromeHofHdogsHwithHrespiratoryHinfectionHsignsHincludeHnovelHtaupapillomavirusesVHVirusdGenes
TH2019THbbTHZfZUZfd 2.3 7

264 rvidenceHforHanHunknownHagentHantigenicallyHrelatedHtoHtheHhepatitisHrHvirusHinHdairyHcowsHinHtheH
UnitedHStatesVHJournaldofdMedicaldVirologyTH2019THfZTHcddUcec 19.7 14

263 nmdoparvovirusHvnfectionHinHRedHPandasHPHnilurusHfulgensQVHVeterinarydPathologyTH2018THbbTHbb[UbcZ 2.8 11

262 nHnovelHpasserivirusHPfamilyHPicornaviridaeQHinHanHoutbreakHofHenteritisHwithHhighHmortalityHinH
estrildidHfinchesHPUraeginthusHspVQVHArchivesdofdVirologyTH2018THZc]THZYc]UZYdZ 2.6 5

261 TaxonomyHofHtheHfamilyHnrenaviridaeHandHtheHorderHounyaviralesgHupdateH[YZeVHArchivesdofdVirologyTH
2018THZc]TH[[fbU[]ZY 2.6 108

260 tenomicHanalysisHofHaHnovelHpicornavirusHfromHaHmigratoryHwaterfowlTHgreaterHwhiteUfrontedHgooseH
PnnserHalbifronsQVHArchivesdofdVirologyTH2018THZc]THZYedUZYfY 2.6 5

259 pompleteHtenomeHSequencingHofHaH ovelHTypeHofHinHvndianHRiverHyagoonHoottlenoseHqolphinsH
PTursiopsHtruncatusQVHGenomedAnnouncementsTH2018THcTH 2

258 pompleteHtenomeHSequencesHofHSixHuumanHoocavirusHStrainsHfromHPatientsHwithHncuteH
tastroenteritisHinHtheH orthHRegionHofHorazilVHGenomedAnnouncementsTH2018THcTH 6

257 WuhanHlargeHpigHroundwormHvirusHidentifiedHinHhumanHfecesHinHorazilVHVirusdGenesTH2018THbaTHadYUad] 2.3 8

256 SeraHofHPeruviansHwithHfeverHofHunknownHoriginsHincludeHviralHnucleicHacidsHfromHnonUvertebrateH
hostsVHVirusdGenesTH2018THbaTH]]UaY 2.3 11

255 tlobalHqistributionHofHuumanHProtoparvovirusesVHEmergingdInfectiousdDiseasesTH2018TH[aTHZ[f[UZ[ff 10.2 15

254 qetectionHofHaHnovelHR nHvirusHwithHhepatitisHrHvirusUlikeHnonUstructuralHgenomeHorganizationHinH
amphibianTHagileHfrogHPRanaHdalmatinaQHtadpolesVHInfectionrdGeneticsdanddEvolutionTH2018THcbTHZZ[UZZc 4.5 9

253 zetagenomicsHanalysisHofHtheHviromeHofH]YYHconcentratesHfromHaHSwissHplateletHbankVHVoxdSanguinis
TH2018THZZ]THcYZ 3.1 7

252 PlasmaHviromeHofHcattleHfromHforestHregionHrevealedHdiverseHsmallHcircularHssq nHviralHgenomesVH
VirologydJournalTH2018THZbTHZZ 6.1 19

251 rntericHviromeHofHrthiopianHchildrenHparticipatingHinHaHcleanHwaterHinterventionHtrialVHPLoSdONETH
2018THZ]THeY[Y[Yba 3.7 25

250  earHfullHlengthHgenomeHofHaHrecombinantHPrWqQHcosavirusHstrainHfromHaHruralHareaHinHtheHcentralH
regionHofHorazilVHScientificdReportsTH2018THeTHZ[]Ya 4.9 14

249 ViromeHofHkHZ[HthousandHpulexHmosquitoesHfromHthroughoutHpaliforniaVHVirologyTH2018THb[]THdaUee 3.6 56

248 qetectionHandHpharacterizationHofHrnterovirusHod]HfromHaHphildHinHorazilVHVirusesTH2018THZZTH 6.2 10
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247 qicipivirusHPfamilyHPicornaviridaeQHinHwildH orthernHwhiteUbreastedHhedgehogHPrrinaceusH
roumanicusQVHArchivesdofdVirologyTH2018THZc]THZdbUZeZ 2.6 11

246 nH ovelHuighlyHqivergentHStrainHofHpellHsusingHngentHVirusHPpsnVQHinHzosquitoesHfromHtheHorazilianH
nmazonHRegionVHVirusesTH2018THZYTH 6.2 8

245 RecombinationHyocatedHoverH[nU[oHwunctionHRibosomeHsrameshiftingHRegionHofHSaffoldH
pardiovirusVHVirusesTH2018THZYTH 6.2 8

244 pomplexHviromeHinHfeces´ fromHnmerindianHchildren´ inHisolatedHnmazonianHvillagesVHNatured
CommunicationsTH2018THfTHa[dY 17.4 36

243 zolecularHcharacterizationHofHaHnovelHpicobirnavirusHinHaHchickenVHArchivesdofdVirologyTH2018THZc]TH]abbU]abe2.6 5

242 zultipleHdivergentHpicobirnavirusesHwithHfunctionalHprokaryoticHShineUqalgarnoHribosomeHbindingH
sitesHpresentHinHcloacalHsampleHofHaHdiarrheicHchickenVHVirologyTH2018THb[bTHc[Ud[ 3.6 15

241 sullUlengthHandHdefectiveHenterovirusHtHgenomesHwithHdistinctHtorovirusHproteaseHinsertionsHareH
highlyHprevalentHonHaHphineseHpigHfarmVHArchivesdofdVirologyTH2018THZc]TH[adZU[adc 2.6 10

240 ViromeHofHUSHbovineHcalfHserumVHBiologicalsTH2017THacTHcaUcd 1.8 26

239 nHnovelHpulmonaryHpolyomavirusHinHalpacasHPVicugnaHpacosQVHVeterinarydMicrobiologyTH2017TH[YZTHafUbb 3.3 4

238 RotavirusHvHinHfecesHofHaHcatHwithHdiarrheaVHVirusdGenesTH2017THb]THaedUafY 2.3 15

237 r qrzvpHv srpTvç HçsHSTRn qrqHSçUTurR HSrnHçTTrRSHPr uYqRnHyUTRvSH rRrvSQHWvTuH
 çVryHPnRVçVvRUSTHPçyYçznVvRUSTHn qHnqr çVvRUSVHJournaldofdWildlifedDiseasesTH2017THb]THb][Uba[1.3 16

236 tenomeHcharacterizationHofHaHnovelHmegrivirusUrelatedHavianHpicornavirusHfromHaHcarnivorousHwildH
birdTHwesternHmarshHharrierHPpircusHaeruginosusQVHArchivesdofdVirologyTH2017THZc[TH[deZU[def 2.6 3

235 qensovirusesHinHoysterHprassostreaHariakensisVHArchivesdofdVirologyTH2017THZc[TH[Zb]U[Zbd 2.6 5

234 RevisitingHtheHtaxonomyHofHtheHfamilyHpircoviridaegHestablishmentHofHtheHgenusHpyclovirusHandH
removalHofHtheHgenusHtyrovirusVHArchivesdofdVirologyTH2017THZc[THZaadUZac] 2.6 182

233 teneticHcharacterizationHofHaHsecondHnovelHpicornavirusHfromHanHamphibianHhostTHsmoothHnewtH
PyissotritonHvulgarisQVHArchivesdofdVirologyTH2017THZc[THZYa]UZYbY 2.6 11

232 ponsensusHstatementgHVirusHtaxonomyHinHtheHageHofHmetagenomicsVHNaturedReviewsdMicrobiologyTH
2017THZbTHZcZUZce 22.2 375

231 vnHuteroHcytomegalovirusHinfectionHandHdevelopmentHofHchildhoodHacuteHlymphoblasticHleukemiaVH
BloodTH2017THZ[fTHZceYUZcea 2.2 32

230 SmallHpircularHRepUrncodingHSingleUStrandedHq nHtenomesHinHPeruvianHqiarrheaHViromeVHGenomed
AnnouncementsTH2017THbTH 14

(2017-2018)
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229 nHnovelHpolyomavirusHfromHtheHnasalHcavityHofHaHgiantHpandaHPniluropodaHmelanoleucaQVHVirologyd
JournalTH2017THZaTH[Yd 6.1 4

228 çutbreaksHofH euroinvasiveHnstrovirusHnssociatedHwithHrncephalomyelitisTHWeaknessTHandHParalysisH
amongHWeanedHPigsTHuungaryVHEmergingdInfectiousdDiseasesTH2017TH[]THZfe[UZff] 10.2 46

227 tenomesHofHviralHisolatesHderivedHfromHdifferentHmosquitosHspeciesVHVirusdResearchTH2017TH[a[THafUbd 6.4 24

226 tenomeHSequenceHofHpanineHPolyomavirusHinHRespiratoryHSecretionsHofHqogsHwithHPneumoniaHofH
UnknownHrtiologyVHGenomedAnnouncementsTH2017THbTH 3

225
nH aturallyHTransmittedHrpitheliotropicHPolyomavirusHPathogenicHinHvmmunodeficientHRatsgH
pharacterizationTHTransmissionTHandHPreliminaryHrpidemiologicHStudiesVHToxicologicdPathologyTH2017TH
abTHbf]UcY]

2.1 10

224 tenomicHandHepidemiologicalHcharacterisationHofHaHdengueHvirusHoutbreakHamongHbloodHdonorsHinH
orazilVHScientificdReportsTH2017THdTHZb[Zc 4.9 33

223 paseUpontrolHpomparisonHofHrntericHViromesHinHpaptiveHRhesusHzacaquesHwithHncuteHorHvdiopathicH
phronicHqiarrheaVHJournaldofdVirologyTH2017THfZTH 6.6 28

222 ViromeHcomparisonsHinHwildUdiseasedHandHhealthyHcaptiveHgiantHpandasVHMicrobiomeTH2017THbTHfY 16.6 68

221 yjunganWSebokeleUlikeHpicornavirusHinHbirdsHofHpreyTHcommonHkestrelHPsalcoHtinnunculusQHandH
redUfootedHfalconHPsVHvespertinusQVHInfectionrdGeneticsdanddEvolutionTH2017THbbTHZaUZf 4.5 5

220 SpreadHofHphikungunyaHVirusHrastWpentralWSouthHnfricanHtenotypeHinH ortheastHorazilVHEmergingd
InfectiousdDiseasesTH2017TH[]THZda[UZdaa 10.2 51

219 ZikaHVirusHTissueHandHoloodHpompartmentalizationHinHncuteHvnfectionHofHRhesusHzacaquesVHPLoSd
ONETH2017THZ[THeYZdZZae 3.7 78

218 TheHbloodHq nHviromeHinHeTYYYHhumansVHPLoSdPathogensTH2017THZ]THeZYYc[f[ 7.6 165

217 TwoHnewHspeciesHofHbetatorquevirusesHidentifiedHinHaHhumanHmelanomaHthatHmetastasizedHtoHtheH
brainVHOncotargetTH2017THeTHZYbeYYUZYbeYe 3.3 11

216 qetectionHofHaHnewHspeciesHofHtorqueHtenoHminiHvirusHfromHtheHgingivalHepitheliumHofHpatientsHwithH
periodontitisVHVirusdGenesTH2017THb]THe[]Ue]Y 2.3 4

215 vpTVHVirusHTaxonomyHProfilegHpircoviridaeVHJournaldofdGeneraldVirologyTH2017THfeTHZffdUZffe 4.9 84

214 nHnewHdensovirusHinHcerebrospinalHfluidHfromHaHcaseHofHantiU zqnUreceptorHencephalitisVHArchivesdofd
VirologyTH2016THZcZTH][]ZUb 2.6 14

213 nHnovelHbocavirusHfromHdomesticHminkTHphinaVHVirusdGenesTH2016THb[THeedUefY 2.3 18

212 vdentificationHofHaHnovelHhumanHpapillomavirusHbyHmetagenomicHanalysisHofHvaginalHswabHsamplesH
fromHpregnantHwomenVHVirologydJournalTH2016THZ]THZ[[ 6.1 20

Eric Delwart
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211 qetectionHofHaHnovelHcircovirusHPpV]HinHpigsHwithHcardiacHandHmultiUsystemicHinflammationVHVirologyd
JournalTH2016THZ]THZea 6.1 227

210 nHnovelHavianUlikeHhepatitisHrHvirusHinHwildHaquaticHbirdTHlittleHegretHPrgrettaHgarzettaQTHinHuungaryVH
InfectionrdGeneticsdanddEvolutionTH2016THacTHdaUdd 4.5 17

209 nHnovelHspeciesHofHtorqueHtenoHminiHvirusHPTTzVQHinHgingivalHtissueHfromHchronicHperiodontitisH
patientsVHScientificdReportsTH2016THcTH[cd]f 4.9 19

208 qivergentHhepatitisHrHvirusHinHbirdsHofHpreyTHcommonHkestrelHPsalcoHtinnunculusQHandHredUfootedH
falconHPsVHvespertinusQTHuungaryVHInfectionrdGeneticsdanddEvolutionTH2016THa]TH]a]Uc 4.5 42

207 nHdiarrheicHchickenHsimultaneouslyHcoUinfectedHwithHmultipleHpicornavirusesgHpompleteHgenomeH
analysisHofHavianHpicornavirusesHrepresentingHupHtoHsixHgeneraVHVirologyTH2016THaefTHc]Uda 3.6 27

206 TheHfecalHviromeHofHSouthHandHpentralHnmericanHchildrenHwithHdiarrheaHincludesHsmallHcircularHq nH
viralHgenomesHofHunknownHoriginVHArchivesdofdVirologyTH2016THZcZTHfbfUcc 2.6 29

205 qetectionHandHgeneticHcharacterizationHofHaHnovelHparvovirusHdistantlyHrelatedHtoHhumanHbufavirusH
inHdomesticHpigsVHArchivesdofdVirologyTH2016THZcZTHZY]]Ud 2.6 23

204 qetectionHandHgenomeHanalysisHofHaHnovelHPdimaQrhabdovirusHPRiversideHvirusQHfromHçchlerotatusHspVH
mosquitoesHinHpentralHruropeVHInfectionrdGeneticsdanddEvolutionTH2016TH]fTH]]cU]aZ 4.5 11

203 qevelopmentHofHaHcandidateHreferenceHmaterialHforHadventitiousHvirusHdetectionHinHvaccineHandH
biologicalsHmanufacturingHbyHdeepHsequencingVHVaccineTH2016TH]aTH[Y]bUa] 4.1 28

202  ovelHpicornavirusHinHdomesticHrabbitsHPçryctolagusHcuniculusHvarVHdomesticaQVHInfectionrdGeneticsd
anddEvolutionTH2016TH]dTHZZdU[[ 4.5 16

201 ReorganizationHandHexpansionHofHtheHnidoviralHfamilyHnrteriviridaeVHArchivesdofdVirologyTH2016THZcZTHdbbUce2.6 167

200 oufavirusHProtoparvovirusHinHfecesHofHwildHratsHinHphinaVHVirusdGenesTH2016THb[THZ]YU] 2.3 18

199 TheHplasmaHviromeHofHfebrileHadultHxenyansHshowsHfrequentHparvovirusHoZfHinfectionsHandHaHnovelH
arbovirusHPxadipiroHvirusQVHJournaldofdGeneraldVirologyTH2016THfdTH]]bfU]]cd 4.9 27

198 teneticHpharacterizationHandHplassificationHofHuumanHandHnnimalHSapovirusesVHPLoSdONETH2016THZZTHeYZbc]d]3.7 49

197 TheHnncientHrvolutionaryHuistoryHofHPolyomavirusesVHPLoSdPathogensTH2016THZ[THeZYYbbda 7.6 131

196 ViralHnucleicHacidsHinHhumanHplasmaHpoolsVHTransfusionTH2016THbcTH[[aeUbb 2.9 54

195 nHnewHprotoparvovirusHinHhumanHfecalHsamplesHandHcutaneousHTHcellHlymphomasHPmycosisH
fungoidesQVHVirologyTH2016THafcTH[ffU]Yb 3.6 28

194 rpidemiologyHofHtwoHhumanHprotoparvovirusesTHbufavirusHandHtusavirusVHScientificdReportsTH2016THcTH]f[cd4.9 19

(2016-2016)
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193 nHpommonHParvovirusHinHqeerHfromHpaliforniaTHUSnVHJournaldofdWildlifedDiseasesTH2016THb[THfc[Ufca 1.3 1

192 nHtortoiseUinfectingHpicornavirusHexpandsHtheHhostHrangeHofHtheHfamilyHPicornaviridaeVHArchivesdofd
VirologyTH2015THZcYTHZ]ZfU[] 2.6 16

191 SecondaryHstructureHanalysisHofHswineHpasivirusHPfamilyHPicornaviridaeQHR nHrevealsHaHtypeUvVHvRrSH
andHaHparechovirusUlikeH]OHUTRHorganizationVHArchivesdofdVirologyTH2015THZcYTHZ]c]Uc 2.6 3

190 nHmetagenomicsHandHcaseUcontrolHstudyHtoHidentifyHvirusesHassociatedHwithHbovineHrespiratoryH
diseaseVHJournaldofdVirologyTH2015THefTHb]aYUf 6.6 129

189 nHgyrovirusHinfectingHaHseaHbirdVHArchivesdofdVirologyTH2015THZcYTH[ZYbUf 2.6 21

188 yocalHVirusHrxtinctionsHfollowingHaHuostHPopulationHoottleneckVHJournaldofdVirologyTH2015THefTHeZb[UcZ 6.6 40

187
tenomeHanalysisHofHaHnovelTHhighlyHdivergentHpicornavirusHfromHcommonHkestrelHPsalcoHtinnunculusQgH
theHfirstHnonUenteroviralHpicornavirusHwithHtypeUvUlikeHvRrSVHInfectionrdGeneticsdanddEvolutionTH2015TH
][THa[bU]Z

4.5 13

186 qetectionHofHaHmammalianUlikeHastrovirusHinHbirdTHruropeanHrollerHPporaciasHgarrulusQVHInfectionrd
GeneticsdanddEvolutionTH2015TH]aTHZZaU[Z 4.5 23

185 uumanHpolyomavirusHcHq nHinHtheHcerebrospinalHfluidHofHanHuvVUpositiveHpatientHwithH
leukoencephalopathyVHJournaldofdClinicaldVirologyTH2015THceTH[aUd 14.5 12

184 vdentificationHofHseveralHcladesHofHnovelHsingleUstrandedHcircularHq nHvirusesHwithHconservedH
stemUloopHstructuresHinHpigHfecesVHArchivesdofdVirologyTH2015THZcYTH]b]Ue 2.6 18

183 SmallHcircularHsingleHstrandedHq nHviralHgenomesHinHunexplainedHcasesHofHhumanHencephalitisTH
diarrheaTHandHinHuntreatedHsewageVHVirologyTH2015THae[THfeUZYa 3.6 72

182 RabovirusgHaHproposedHnewHpicornavirusHgenusHthatHisHphylogeneticallyHbasalHtoHenterovirusesHandH
sapelovirusesVHArchivesdofdVirologyTH2015THZcYTH[bcfUdb 2.6 6

181 SalivirusHtypeHZHandHtypeH[HinHpatientsHwithHacuteHgastroenteritisTHtermanyVHJournaldofdClinicald
VirologyTH2015THd[THZcUf 14.5 13

180 ViromeHanalysisHofHantiretroviralUtreatedHuvVHpatientsHshowsHnoHcorrelationHbetweenHTUcellH
activationHandHanellovirusesHlevelsVHJournaldofdClinicaldVirologyTH2015THd[THZYcUZ] 14.5 17

179 nHnewHgyrovirusHinHhumanHfecesVHVirusdGenesTH2015THbZTHZ][Ub 2.3 16

178 nHnovelHposavirusUrelatedHsingleUstrandedHR nHvirusHfromHfishHPpyprinusHcarpioQVHArchivesdofdVirology
TH2015THZcYTHbcbUe 2.6 23

177 SesavirusgHprototypeHofHaHnewHparvovirusHgenusHinHfecesHofHaHseaHlionVHVirusdGenesTH2015THbYTHZ]aUc 2.3 21

176
nbsenceHofHgiantHbloodHzarseilleUlikeHvirusHq nHdetectionHbyHpolymeraseHchainHreactionHinHplasmaH
fromHhealthyHUSHbloodHdonorsHandHserumHfromHmultiplyHtransfusedHpatientsHfromHpameroonVH
TransfusionTH2015THbbTHZ[bcUc[

2.9 9
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175 TheHsecalHViromeHofHphildrenHwithHuandTHsootTHandHzouthHqiseaseHthatHTestedHPpRH egativeHforH
PathogenicHrnterovirusesVHPLoSdONETH2015THZYTHeYZ]bbd] 3.7 18

174 nHhighlyHdivergentHpicornavirusHinHanHamphibianTHtheHsmoothHnewtHPyissotritonHvulgarisQVHJournaldofd
GeneraldVirologyTH2015THfcTH[cYdU[cZ] 4.9 15

173 rxploringHtheHviromeHofHdiseasedHhorsesVHJournaldofdGeneraldVirologyTH2015THfcTH[d[ZU[d]] 4.9 74

172 nHdiverseHgroupHofHsmallHcircularHssq nHviralHgenomesHinHhumanHandHnonUhumanHprimateHstoolsVH
VirusdEvolutionTH2015THZTHvevYZd 3.7 35

171 çralHpapillomatosisHcausedHbyHrnhydraHlutrisHpapillomavirusHZHPrlPVUZQHinHsouthernHseaHottersH
PrnhydraHlutrisHnereisQHinHpaliforniaTHUSnVHJournaldofdWildlifedDiseasesTH2015THbZTHaacUb] 1.3 8

170 nnHensembleHstrategyHthatHsignificantlyHimprovesHdeHnovoHassemblyHofHmicrobialHgenomesHfromH
metagenomicHnextUgenerationHsequencingHdataVHNucleicdAcidsdResearchTH2015THa]THeac 20.1 164

169 pomparingHviralHmetagenomicsHmethodsHusingHaHhighlyHmultiplexedHhumanHviralHpathogensHreagentVH
JournaldofdVirologicaldMethodsTH2015TH[Z]THZ]fUac 2.6 112

168 tenomicHcharacterizationHofHnovelHcircularHssq nHvirusesHfromHinsectivorousHbatsHinHSouthernH
orazilVHPLoSdONETH2015THZYTHeYZZeYdY 3.7 25

167 rnhancedHarbovirusHsurveillanceHwithHdeepHsequencinggHvdentificationHofHnovelHrhabdovirusesHandH
bunyavirusesHinHnustralianHmosquitoesVHVirologyTH2014THaaeTHZacUbe 3.6 85

166  ovelHcircularHsingleUstrandedHq nHvirusHfromHturkeyHfaecesVHArchivesdofdVirologyTH2014THZbfTH[ZcZUa 2.6 57

165 pyclovirusHinHnasopharyngealHaspiratesHofHphileanHchildrenHwithHrespiratoryHinfectionsVHJournaldofd
GeneraldVirologyTH2014THfbTHf[[Uf[d 4.9 34

164 PreservationHofHviralHgenomesHinHdYYUyUoldHcaribouHfecesHfromHaHsubarcticHiceHpatchVHProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaTH2014THZZZTHZcea[Ud 11.5 87

163 vdentificationHofHminimalHuqVUlikeHribozymesHwithHuniqueHdivalentHmetalHionHdependenceHinHtheH
humanHmicrobiomeVHBiochemistryTH2014THb]THZcZcU[c 3.2 17

162 WhatHisHforHdinnerlHViralHmetagenomicsHofHUSHstoreHboughtHbeefTHporkTHandHchickenVHVirologyTH2014TH
aceUadYTH]Y]U]ZY 3.6 68

161 pompleteHgenomeHcharacterizationHofHmosavirusHPfamilyHPicornaviridaeQHidentifiedHinHdroppingsHofHaH
ruropeanHrollerHPporaciasHgarrulusQHinHuungaryVHArchivesdofdVirologyTH2014THZbfTH[d[]Uf 2.6 10

160 selineHfecalHviromeHrevealsHnovelHandHprevalentHentericHvirusesVHVeterinarydMicrobiologyTH2014THZdZTHZY[UZZ3.3 65

159
pomparativeHcompleteHgenomeHanalysisHofHchickenHandHTurkeyHmegrivirusesHPfamilyHpicornaviridaeQgH
longH]OHuntranslatedHregionsHwithHaHpotentialHsecondHopenHreadingHframeHandHevidenceHforHpossibleH
recombinationVHJournaldofdVirologyTH2014THeeTHca]aUa]

6.6 21

158 qivergentHpicobirnavirusesHinHhumanHfecesVHGenomedAnnouncementsTH2014TH[TH 14

(2014-2015)
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157 vsolationHandHmolecularHcharacterizationHofHaHnovelHpicornavirusHfromHbaitfishHinHtheHUSnVHPLoSdONETH
2014THfTHeedbf] 3.7 29

156  ovelHdicistrovirusHfromHbatHguanoVHArchivesdofdVirologyTH2014THZbfTH]ab]Uc 2.6 18

155
poncernsHoverHtheHoriginHofH vuUpQVTHaHnovelHvirusHdiscoveredHinHphineseHpatientsHwithH
seronegativeHhepatitisVHProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaTH2014THZZZTHrfdc

11.5 28

154 oufavirusHinHfecesHofHpatientsHwithHgastroenteritisTHsinlandVHEmergingdInfectiousdDiseasesTH2014TH[YTHZYddUdf10.2 42

153  ewHparvovirusHinHchildHwithHunexplainedHdiarrheaTHTunisiaVHEmergingdInfectiousdDiseasesTH2014TH[YTHZfZZU]10.2 22

152 UniqueHcircovirusUlikeHgenomeHdetectedHinHpigHfecesVHGenomedAnnouncementsTH2014TH[TH 12

151 vdentificationHofHaHnovelHsingleUstrandedHcircularHq nHvirusHinHpigHfecesVHGenomedAnnouncementsTH
2014TH[TH 12

150 saecalHviromeHofHcatsHinHanHanimalHshelterVHJournaldofdGeneraldVirologyTH2014THfbTH[bb]U[bca 4.9 91

149 zetagenomicHidentificationHofHnovelHentericHvirusesHinHurbanHwildHratsHandHgenomeHcharacterizationH
ofHaHgroupHnHrotavirusVHJournaldofdGeneraldVirologyTH2014THfbTH[d]aU[dad 4.9 44

148
tenomeHcharacterizationHofHaHnovelHchickenHpicornavirusHdistantlyHrelatedHtoHtheHmembersHofHgenusH
nvihepatovirusHwithHaHsingleH[nHproteinHandHaHmegrivirusUlikeH]OHUTRVHInfectionrdGeneticsdandd
EvolutionTH2014TH[eTH]]]Ue

4.5 6

147 tenomicHcharacterizationHofHaHrotavirusHteP[Z]HdetectedHinHaHchildHwithHdiarrheaHrevealHdirectH
animalUtoUhumanHtransmissionVHInfectionrdGeneticsdanddEvolutionTH2014TH[dTHaY[Ud 4.5 11

146  ewHastrovirusHinHhumanHfecesHfromHourkinaHsasoVHJournaldofdClinicaldVirologyTH2014THcYTHZcZUa 14.5 31

145 nHnovelHbocavirusHinHcanineHliverVHVirologydJournalTH2013THZYTHba 6.1 40

144
teneticHcharacterizationHofHaHnovelHpicornavirusHdistantlyHrelatedHtoHtheHmarineHmammalUinfectingH
aquamavirusesHinHaHlongUdistanceHmigrantHbirdHspeciesTHruropeanHrollerHPporaciasHgarrulusQVHJournald
ofdGeneraldVirologyTH2013THfaTH[Y[fU[Y]b

4.9 18

143 RosavirusgHtheHprototypeHofHaHproposedHnewHgenusHofHtheHPicornaviridaeHfamilyVHVirusdGenesTH2013TH
adTHbbcUe 2.3 10

142  ovelHseadornavirusHPfamilyHReoviridaeQHrelatedHtoHoannaHvirusHinHruropeVHArchivesdofdVirologyTH2013TH
ZbeTH[Zc]Ud 2.6 26

141 nHdivergentHcladeHofHcircularHsingleUstrandedHq nHvirusesHfromHpigHfecesVHArchivesdofdVirologyTH2013TH
ZbeTH[ZbdUc[ 2.6 33

140
teneticHcharacterizationHofHaHnovelHpicornavirusHinHturkeysHPzeleagrisHgallopavoQHdistinctHfromH
turkeyHgallivirusesHandHmegrivirusesHandHdistantlyHrelatedHtoHtheHmembersHofHtheHgenusH
nvihepatovirusVHJournaldofdGeneraldVirologyTH2013THfaTHZafcUZbYf

4.9 30
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139 qivergentHgyrovirusesHinHtheHfecesHofHTunisianHchildrenVHVirologyTH2013THaacTH]acUe 3.6 30

138 PorcineHkobuvirusHinHwildHboarsHPSusHscrofaQVHArchivesdofdVirologyTH2013THZbeTH[eZU[ 2.6 28

137 qivergentHpicornavirusHfromHaHTurkeyHwithHgastrointestinalHdiseaseVHGenomedAnnouncementsTH2013TH
ZTH 6

136 qistinctHlineageHofHvesiculovirusHfromHbigHbrownHbatsTHUnitedHStatesVHEmergingdInfectiousdDiseasesTH
2013THZfTHZfdeUeY 10.2 19

135 srequentHlongitudinalHsamplingHofHhepatitisHpHvirusHinfectionHinHinjectionHdrugHusersHrevealsH
intermittentlyHdetectableHviremiaHandHreinfectionVHClinicaldInfectiousdDiseasesTH2013THbcTHaYbUZ] 11.6 25

134 nHroadmapHtoHtheHhumanHviromeVHPLoSdPathogensTH2013THfTHeZYY]Zac 7.6 56

133 nvqSHaltersHtheHcommensalHplasmaHviromeVHJournaldofdVirologyTH2013THedTHZYfZ[Ub 6.6 78

132 TheHperilsHofHpathogenHdiscoverygHoriginHofHaHnovelHparvovirusUlikeHhybridHgenomeHtracedHtoHnucleicH
acidHextractionHspinHcolumnsVHJournaldofdVirologyTH2013THedTHZZfccUdd 6.6 176

131 qiscoveryHofHaHdivergentHuPvVaHfromHrespiratoryHsecretionsHusingHsecondHandHthirdHgenerationH
metagenomicHsequencingVHScientificdReportsTH2013TH]TH[ace 4.9 22

130 pircovirusHinHtissuesHofHdogsHwithHvasculitisHandHhemorrhageVHEmergingdInfectiousdDiseasesTH2013THZfTHb]aUaZ10.2 91

129  ovelHpolyomavirusHassociatedHwithHbrainHtumorsHinHfreeUrangingHraccoonsTHwesternHUnitedHStatesVH
EmergingdInfectiousdDiseasesTH2013THZfTHddUea 10.2 38

128 TheHvirusesHofHwildHpigeonHdroppingsVHPLoSdONETH2013THeTHed[ded 3.7 85

127 vdentificationHofHanHastrovirusHcommonlyHinfectingHlaboratoryHmiceHinHtheHUSHandHwapanVHPLoSdONETH
2013THeTHeccf]d 3.7 30

126 qivergentHastrovirusHassociatedHwithHneurologicHdiseaseHinHcattleVHEmergingdInfectiousdDiseasesTH
2013THZfTHZ]ebUf[ 10.2 126

125 zolecularHcharacterizationHofHtheHnewlyHidentifiedHhumanHparvovirusHaHinHtheHfamilyHParvoviridaeVH
VirologyTH2012THa[[THbfUcf 3.6 19

124 vdentificationHofHaHnovelHastrovirusHinHdomesticHsheepHinHuungaryVHArchivesdofdVirologyTH2012THZbdTH][]Ud 2.6 32

123
vnfectivityHinHchimpanzeesHPPanHtroglodytesQHofHplasmaHcollectedHbeforeHupVHR nHdetectabilityHbyH
sqnUlicensedHassaysgHimplicationsHforHtransfusionHsafetyHandHupVHinfectionHoutcomesVHBloodTH2012TH
ZZfTHc][cU]a

2.2 16

122 nnimalHvirusHdiscoverygHimprovingHanimalHhealthTHunderstandingHzoonosesTHandHopportunitiesHforH
vaccineHdevelopmentVHCurrentdOpiniondindVirologyTH2012TH[TH]aaUb[ 7.5 45

(2012-2013)
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121 PorcineHteschovirusHinHwildHboarsHinHuungaryVHArchivesdofdVirologyTH2012THZbdTHZbd]Ue 2.6 26

120 RapidlyHexpandingHgeneticHdiversityHandHhostHrangeHofHtheHpircoviridaeHviralHfamilyHandHotherHRepH
encodingHsmallHcircularHssq nHgenomesVHVirusdResearchTH2012THZcaTHZZaU[Z 6.4 119

119 UnifyingHtheHspatialHepidemiologyHandHmolecularHevolutionHofHemergingHepidemicsVHProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaTH2012THZYfTHZbYccUdZ 11.5 159

118 vdentificationHandHcompleteHgenomeHcharacterizationHofHaHnovelHpicornavirusHinHturkeyHPzeleagrisH
gallopavoQVHJournaldofdGeneraldVirologyTH2012THf]TH[ZdZU[Ze[ 4.9 45

117 teneticHdiversityHofHtheHgenusHposavirusHinHtheHfamilyHPicornaviridaegHaHnewHspeciesTHrecombinationTH
andH[cHnewHgenotypesVHPLoSdONETH2012THdTHe]cceb 3.7 37

116 qiscoveryHofHaHnovelHpolyomavirusHinHacuteHdiarrhealHsamplesHfromHchildrenVHPLoSdONETH2012THdTHeafaaf 3.7 101

115 pharacterizationHofHaHnovelHporcineHenterovirusHinHwildHboarsHinHuungaryVHArchivesdofdVirologyTH2012TH
ZbdTHfeZUc 2.6 23

114 nstrovirusHinHwildHboarsHPSusHscrofaQHinHuungaryVHArchivesdofdVirologyTH2012THZbdTHZZa]Ud 2.6 31

113 nHnovelHrhabdovirusHassociatedHwithHacuteHhemorrhagicHfeverHinHcentralHnfricaVHPLoSdPathogensTH
2012THeTHeZYY[f[a 7.6 145

112 qiversityHofHvirusesHdetectedHbyHdeepHsequencingHinHpigsHfromHaHcommonHbackgroundVHJournaldofd
VeterinarydDiagnosticdInvestigationTH2012TH[aTHZZddUf 1.5 18

111  earlyHconstantHsheddingHofHdiverseHentericHvirusesHbyHtwoHhealthyHinfantsVHJournaldofdClinicald
MicrobiologyTH2012THbYTH]a[dU]a 9.7 95

110 uighHvarietyHofHknownHandHnewHR nHandHq nHvirusesHofHdiverseHoriginsHinHuntreatedHsewageVH
JournaldofdVirologyTH2012THecTHZ[ZcZUdb 6.6 199

109 ncuteHdiarrheaHinHWestHnfricanHchildrengHdiverseHentericHvirusesHandHaHnovelHparvovirusHgenusVH
JournaldofdVirologyTH2012THecTHZZY[aU]Y 6.6 102

108 teneticHdiversityHofHrecentlyHacquiredHandHprevalentHuvVTHhepatitisHoHvirusTHandHhepatitisHpHvirusH
infectionsHinHUSHbloodHdonorsVHJournaldofdInfectiousdDiseasesTH2012TH[YbTHedbUeb 7 47

107 nHthirdHgyrovirusHspeciesHinHhumanHfaecesVHJournaldofdGeneraldVirologyTH2012THf]THZ]bcUZ]cZ 4.9 63

106 sromHorphanHvirusHtoHpathogengHtheHpathHtoHtheHclinicalHlabVHCurrentdOpiniondindVirologyTH2011THZTH[e[Ue 7.5 26

105  ovelHamdovirusHinHgrayHfoxesVHEmergingdInfectiousdDiseasesTH2011THZdTHZedcUe 10.2 32

104 SerologicalHstudiesHconfirmHtheHnovelHastrovirusHuzçnstVUpHasHaHhighlyHprevalentHhumanHinfectiousH
agentVHPLoSdONETH2011THcTHe[[bdc 3.7 57

Eric Delwart
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103 tenomicHcharacterizationHandHhighHprevalenceHofHbocavirusesHinHswineVHPLoSdONETH2011THcTHeZd[f[ 3.7 55

102 TemporalHchangesHinHupVHgenotypeHdistributionHinHthreeHdifferentHhighHriskHpopulationsHinHSanH
sranciscoTHpaliforniaVHBMCdInfectiousdDiseasesTH2011THZZTH[Ye 4 18

101 SeroepidemiologyHofHhumanHbocavirusesHZUaVHJournaldofdInfectiousdDiseasesTH2011TH[YaTHZaY]UZ[ 7 91

100 TheHfecalHviralHfloraHofHpaliforniaHseaHlionsVHJournaldofdVirologyTH2011THebTHffYfUZd 6.6 152

99 SerodiagnosisHofHprimaryHinfectionsHwithHhumanHparvovirusHaTHsinlandVHEmergingdInfectiousdDiseasesTH
2011THZdTHdfUe[ 10.2 40

98 nbsenceHofHreproduciblyHdetectableHlowUlevelHuvVHviremiaHinHhighlyHexposedHseronegativeHmenHandH
womenVHAidsTH2011TH[bTHcZfU[] 3.5 3

97 qifferencesHinHuvVUspecificHTHcellHresponsesHbetweenHuvVUexposedHandHUunexposedH
uvVUseronegativeHindividualsVHJournaldofdVirologyTH2011THebTH]bYdUZc 6.6 32

96 PossibleHcrossUspeciesHtransmissionHofHcircovirusesHandHcyclovirusesHamongHfarmHanimalsVHJournaldofd
GeneraldVirologyTH2011THf[THdceUd[ 4.9 109

95 StructureUbasedHsearchHrevealsHhammerheadHribozymesHinHtheHhumanHmicrobiomeVHJournaldofd
BiologicaldChemistryTH2011TH[ecTHdd]dUdda] 5.4 46

94 TheHfecalHviromeHofHpigsHonHaHhighUdensityHfarmVHJournaldofdVirologyTH2011THebTHZZcfdUdYe 6.6 241

93 TheHfecalHviralHfloraHofHwildHrodentsVHPLoSdPathogensTH2011THdTHeZYY[[Ze 7.6 266

92 VirusesHinHdiarrhoeicHdogsHincludeHnovelHkobuvirusesHandHsapovirusesVHJournaldofdGeneraldVirologyTH
2011THf[TH[b]aU[baZ 4.9 113

91  oHevidenceHofHmurineHleukemiaHvirusUrelatedHvirusesHinHliveHattenuatedHhumanHvaccinesVHPLoSdONETH
2011THcTHe[f[[] 3.7 11

90 vdentificationHandHcharacterizationHofHaHnewHbocavirusHspeciesHinHgorillasVHPLoSdONETH2010THbTHeZZfae 3.7 87

89 uumanHparechovirusHinfectionsHinHmonkeysHwithHdiarrheaTHphinaVHEmergingdInfectiousdDiseasesTH2010TH
ZcTHZZceUf 10.2 13

88 zultipleHdiverseHcircovirusesHinfectHfarmHanimalsHandHareHcommonlyHfoundHinHhumanHandH
chimpanzeeHfecesVHJournaldofdVirologyTH2010THeaTHZcdaUe[ 6.6 270

87 uumanHbocavirusesHareHhighlyHdiverseTHdispersedTHrecombinationHproneTHandHprevalentHinHentericH
infectionsVHJournaldofdInfectiousdDiseasesTH2010TH[YZTHZc]]Ua] 7 275

86 RealUtimeHquantitativeHPpRHdetectionHofHfourHhumanHbocavirusesVHJournaldofdClinicaldMicrobiologyTH
2010THaeTHaYaaUbY 9.7 74

(2010-2011)
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85 UseHofHnucleotideHcompositionHanalysisHtoHinferHhostsHforHthreeHnovelHpicornaUlikeHvirusesVHJournaldofd
VirologyTH2010THeaTHZY][[Ue 6.6 67
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