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wheatWINaturegCommunicationsUI2021UIZ[UIfbc 17.4 11
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importantIgenesWINaturegGeneticsUI2021UIb]UIbdaVbea 36.3 31
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379 ×roteomeInnalysisIofIpondensedIoarleyIzitoticIphromosomesWIFrontiersgingPlantgScienceUI2021UIZ[UId[]cda6.2 0

378 TelomereVtoVtelomereIgaplessIchromosomesIofIbananaIusingInanoporeIsequencingWI
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368 StructuralIVariationsInffectingItenesIandITransposableIrlementsIofIphromosomeI]oIinIWheatsWI
FrontiersgingGeneticsUI2020UIZZUIefZ 4.5 8

367 phromosomeI×aintingIinIpultivatedIoananasIandITheirIWildIγelativesIQIsppWRIγevealsIqifferencesIinI
phromosomeIStructureWIInternationalgJournalgofgMoleculargSciencesUI2020UI[ZUI 6.3 8

366 q–nIreplicationIandIchromosomeIpositioningIthroughoutItheIinterphaseIinIthreeVdimensionalI
spaceIofIplantInucleiWIJournalgofgExperimentalgBotanyUI2020UIdZUIc[c[Vc[d[ 7 6
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363 sunctionalIqivergenceIofIzicrotubuleVnssociatedIT×X[IsamilyIzembersIinWIInternationalgJournalgofg
MoleculargSciencesUI2020UI[ZUI 6.3 5

362 nIreferenceIgenomeIforIpeaIprovidesIinsightIintoIlegumeIgenomeIevolutionWINaturegGeneticsUI2019UI
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360 nssociationIgeneticsIofIbunchIweightIandIitsIcomponentItraitsIinIrastInfricanIhighlandIbananaI
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359 TheIqarkIzatterIofIyargeIperealItenomesgIyongITandemIγepeatsWIInternationalgJournalgofg
MoleculargSciencesUI2019UI[YUI 6.3 9

358 nccessingIaIγussianIWheatInphidIγesistanceIteneIinIoreadIWheatIbyIyongVγeadITechnologiesWI
PlantgGenomeUI2019UIZ[UIZeYYcb 4.4 5
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yoliumRWISustainabilityUI2019UIZZUI]Zb] 3.6 4

356 vnterVmorphotypeIhybridizationIinItallIfescueIQsestucaIarundinaceaISchrebWRgIexplorationIofImeioticI
irregularitiesIandIpotentialIforIbreedingWIEuphyticaUI2019UI[ZbUIZ 2.1 2

355 vnstabilityIofInlienIphromosomeIvntrogressionsIinIWheatInssociatedIwithIvmproperI×ositioningIinI
theI–ucleusWIInternationalgJournalgofgMoleculargSciencesUI2019UI[YUI 6.3 8
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353
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–exttenISequenceIofIchromosomeI[nIofIhexaploidIwheatWIJournalgofgPlantgBiochemistrygandg
BiotechnologyUI2019UI[eUI[bV]a
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352 UncoveringIhomeologousIrelationshipsIbetweenItetraploidIngropyronIcristatumIandIbreadIwheatI
genomesIusingIp SImarkersWITheoreticalgandgAppliedgGeneticsUI2019UIZ][UI[eeZV[efe 6 7

351 vdentificationIofIaIqominantIphlorosisI×henotypeIThroughIaIsorwardIScreenIofItheIcvWIxronosI
Tvyyv–tI×opulationWIFrontiersgingPlantgScienceUI2019UIZYUIfc] 6.2 9

350 qissectingItheIpomplexItenomeIofIprestedIWheatgrassIbyIphromosomeIslowISortingWIPlantg
GenomeUI2019UIZ[UIZeYYfc 4.4 5
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FrontiersgingPlantgScienceUI2019UIZYUIZded 6.2 15
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347 phromosomeI×aintingIsacilitatesInnchoringIγeferenceItenomeISequenceItoIphromosomesIandI
vntegratedIxaryotypingIinIoananaIQISppWRWIFrontiersgingPlantgScienceUI2019UIZYUIZbY] 6.2 27

346 SourcesIofIresistanceIinIzusaItoIXanthomonasIcampestrisIpvWImusacearumUItheIcausalIagentIofI
bananaIxanthomonasIwiltWIPlantgPathologyUI2019UIceUIafVbf 2.8 13

345 TheIpoiledVpoilI–yγIUIponfersIyeafIγustIγesistanceIinIoarleyIpultivarISudanWIPlantgPhysiologyUI2019UI
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qivergenceIbetweenIbreadIwheatIandITriticumImilitinaeIinItheIpowderyImildewIresistanceI
α×mWtutVanIlocusIandIitsIimplicationsIforIcloningIofItheIresistanceIgeneWITheoreticalgandgAppliedg
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6 4

343 vntegratedIphysicalImapIofIbreadIwheatIchromosomeIarmIdqSItoIfacilitateIgeneIcloningIandI
comparativeIstudiesWINewgBiotechnologyUI2019UIaeUIZ[VZf 6.4 6

342 TranscriptomeIreprogrammingIdueItoItheIintroductionIofIaIbarleyItelosomeIintoIbreadIwheatI
affectsImoreIbarleyIgenesIthanIwheatWIPlantgBiotechnologygJournalUI2018UIZcUIZdcdVZddd 11.6 16

341 vntactIq–nIpurifiedIfromIflowVsortedInucleiIunlocksItheIpotentialIofInextVgenerationIgenomeI
mappingIandIassemblyIinIspeciesWIMethodsXUI2018UIbUI][eV]]c 1.9 1

340 SequenceIdivergenceIbetweenIspeltIandIcommonIwheatWITheoreticalgandgAppliedgGeneticsUI2018UI
Z]ZUIZZ[bVZZ][ 6 3

339 SemidwarfismIinIWheatIvsIqueItoIvncreasedIrxpressionIandIγeducedItnIpontentWIPlantgPhysiologyUI
2018UIZddUIZceVZeY 6.6 54

338 ×m[ZIfromIuaynaldiaIvillosaIrncodesIaIppV–oSVyγγI×roteinIponferringI×owderyIzildewIγesistanceI
inIWheatWIMoleculargPlantUI2018UIZZUIedaVede 14.4 94

337 vdentificationIofI×lantI–uclearI×roteinsIoasedIonIaIpombinationIofIslowISortingUISqSV×ntrUIandI
ypVzSXzSInnalysisWIMethodsgingMoleculargBiologyUI2018UIZcfcUIbdVdf 1.4 1

336 vntegrationIofIteneticIandIpytogeneticIzapsIandIvdentificationIofISexIphromosomeIinItardenI
nsparagusIQIyWRWIFrontiersgingPlantgScienceUI2018UIfUIZYce 6.2 9

335 tenomeIsizeIinIsomeItaxaIofIprepisIyWIQnsteraceaeRIfromITurkeyWICaryologiaUI2018UIdZUI[ZdV[[] 2
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334
TheIngropyronIcristatumIkaryotypeUIchromosomeIstructureIandIcrossVgenomeIhomoeologyIasI
revealedIbyIfluorescenceIinIsituIhybridizationIwithItandemIrepeatsIandIwheatIsingleVgeneIprobesWI
TheoreticalgandgAppliedgGeneticsUI2018UIZ]ZUI[[Z]V[[[d

6 35

333 seaturesIofItheIorganizationIofIbreadIwheatIchromosomeIboSIbasedIonIphysicalImappingWIBMCg
GenomicsUI2018UIZfUIeY 4.5 8

332 srequentIoccurrenceIofItriploidIhybridsIsestucaIpratensisIˆ�IsWIapenninaIinItheISwissInlpsWIAlpineg
BotanyUI2018UIZ[eUIZ[ZVZ][ 2.5 6

331 phromosomeVbasedIsurveyIsequencingIrevealsItheIgenomeIorganizationIofIwildIwheatIprogenitorI
TriticumIdicoccoidesWIPlantgBiotechnologygJournalUI2018UIZcUI[YddV[Yed 11.6 19

330  pticalIandIphysicalImappingIwithIlocalIfinishingIenablesImegabaseVscaleIresolutionIofI
agronomicallyIimportantIregionsIinItheIwheatIgenomeWIGenomegBiologyUI2018UIZfUIZZ[ 18.3 18

329 phromosomalItenomicsIofIoarleyWICompendiumgofgPlantgGenomesUI2018UIabVbc 0.8 1

328 TheItranscriptionalIlandscapeIofIpolyploidIwheatWIScienceUI2018UI]cZUI 33.3 368

327 ShiftingItheIlimitsIinIwheatIresearchIandIbreedingIusingIaIfullyIannotatedIreferenceIgenomeWI
ScienceUI2018UI]cZUI 33.3 1296

326 pollectionIofInewIdiversityIofIwildIandIcultivatedIbananasIQzusaIsppWRIinItheInutonomousIγegionIofI
oougainvilleUI×apuaI–ewItuineaWIGeneticgResourcesgandgCropgEvolutionUI2018UIcbUI[[cdV[[ec 2 11

325  neIzajorIphallengeIofISequencingIyargeI×lantItenomesIvsItoIxnowIuowIoigITheyIγeallyInreWI
InternationalgJournalgofgMoleculargSciencesUI2018UIZfUI 6.3 15

324 qiscoveryIofImultiVmegabaseIpolymorphicIinversionsIbyIchromosomeIconformationIcaptureI
sequencingIinIlargeVgenomeIplantIspeciesWIPlantgJournalUI2018UIfcUIZ]YfVZ]Zc 6.9 20

323 tenomicI×redictionIinIaIzultiploidIpropgItenotypeIbyIrnvironmentIvnteractionIandInlleleIqosageI
rffectsIonI×redictiveInbilityIinIoananaWIPlantgGenomeUI2018UIZZUIZdYYfY 4.4 33

322 zolecularIandIpytogeneticIStudyIofIrastInfricanIuighlandIoananaWIFrontiersgingPlantgScienceUI2018UI
fUIZ]dZ 6.2 24

321 yargeVScaleIStructuralIVariationIqetectionIinISubterraneanIploverISubtypesIUsingI pticalIzappingWI
FrontiersgingPlantgScienceUI2018UIfUIfdZ 6.2 6

320 nIhaplotypeIspecificItoI–orthIruropeanIwheatIQTriticumIaestivumIyWRWIGeneticgResourcesgandgCropg
EvolutionUI2017UIcaUIcb]Vcca 2 5

319 phromosomeIidentificationIforItheIcarnivorousIplantItenliseaImargaretaeWIChromosomaUI2017UIZ[cUI]efV]fd2.8 7

318 TheIpangenomeIofIhexaploidIbreadIwheatWIPlantgJournalUI2017UIfYUIZYYdVZYZ] 6.9 206

317 nnIadvancedIreferenceIgenomeIofITrifoliumIsubterraneumIyWIrevealsIgenesIrelatedItoIagronomicI
performanceWIPlantgBiotechnologygJournalUI2017UIZbUIZY]aVZYac 11.6 17
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316 qevelopmentIofIintronItargetingIQvTRImarkersIspecificIforIchromosomeIarmIaVSIofIuaynaldiaIvillosaI
byIchromosomeIsortingIandInextVgenerationIsequencingWIBMCgGenomicsUI2017UIZeUIZcd 4.5 17

315 zolecularIandIcytologicalIcharacterizationIofItheIglobalIzusaIgermplasmIcollectionIprovidesI
insightsIintoItheItreasureIofIbananaIdiversityWIBiodiversitygandgConservationUI2017UI[cUIeYZVe[a 3.4 69

314 γapidIcloningIofIgenesIinIhexaploidIwheatIusingIcultivarVspecificIlongVrangeIchromosomeI
assemblyWINaturegBiotechnologyUI2017UI]bUIdf]Vdfc 44.5 119

313 nIchromosomeIconformationIcaptureIorderedIsequenceIofItheIbarleyIgenomeWINatureUI2017UIbaaUIa[dVa]]50.4 822

312 ponstructionIofIaImapVbasedIreferenceIgenomeIsequenceIforIbarleyUIuordeumIvulgareIyWIScientificg
DataUI2017UIaUIZdYYaa 8.2 93

311 γepetitiveIq–ngInIVersatileIToolIforIxaryotypingIinIsestucaIpratensisIuudsWICytogeneticgandg
GenomegResearchUI2017UIZbZUIfcVZYb 1.9 17

310 StabilityIofItenomeIpompositionIandIγecombinationIbetweenIuomoeologousIphromosomesIinI
sestuloliumIQsestucaIˆ�IyoliumRIpultivarsWICytogeneticgandgGenomegResearchUI2017UIZbZUIZYcVZZa 1.9 10

309 TraitIvariationIandIgeneticIdiversityIinIaIbananaIgenomicIselectionItrainingIpopulationWIPLoSgONEUI
2017UIZ[UIeYZded]a 3.7 19

308 SequencingIflowVsortedIshortIarmIofIuaynaldiaIvillosaIchromosomeIaVIprovidesIinsightsIintoIitsI
molecularIstructureIandIvirtualIgeneIorderWIBMCgGenomicsUI2017UIZeUIdfZ 4.5 4

307 ×hysicalIzapIofItheIShortInrmIofIoreadIWheatIphromosomeI]qWIPlantgGenomeUI2017UIZYUIplantgenome[YZdWY]WYY[Z4.4 7

306 γapidIteneIvsolationIUsingIzutphromSeqWIMethodsgingMoleculargBiologyUI2017UIZcbfUI[]ZV[a] 1.4 6

305 U–cle×rotIQUniversalI–uclearI×roteinIdatabaseIofIbarleyRgITheIfirstInuclearIproteinIdatabaseIthatI
distinguishesIproteinsIfromIdifferentIphasesIofItheIcellIcycleWINucleusUI2017UIeUIdYVeY 3.9 8

304 TheIinIsilicoIidentificationIandIcharacterizationIofIaIbreadIwheatXTriticumImilitinaeIintrogressionI
lineWIPlantgBiotechnologygJournalUI2017UIZbUI[afV[bc 11.6 5

303 γyeIoIchromosomesIencodeIaIfunctionalInrgonauteVlikeIproteinIwithIin´ vitroIslicerIactivitiesIsimilarI
toIitsInIchromosomeIparalogWINewgPhytologistUI2017UI[Z]UIfZcVf[e 9.8 40

302 pytogeneticsIofIpicerWICompendiumgofgPlantgGenomesUI2017UI[bVaZ 0.8 2

301 ndditionIofIUIandIzIphromosomesInffectsI×roteinIandIqietaryIsiberIpontentIofIWholemealIWheatI
slourWIFrontiersgingPlantgScienceUI2017UIeUIZb[f 6.2 27

300 ueritableIheadingItimeIvariationIinIwheatIlinesIwithItheIsameInumberIofI×pdVoZIgeneIcopiesWIPLoSg
ONEUI2017UIZ[UIeYZe]dab 3.7 2

299  rthologyItuidedITranscriptomeInssemblyIofIvtalianIγyegrassIandIzeadowIsescueIforI
SingleV–ucleotideI×olymorphismIqiscoveryWIPlantgGenomeUI2016UIfUIplantgenome[YZcWY[WYYZd 4.4 7
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298 yocalizationIofIyowVpopyIq–nISequencesIonIzitoticIphromosomesIbyIsvSuWIMethodsgingMolecularg
BiologyUI2016UIZa[fUIafVca 1.4 6

297 zolecularIpytogeneticIzappingIofISatelliteIq–nISequencesIinInegilopsIgeniculataIandIWheatWI
CytogeneticgandgGenomegResearchUI2016UIZaeUI]ZaV[Z 1.9 5

296 qissectingItheIUUIzUISIandIpIgenomesIofIwildIrelativesIofIbreadIwheatIQnegilopsIsppWRIintoI
chromosomesIandIexploringItheirIsyntenyIwithIwheatWIPlantgJournalUI2016UIeeUIab[Vacd 6.9 38

295 phromosomeVspecificIsequencingIrevealsIanIextensiveIdispensableIgenomeIcomponentIinIwheatWI
ScientificgReportsUI2016UIcUI]c]fe 4.9 20

294 γapidIgeneIisolationIinIbarleyIandIwheatIbyImutantIchromosomeIsequencingWIGenomegBiologyUI
2016UIZdUI[[Z 18.3 163

293 nnIefficientIapproachItoIonpIbasedIassemblyIofIcomplexIgenomesWIPlantgMethodsUI2016UIZ[UI[ 5.8 10

292 TheIrnigmaIofI×rogressivelyI×artialIrndoreplicationgI–ewIvnsightsI×rovidedIbyIslowIpytometryIandI
–extVtenerationISequencingWIGenomegBiologygandgEvolutionUI2016UIeUIZffcV[YYb 3.9 18

291 TheIexpansionIofIheterochromatinIblocksIinIryeIreflectsItheIcoVamplificationIofItandemIrepeatsI
andIadjacentItransposableIelementsWIBMCgGenomicsUI2016UIZdUI]]d 4.5 25

290 TheIutilityIofIflowIsortingItoIidentifyIchromosomesIcarryingIaIsingleIcopyItransgeneIinIwheatWIPlantg
MethodsUI2016UIZ[UI[a 5.8 8

289 qiscoveringItheIWorldIofI×lantI–uclearI×roteinsI2016UI[[V]c

288 vmprovementIofItheIbananaIKzusaIacuminataKIreferenceIsequenceIusingI–tSIdataIandI
semiVautomatedIbioinformaticsImethodsWIBMCgGenomicsUI2016UIZdUI[a] 4.5 82

287 pharacterizationIofInewIalleleIinfluencingIfloweringItimeIinIbreadIwheatIintrogressedIfromI
TriticumImilitinaeWINewgBiotechnologyUI2016UI]]UIdZeVd[d 6.4 8

286 nIuighIγesolutionIγadiationIuybridIzapIofIWheatIphromosomeIanWIFrontiersgingPlantgScienceUI2016UI
dUI[Yc] 6.2 9

285 teneticIqiversityIofIolumeriaIgraminisIfWIspWIhordeiIinIpentralIruropeIandIvtsIpomparisonIwithI
nustralianI×opulationWIPLoSgONEUI2016UIZZUIeYZcdYff 3.7 10

284
nnIvncreasingI–eedIforI×roductiveIandIStressIγesilientIsestuloliumInmphiploidsgIWhatIpanIoeI
yearntIfromItheIStableItenomicIpompositionIofIsestucaIpratensisIsubspWIapenninaIQqeI–otWRIuegilWI
FrontiersgingEnvironmentalgScienceUI2016UIaUI

4.8 6

283 TraditionalIoananaIqiversityIinI ceaniagInnIrndangeredIueritageWIPLoSgONEUI2016UIZZUIeYZbZ[Ye 3.7 8

282 pollectingIbananaIdiversityIinIeasternIvndonesiaWIActagHorticulturaeUI2016UIZfV[c 0.3 2

281 oio–anoIgenomeImappingIofIindividualIchromosomesIsupportsIphysicalImappingIandIsequenceI
assemblyIinIcomplexIplantIgenomesWIPlantgBiotechnologygJournalUI2016UIZaUIZb[]V]Z 11.6 82
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280 qnrTIwholeIgenomeIprofilingIprovidesIinsightsIonItheIevolutionIandItaxonomyIofIedibleIoananaI
QzusaIsppWRWIAnnalsgofgBotanyUI2016UIZZeUIZ[cfVZ[de 4.1 31

279 slowISortingI×lantIphromosomesWIMethodsgingMoleculargBiologyUI2016UIZa[fUIZZfV]a 1.4 6

278 phromosomalInllocationIofIq–nISequencesIinIWheatIUsingIslowVSortedIphromosomesWIMethodsging
MoleculargBiologyUI2016UIZacfUIZbdVdY 1.4

277 slowInnalysisIandISortingIofI×lantIphromosomesWICurrentgProtocolsgingCytometryUI2016UIdeUIbW]WZVbW]Wa] 3.6 14

276 ponstructionIofIonpIyibrariesIfromIslowVSortedIphromosomesWIMethodsgingMoleculargBiologyUI2016UI
Za[fUIZ]bVaf 1.4

275 yTγIretrotransposonIdynamicsIinItheIevolutionIofItheIoliveIQ leaIeuropaeaRIgenomeWIDNAgResearch
UI2015UI[[UIfZVZYY 4.5 34

274 ×reparationIofIsubVgenomicIfractionsIenrichedIforIparticularIchromosomesIinIpolyploidIwheatWI
BiologiagPlantarumUI2015UIbfUIaabVabb 2.1 10

273 zolecularIorganizationIandIcomparativeIanalysisIofIchromosomeIboIofItheIwildIwheatIancestorI
TriticumIdicoccoidesWIScientificgReportsUI2015UIbUIZYdc] 4.9 24

272 T×X[I×roteinIofInrabidopsisInctivatesInuroraIxinaseIZUIoutI–otInuroraIxinaseI]IvnIVitroWIPlantg
MoleculargBiologygReporterUI2015UI]]UIZfeeVZffb 1.7 13

271 phromosomalIgenomicsIfacilitatesIfineImappingIofIaIγussianIwheatIaphidIresistanceIgeneWI
TheoreticalgandgAppliedgGeneticsUI2015UIZ[eUIZ]d]Ve] 6 4

270
×utativeIinterchromosomalIrearrangementsIinItheIhexaploidIwheatIQTriticumIaestivumIyWRI
genotypeIPphineseISpringPIrevealedIbyIgeneIlocationsIonIhomoeologousIchromosomesWIBMCg
EvolutionarygBiologyUI2015UIZbUI]d

3 20

269 nIhighVresolutionIphysicalImapIintegratingIanIanchoredIchromosomeIwithItheIonpIphysicalImapsIofI
wheatIchromosomeIcoWIBMCgGenomicsUI2015UIZcUIbfb 4.5 16

268 pharacterizationIofIrepetitiveIq–nIlandscapeIinIwheatIhomeologousIgroupIaIchromosomesWIBMCg
GenomicsUI2015UIZcUI]db 4.5 12

267 TheIphysicalImapIofIwheatIchromosomeIbqSIrevealedIgeneIduplicationsIandIsmallIrearrangementsWI
BMCgGenomicsUI2015UIZcUIab] 4.5 16

266 SequencingIofIZb´ c[[IgeneVbearingIonpsIclarifiesItheIgeneVdenseIregionsIofItheIbarleyIgenomeWI
PlantgJournalUI2015UIeaUI[ZcV[d 6.9 31

265 tenomicsIofIWildIγelativesIandInlienIvntrogressionsI2015UI]adV]eZ 3

264 –ewIinsightsIintoItheIwheatIchromosomeIaqIstructureIandIvirtualIgeneIorderUIrevealedIbyIsurveyI
pyrosequencingWIPlantgScienceUI2015UI[]]UI[YYV[Z[ 5.3 15

263 SequencingIchromosomeIbqIofInegilopsItauschiiIandIcomparisonIwithIitsIallopolyploidIdescendantI
breadIwheatIQTriticumIaestivumRWIPlantgBiotechnologygJournalUI2015UIZ]UIdaYVb[ 11.6 29

(2015-2016)
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262 VariationIinIgenomeIcompositionIofIblueValeuroneIwheatWITheoreticalgandgAppliedgGeneticsUI2015UI
Z[eUI[d]Ve[ 6 18

261 rxploringItheItertiaryIgeneIpoolIofIbreadIwheatgIsequenceIassemblyIandIanalysisIofIchromosomeI
bzQgRIofInegilopsIgeniculataWIPlantgJournalUI2015UIeaUId]]Vac 6.9 28

260
pytogeneticImappingIwithIcentromericIbacterialIartificialIchromosomesIcontigsIshowsIthatIthisI
recombinationVpoorIregionIcomprisesImoreIthanIhalfIofIbarleyIchromosomeI]uWIPlantgJournalUI
2015UIeaUI]ebVfa

6.9 26

259
phallengesIofIflowVcytometricIestimationIofInuclearIgenomeIsizeIinIorchidsUIaIplantIgroupIwithI
bothIwholeVgenomeIandIprogressivelyIpartialIendoreplicationWICytometrygPartgA:gthegJournalgofgtheg
InternationalgSocietygforgAnalyticalgCytologyUI2015UIedUIfbeVcc

4.6 38

258 zultipleIdisplacementIamplificationIofItheIq–nIfromIsingleIflowVsortedIplantIchromosomeWIPlantg
JournalUI2015UIeaUIe]eVaa 6.9 17

257 ×hysicalIzappingIofIoreadIWheatIphromosomeIbngInnIvntegratedInpproachWIPlantgGenomeUI2015UI
eUIeplantgenome[YZbWY]WYYZZ 4.4 9

256 slowIsortingIofIpVgenomeIchromosomesIfromIwildIrelativesIofIwheatInegilopsImarkgrafiiUIneWI
triuncialisIandIneWIcylindricaUIandItheirImolecularIorganizationWIAnnalsgofgBotanyUI2015UIZZcUIZefV[YY 4.1 26

255 uighVthroughputIphysicalImapIanchoringIviaIonpVpoolIsequencingWIBMCgPlantgBiologyUI2015UIZbUIff 5.3 7

254 TheIwheatISrbYIgeneIrevealsIrichIdiversityIatIaIcerealIdiseaseIresistanceIlocusWINaturegPlantsUI2015UI
ZUIZbZec 11.5 117

253 vnsideIaIplantInucleusgIdiscoveringItheIproteinsWIJournalgofgExperimentalgBotanyUI2015UIccUIZc[dVaY 7 31

252 zolecularIandIpytogeneticIpharacterizationIofIWildIzusaISpeciesWIPLoSgONEUI2015UIZYUIeYZ]aYfc 3.7 23

251 vnIqepthIpharacterizationIofIγepetitiveIq–nIinI[]I×lantItenomesIγevealsISourcesIofItenomeISizeI
VariationIinItheIyegumeITribeIsabeaeWIPLoSgONEUI2015UIZYUIeYZa]a[a 3.7 104

250 qevelopmentIofItheIonpI×hysicalIzapsIofIWheatIphromosomeIcoIforIvtsItenomicISequencingI
2015UIZYZVZYd

249 SequencingIofIWheatIphromosomeIcogITowardIsunctionalItenomicsI2015UIZZZVZZc

248 slowIcytometricIchromosomeIsortingIfromIdiploidIprogenitorsIofIbreadIwheatUITWIurartuUIneWI
speltoidesIandIneWItauschiiWITheoreticalgandgAppliedgGeneticsUI2014UIZ[dUIZYfZVZYa 6 25

247 pomputationalIvdentificationIandIpomparativeInnalysisIofImiγ–nsIinIWheatItroupIdI
phromosomesWIPlantgMoleculargBiologygReporterUI2014UI][UIaedVbYY 1.7 8

246 zolecularImappingIofIstripeIrustIresistanceIgeneIYrbZIinIchromosomeIanyIofIwheatWITheoreticalg
andgAppliedgGeneticsUI2014UIZ[dUI]ZdV[a 6 77

245 slowIpytometryIinI×lantIγesearchgInISuccessIStoryWIPlantgCellgMonographsUI2014UI]fbVa]Y 0.6 13
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244 WholeVgenomeIprofilingIandIshotgunIsequencingIdeliversIanIanchoredUIgeneVdecoratedUIphysicalI
mapIassemblyIofIbreadIwheatIchromosomeIcnWIPlantgJournalUI2014UIdfUI]]aVad 6.9 34

243 –extVgenerationIsurveyIsequencingIandItheImolecularIorganizationIofIwheatIchromosomeIcoWIDNAg
ResearchUI2014UI[ZUIZY]VZa 4.5 41

242 rxpressionIresponseIofIduplicatedImetallothioneinI]IgeneItoIcopperIstressIinISileneIvulgarisI
ecotypesWIProtoplasmaUI2014UI[bZUIZa[dV]f 3.4 9

241 nIchromosomeVbasedIdraftIsequenceIofItheIhexaploidIbreadIwheatIQTriticumIaestivumRIgenomeWI
ScienceUI2014UI]abUIZ[bZdee 33.3 1129

240 StructuralIandIfunctionalIpartitioningIofIbreadIwheatIchromosomeI]oWIScienceUI2014UI]abUIZ[afd[Z 33.3 397

239 tenomeIinterplayIinItheIgrainItranscriptomeIofIhexaploidIbreadIwheatWIScienceUI2014UI]abUIZ[bYYfZ 33.3 225

238 nncientIhybridizationsIamongItheIancestralIgenomesIofIbreadIwheatWIScienceUI2014UI]abUIZ[bYYf[ 33.3 419

237 nIchromosomalIgenomicsIapproachItoIassessIandIvalidateItheIdesiIandIkabuliIdraftIchickpeaI
genomeIassembliesWIPlantgBiotechnologygJournalUI2014UIZ[UIddeVec 11.6 48

236 zultipleUIconcentrationVdependentIeffectsIofIsucroseUIauxinsIandIcytokininsIinIexplantIculturesIofI
kaleIandItobaccoWIActagPhysiologiaegPlantarumUI2014UI]cUIZfeZVZffZ 2.6 2

235 S–×IqiscoveryIforImappingIalienIintrogressionsIinIwheatWIBMCgGenomicsUI2014UIZbUI[d] 4.5 66

234 ndvancesIinIplantIchromosomeIgenomicsWIBiotechnologygAdvancesUI2014UI][UIZ[[V]c 17.8 58

233 qissectionIofIbarleyIchromosomesIZuIandIcuIbyItheIgametocidalIsystemWIGenesgandgGeneticg
SystemsUI2014UIefUI[Y]VZa 1.4 8

232 uyperexpansionIofIwheatIchromosomesIsortedIbyIflowIcytometryWIGenesgandgGeneticgSystemsUI2014
UIefUIZeZVb 1.4 9

231 TransposableIrlementIwunctionsIinIzarkerIqevelopmentIandItenomicIpharacterizationIofIoarleyWI
PlantgGenomeUI2014UIdUIplantgenome[YZ]WZYWYY]c 4.4 5

230 sineIphysicalIandIgeneticImappingIofIpowderyImildewIresistanceIgeneIzlvWZd[IoriginatingIfromI
wildIemmerIQTriticumIdicoccoidesRWIPLoSgONEUI2014UIfUIeZYYZcY 3.7 28

229 –extVgenerationIsequencingIofIflowVsortedIwheatIchromosomeIbqIrevealsIlineageVspecificI
translocationsIandIwidespreadIgeneIduplicationsWIBMCgGenomicsUI2014UIZbUIZYeY 4.5 28

228 rxtensiveIpericentricIrearrangementsIinItheIbreadIwheatIQTriticumIaestivumIyWRIgenotypeIKphineseI
SpringKIrevealedIfromIchromosomeIshotgunIsequenceIdataWIGenomegBiologygandgEvolutionUI2014UIcUI]Y]fVae3.9 24

227 zajorIhaplotypeIdivergenceIincludingImultipleIgerminVlikeIproteinIgenesUIatItheIwheatISr[IadultI
plantIstemIrustIresistanceIlocusWIBMCgPlantgBiologyUI2014UIZaUI]df 5.3 29

(2014-2014)

11



226 ×roteomicIanalysisIofIbarleyIcellInucleiIpurifiedIbyIflowIsortingWICytogeneticgandgGenomegResearchUI
2014UIZa]UIdeVec 1.9 33

225 TheIWheatIolackIwackgIndvancesITowardsISequencingItheI[ZIphromosomesIofIoreadIWheatI2014UIaYbVa]e 7

224 pommonIWheatIphromosomeIboIpompositionInnalysisIUsingIyowVpoverageIabaISequencingWIPlantg
GenomeUI2014UIdUIplantgenome[YZ]WZYWYY]Z 4.4 12

223 tenomeVwideIanalysisIofIrepeatIdiversityIacrossItheIfamilyIzusaceaeWIPLoSgONEUI2014UIfUIefefZe 3.7 42

222 nIhighIdensityIphysicalImapIofIchromosomeIZoyIsupportsIevolutionaryIstudiesUImapVbasedIcloningI
andIsequencingIinIwheatWIGenomegBiologyUI2013UIZaUIγca 18.3 39

221 vntegrationIofImateIpairIsequencesItoIimproveIshotgunIassembliesIofIflowVsortedIchromosomeI
armsIofIhexaploidIwheatWIBMCgGenomicsUI2013UIZaUI[[[ 4.5 13

220 qraftIgenomeIsequenceIofIchickpeaIQpicerIarietinumRIprovidesIaIresourceIforItraitIimprovementWI
NaturegBiotechnologyUI2013UI]ZUI[aYVc 44.5 781

219 TheIwheatIpowderyImildewIgenomeIshowsItheIuniqueIevolutionIofIanIobligateIbiotrophWINatureg
GeneticsUI2013UIabUIZYf[Vc 36.3 169

218 qispersionIandIdomesticationIshapedItheIgenomeIofIbreadIwheatWIPlantgBiotechnologygJournalUI
2013UIZZUIbcaVdZ 11.6 55

217 zappingInonrecombiningIregionsIinIbarleyIusingImulticolorIsvSuWIChromosomegResearchUI2013UI[ZUId]fVbZ4.4 32

216 tenotypeVspecificIS–×ImapIbasedIonIwholeIchromosomeI]oIsequenceIinformationIfromIwheatI
cultivarsInrinaIandIsornoWIPlantgBiotechnologygJournalUI2013UIZZUI[]V][ 11.6 16

215
qevelopmentIofIp SVS–×IandIuγzImarkersIforIhighVthroughputIandIreliableIhaplotypeVbasedI
detectionIofIyrZaaIinIdurumIwheatIQTriticumIdurumIqesfWRWITheoreticalgandgAppliedgGeneticsUI2013UI
Z[cUIZYddVZYZ

6 27

214 nIradiationIhybridImapIofIchromosomeIZqIrevealsIsyntenyIconservationIatIaIwheatIspeciationI
locusWIFunctionalgandgIntegrativegGenomicsUI2013UIZ]UIZfV][ 3.8 15

213 WheatIsyntenomeIunveilsInewIevidencesIofIcontrastedIevolutionaryIplasticityIbetweenIpaleoVIandI
neoduplicatedIsubgenomesWIPlantgJournalUI2013UIdcUIZY]YVaa 6.9 61

212 slowIsortingIandIsequencingImeadowIfescueIchromosomeIasWIPlantgPhysiologyUI2013UIZc]UIZ][]V]d 6.6 22

211 γeticulateIevolutionIofItheIryeIgenomeWIPlantgCellUI2013UI[bUI]cebVfe 11.6 140

210
nIaVgigabaseIphysicalImapIunlocksItheIstructureIandIevolutionIofItheIcomplexIgenomeIofInegilopsI
tauschiiUItheIwheatIqVgenomeIprogenitorWIProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaUI2013UIZZYUIdfaYVb

11.5 173

209 TheIphysicalImapIofIwheatIchromosomeIZoSIprovidesIinsightsIintoIitsIgeneIspaceIorganizationIandI
evolutionWIGenomegBiologyUI2013UIZaUIγZ]e 18.3 36
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208 nISvz×yrIn–qIγ oUSTIn××γ npuIs γItr– TY×v–tIv–IzUSnprnrWIActagHorticulturaeUI2013UI[aZV[ac0.3 1

207 zolecularIanalysisIandIgenomicIorganizationIofImajorIq–nIsatellitesIinIbananaIQzusaIsppWRWIPLoSg
ONEUI2013UIeUIebaeYe 3.7 33

206 ×hysicalImappingIintegratedIwithIsyntenicIanalysisItoIcharacterizeItheIgeneIspaceIofItheIlongIarmI
ofIwheatIchromosomeIZnWIPLoSgONEUI2013UIeUIebfba[ 3.7 25

205 SequenceVbasedIanalysisIofItranslocationsIandIinversionsIinIbreadIwheatIQTriticumIaestivumIyWRWI
PLoSgONEUI2013UIeUIedf][f 3.7 45

204 nIphysicalImapIofItheIshortIarmIofIwheatIchromosomeIZnWIPLoSgONEUI2013UIeUIeeY[d[ 3.7 28

203 pomparativeIanalysisIofIsyntenicIgenesIinIgrassIgenomesIrevealsIacceleratedIratesIofIgeneI
structureIandIcodingIsequenceIevolutionIinIpolyploidIwheatWIPlantgPhysiologyUI2013UIZcZUI[b[Vcb 6.6 87

202 SyntenicIrelationshipsIbetweenItheIUIandIzIgenomesIofInegilopsUIwheatIandItheImodelIspeciesI
orachypodiumIandIriceIasIrevealedIbyIp SImarkersWIPLoSgONEUI2013UIeUIedYeaa 3.7 28

201 SequencingIwheatIchromosomeIarmIdoSIdelimitsItheIdoSXanyItranslocationIandIrevealsI
homoeologousIgeneIconservationWITheoreticalgandgAppliedgGeneticsUI2012UIZ[aUIa[]V][ 6 79

200 slowIcytometricIchromosomeIsortingIinIplantsgItheInextIgenerationWIMethodsUI2012UIbdUI]]ZVd 4.6 41

199 SubgenomicIanalysisIofImicroγ–nsIinIpolyploidIwheatWIFunctionalgandgIntegrativegGenomicsUI2012UI
Z[UIacbVdf 3.8 39

198 phromosomesIinItheIflowItoIsimplifyIgenomeIanalysisWIFunctionalgandgIntegrativegGenomicsUI2012UI
Z[UI]fdVaZc 3.8 73

197 vntraspecificIsequenceIcomparisonsIrevealIsimilarIratesIofInonVcollinearIgeneIinsertionIinItheIoIandI
qIgenomesIofIbreadIwheatWIBMCgPlantgBiologyUI2012UIZ[UIZbb 5.3 13

196 phromosomeIarmVspecificIonpIendIsequencesIpermitIcomparativeIanalysisIofIhomoeologousI
chromosomesIandIgenomesIofIpolyploidIwheatWIBMCgPlantgBiologyUI2012UIZ[UIca 5.3 20

195 SequenceIcompositionIandIgeneIcontentIofItheIshortIarmIofIryeIQSecaleIcerealeRIchromosomeIZWI
PLoSgONEUI2012UIdUIe]Ydea 3.7 19

194 tenomicIdiversityIinItwoIrelatedIplantIspeciesIwithIandIwithoutIsexIchromosomesVVSileneIlatifoliaI
andISWIvulgarisWIPLoSgONEUI2012UIdUIe]Zefe 3.7 18

193 TheIbananaIQzusaIacuminataRIgenomeIandItheIevolutionIofImonocotyledonousIplantsWINatureUI
2012UIaeeUI[Z]Vd 50.4 762

192
sineImappingUIphenotypicIcharacterizationIandIvalidationIofInonVraceVspecificIresistanceItoI
powderyImildewIinIaIwheatVTriticumImilitinaeIintrogressionIlineWITheoreticalgandgAppliedgGeneticsUI
2012UIZ[bUIcYfV[]

6 26

191 sunctionalIfeaturesIofIaIsingleIchromosomeIarmIinIwheatIQZnyRIdeterminedIfromIitsIstructureWI
FunctionalgandgIntegrativegGenomicsUI2012UIZ[UIZd]Ve[ 3.8 22

(2012-2013)
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190 teneticIlinkageImappingIinIanIs[IperennialIryegrassIpopulationIusingIqnrTImarkersWIPlantgBreeding
UI2012UIZ]ZUI]abV]af 2.4 14

189 –extVgenerationIsequencingIandIsyntenicIintegrationIofIflowVsortedIarmsIofIwheatIchromosomeI
anIexposesItheIchromosomeIstructureIandIgeneIcontentWIPlantgJournalUI2012UIcfUI]ddVec 6.9 122

188 teneticIqiversityIofITurfVTypeITallIsescueIUsingIqiversityInrraysITechnologyWICropgScienceUI2012UI
b[UIaYeVaZ[ 2.4 12

187 qevelopmentIofIchromosomeVarmVspecificImicrosatelliteImarkersIinITriticumIaestivumIQ×oaceaeRI
usingI–tSItechnologyWIAmericangJournalgofgBotanyUI2012UIffUIe]cfVdZ 2.7 21

186
SelfishIsupernumeraryIchromosomeIrevealsIitsIoriginIasIaImosaicIofIhostIgenomeIandIorganellarI
sequencesWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2012UI
ZYfUIZ]]a]Vc

11.5 144

185 UnlockingItheIbarleyIgenomeIbyIchromosomalIandIcomparativeIgenomicsWIPlantgCellUI2011UI[]UIZ[afVc] 11.6 390

184 nnIvmprovedIponsensusIyinkageIzapIofIoarleyIoasedIonIslowVSortedIphromosomesIandISingleI
–ucleotideI×olymorphismIzarkersWIPlantgGenomeUI2011UIaUI[]eV[af 4.4 111

183 SequencingIandIassemblyIofIlowIcopyIandIgenicIregionsIofIisolatedITriticumIaestivumIchromosomeI
armIdqSWIPlantgBiotechnologygJournalUI2011UIfUIdceVdb 11.6 91

182 vntegrationIofIgeneticIandIphysicalImapsIofItheIchickpeaIQpicerIarietinumIyWRIgenomeIusingI
flowVsortedIchromosomesWIChromosomegResearchUI2011UIZfUId[fV]f 4.4 30

181 nImajorIinvasionIofItransposableIelementsIaccountsIforItheIlargeIsizeIofItheIolumeriaIgraminisIfWspWI
triticiIgenomeWIFunctionalgandgIntegrativegGenomicsUI2011UIZZUIcdZVd 3.8 32

180 tenomicIconstitutionIofIsestucaIˆ�IyoliumIhybridsIrevealedIbyItheIqnrTsestIarrayWITheoreticalgandg
AppliedgGeneticsUI2011UIZ[[UI]bbVc] 6 18

179 teneticImappingIofIqnrTImarkersIinItheIsestucaVyoliumIcomplexIandItheirIuseIinIfreezingI
toleranceIassociationIanalysisWITheoreticalgandgAppliedgGeneticsUI2011UIZ[[UIZZ]]Vad 6 25

178 ×lantIcentromericIretrotransposonsgIaIstructuralIandIcytogeneticIperspectiveWIMobilegDNAUI2011UI[UIa 4.4 135

177 nImultiIgeneIsequenceVbasedIphylogenyIofItheIzusaceaeIQbananaRIfamilyWIBMCgEvolutionaryg
BiologyUI2011UIZZUIZY] 3 52

176 srequentIgeneImovementIandIpseudogeneIevolutionIisIcommonItoItheIlargeIandIcomplexI
genomesIofIwheatUIbarleyUIandItheirIrelativesWIPlantgCellUI2011UI[]UIZdYcVZe 11.6 172

175 nI]UYYYVlociItranscriptionImapIofIchromosomeI]oIunravelsItheIstructuralIandIfunctionalIfeaturesIofI
geneIislandsIinIhexaploidIwheatWIPlantgPhysiologyUI2011UIZbdUIZbfcVcYe 6.6 45

174 onpIlibrariesIfromIwheatIchromosomeIdqgIefficientItoolIforIpositionalIcloningIofIaphidIresistanceI
genesWIJournalgofgBiomedicinegandgBiotechnologyUI2011UI[YZZUI]Y[ba] 31

173 nIplatformIforIefficientIgenotypingIinIzusaIusingImicrosatelliteImarkersWIAoBgPLANTSUI2011UI[YZZUIplrY[a2.9 43
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172 TheIvTSZVbWeSVvTS[IsequenceIregionIinItheIzusaceaegIstructureUIdiversityIandIuseIinImolecularI
phylogenyWIPLoSgONEUI2011UIcUIeZdec] 3.7 59

171 sirstIsurveyIofItheIwheatIchromosomeIbnIcompositionIthroughIaInextIgenerationIsequencingI
approachWIPLoSgONEUI2011UIcUIe[ca[Z 3.7 52

170 phromosomeIisolationIbyIflowIsortingIinInegilopsIumbellulataIandIneWIcomosaIandItheirI
allotetraploidIhybridsIneWIbiuncialisIandIneWIgeniculataWIPLoSgONEUI2011UIcUIe[ddYe 3.7 37

169 phromosomeIanalysisIandIsortingIusingIflowIcytometryWIMethodsgingMoleculargBiologyUI2011UIdYZUI[[ZV]e1.4 13

168 ×hysicalIdistributionIofIhomoeologousIrecombinationIinIindividualIchromosomesIofIsestucaI
pratensisIinIyoliumImultiflorumWICytogeneticgandgGenomegResearchUI2010UIZ[fUIZc[Vd[ 1.9 35

167 qevelopmentIofIchromosomeVspecificIonpIresourcesIforIgenomicsIofIbreadIwheatWICytogeneticgandg
GenomegResearchUI2010UIZ[fUI[ZZV[] 1.9 117

166 qidIbackcrossingIcontributeItoItheIoriginIofIhybridIedibleIbananaslWIAnnalsgofgBotanyUI2010UIZYcUIeafVbd 4.1 48

165 qnrTsestIâ��InI×latformIforIuighVThroughputItenomeI×rofilingIWithinItheIsestucaIâ��IyoliumIpomplexI
2010UIaa]Vaae 1

164 vsolatedIchromosomesIasIaInewIandIefficientIsourceIofIqnrTImarkersIforItheIsaturationIofIgeneticI
mapsWITheoreticalgandgAppliedgGeneticsUI2010UIZ[ZUIacbVda 6 31

163 phromosomeIsortingIandIitsIapplicationsIinIcommonIwheatIQTriticumIaestivumRIgenomeI
sequencingWISciencegBulletinUI2010UIbbUIZac]VZace 3

162 seasibilityIofIphysicalImapIconstructionIfromIfingerprintedIbacterialIartificialIchromosomeIlibrariesI
ofIpolyploidIplantIspeciesWIBMCgGenomicsUI2010UIZZUIZ[[ 4.5 18

161 StructureIandIevolutionIofInpetala]UIaIsexVlinkedIgeneIinISileneIlatifoliaWIBMCgPlantgBiologyUI2010UI
ZYUIZeY 5.3 29

160 γepetitiveIpartIofItheIbananaIQzusaIacuminataRIgenomeIinvestigatedIbyIlowVdepthIabaI
sequencingWIBMCgPlantgBiologyUI2010UIZYUI[Ya 5.3 73

159 –uclearIgenomeIsizegIareIweIgettingIcloserlWICytometrygPartgA:gthegJournalgofgthegInternationalg
SocietygforgAnalyticalgCytologyUI2010UIddUIc]bVa[ 4.6 91

158 tenomeISizeWIJournalgofgBotanyUI2010UI[YZYUIZVa 0 11

157 teneIcontentIandIvirtualIgeneIorderIofIbarleyIchromosomeIZuWIPlantgPhysiologyUI2009UIZbZUIafcVbYb 6.6 126

156
phromosomeIpairingIofIindividualIgenomesIinItallIfescueIQsestucaIarundinaceaISchrebWRUIitsI
progenitorsUIandIhybridsIwithIvtalianIryegrassIQyoliumImultiflorumIyamWRWICytogeneticgandgGenomeg
ResearchUI2009UIZ[aUIZdYVe

1.9 22

155 qevelopmentIandImappingIofIqnrTImarkersIwithinItheIsestucaIVIyoliumIcomplexWIBMCgGenomicsUI
2009UIZYUIad] 4.5 44

(2009-2011)
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154 [pIorInotI[pgIaIcloserIlookIatIcellInucleiIandItheirIq–nIcontentWIChromosomaUI2009UIZZeUI]fZVaYY 2.8 26

153 phromosomeItenomicsIinItheITriticeaeI2009UI[ebV]Zc 12

152 pouplingIamplifiedIq–nIfromIflowVsortedIchromosomesItoIhighVdensityIS–×ImappingIinIbarleyWI
BMCgGenomicsUI2008UIfUI[fa 4.5 90

151 nIfirstIsurveyIofItheIryeIQSecaleIcerealeRIgenomeIcompositionIthroughIonpIendIsequencingIofItheI
shortIarmIofIchromosomeIZγWIBMCgPlantgBiologyUI2008UIeUIfb 5.3 73

150 pytogeneticsIofIsestuloliumIQsestucaIxIyoliumIhybridsRWICytogeneticgandgGenomegResearchUI2008UI
Z[YUI]dYVe] 1.9 33

149 nInovelIresourceIforIgenomicsIofITriticeaegIonpIlibraryIspecificIforItheIshortIarmIofIryeIQSecaleI
cerealeIyWRIchromosomeIZγIQZγSRWIBMCgGenomicsUI2008UIfUI[]d 4.5 36

148 TowardIpositionalIcloningIofshbZUIaImajorIαTyIforIsusariumIheadIblightIresistanceIinIwheatWICerealg
ResearchgCommunicationsUI2008UI]cUIZfbV[YZ 1.1 98

147 yocalizationIofIonpIclonesIonImitoticIchromosomesIofIzusaIacuminataIusingIfluorescenceIinIsituI
hybridizationWIBiologiagPlantarumUI2008UIb[UIaabVab[ 2.1 10

146 zeioticIbehaviourIofIindividualIchromosomesIofIsestucaIpratensisIinItetraploidIyoliumI
multiflorumWIChromosomegResearchUI2008UIZcUIfedVfe 4.4 28

145 qevelopmentIofImicrosatelliteImarkersIspecificIforItheIshortIarmIofIryeIQSecaleIcerealeIyWRI
chromosomeIZWITheoreticalgandgAppliedgGeneticsUI2008UIZZdUIfZbV[c 6 43

144 ×lantIflowIcytometryVfarIbeyondItheIstoneIageWICytometrygPartgA:gthegJournalgofgthegInternationalg
SocietygforgAnalyticalgCytologyUI2008UId]UIbdfVeY 4.6 8

143 nIphysicalImapIofItheIZVgigabaseIbreadIwheatIchromosomeI]oWIScienceUI2008UI][[UIZYZVa 33.3 316

142 ponstructionIofIbacterialIartificialIchromosomeIQonpRIlibrariesIofIbananaIQzusaIacuminataandzusaI
balbisianaRWIFruitsUI2008UIc]UI]dbV]df 0.3 3

141 tenomicsIofIoananaIandI×lantainIQzusaIsppWRUIzajorIStapleIpropsIinItheITropicsI2008UIe]VZZZ 24

140 nnalysisIofI×lantIteneIrxpressionIUsingIslowIpytometryIandISortingI2007UIaYbVa[[ 2

139 ×rotoplastInnalysisIusingIslowIpytometryIandISortingI2007UI[]ZV[bY 10

138 pondensationIofIryeIchromatinIinIsomaticIinterphaseInucleiIofI×hZIandIphZbIwheatWICytogeneticg
andgGenomegResearchUI2007UIZZfUI[c]Vd 1.9 5

137 pellIpycleInnalysisIinI×lantsI2007UI][]V]ad 5
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136 –uclearIq–nIpontentIzeasurementI2007UIcdVZYZ 110

135 rstimationIofInuclearIq–nIcontentIinIplantsIusingIflowIcytometryWINaturegProtocolsUI2007UI[UI[[]]Vaa 18.8 850

134 phromosomeIanalysisIandIsortingIinIViciaIsativaIusingIflowIcytometryWIBiologiagPlantarumUI2007UIbZUIa]Vae2.1 24

133 phromosomeVbasedIgenomicsIinItheIcerealsWIChromosomegResearchUI2007UIZbUIbZVcc 4.4 130

132 TwoInewInuclearIisolationIbuffersIforIplantIq–nIflowIcytometrygIaItestIwithI]dIspeciesWIAnnalsgofg
BotanyUI2007UIZYYUIedbVee 4.1 317

131 ×hytoplanktonIandItheirInnalysisIbyIslowIpytometryI2007UI[edV][[ 7

130 tenomeISizeIandIitsIUsesgITheIvmpactIofIslowIpytometryI2007UIZb]VZdc 70

129 pytometryIandIpytometersgIqevelopmentIandItrowthI2007UIZVZd 2

128 γeproductionIzodeIScreeningI2007UIZ]ZVZb[ 14

127 rndopolyploidyIinI×lantsIandIitsInnalysisIbyIslowIpytometryI2007UI]afV]d[ 33

126 slowIpytometryIandI×loidygInpplicationsIinI×lantISystematicsUIrcologyIandIrvolutionaryIoiologyI
2007UIZY]VZ]Y 62

125 q–nIoaseIpompositionIofI×lantItenomesI2007UIZddV[Zb 26

124 q–nIslowIpytometryIinI–onVVascularI×lantsI2007UI[cdV[ec 7

123 vsolationIandIcharacterizationIofItheIhighlyIrepeatedIfractionIofItheIbananaIgenomeWICytogeneticg
andgGenomegResearchUI2007UIZZfUI[ceVda 1.9 18

122 zxZdUIaIspecificImarkerIcloselyIlinkedItoItheIgynoeciumIsuppressionIregionIonItheIYIchromosomeI
inISileneIlatifoliaWITheoreticalgandgAppliedgGeneticsUI2006UIZZ]UI[eYVd 6 17

121 qissectionIofItheInuclearIgenomeIofIbarleyIbyIchromosomeIflowIsortingWITheoreticalgandgAppliedg
GeneticsUI2006UIZZ]UIcbZVf 6 48

120 tenomeIconstitutionIandIevolutionIinIyoliumIxIsestucaIhybridIcultivarsIQsestuloliumRWITheoreticalg
andgAppliedgGeneticsUI2006UIZZ]UId]ZVa[ 6 62

119 ×γv–SIonIplantIchromosomesWIMethodsgingMoleculargBiologyUI2006UI]]aUIZ]]Vf 1.4 3

(2006-2007)
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118 –uclearIq–nIcontentIvariationIamongIpentralIruropeanIxoeleriaItaxaWIAnnalsgofgBotanyUI2006UIfeUIZZdV[[4.1 25

117 slowIcytometricIandImicroscopicIanalysisIofItheIeffectIofItannicIacidIonIplantInucleiIandIestimationI
ofIq–nIcontentWIAnnalsgofgBotanyUI2006UIfeUIbZbV[d 4.1 109

116 pomparisonIofIfourInuclearIisolationIbuffersIforIplantIq–nIflowIcytometryWIAnnalsgofgBotanyUI2006UI
feUIcdfVef 4.1 122

115 ndvancedIresourcesIforIplantIgenomicsgIaIonpIlibraryIspecificIforItheIshortIarmIofIwheatI
chromosomeIZoWIPlantgJournalUI2006UIadUIfddVec 6.9 63

114 TheIbacterialIartificialIchromosomeIQonpRIlibraryIofItheInarrowVleafedIlupinIQyupinusIangustifoliusI
yWRWICellulargandgMoleculargBiologygLettersUI2006UIZZUI]fcVaYd 8.1 47

113 TheIoriginUIevolutionIandIproposedIstabilizationIofItheItermsIPgenomeIsizePIandIPpVvaluePItoI
describeInuclearIq–nIcontentsWIAnnalsgofgBotanyUI2005UIfbUI[bbVcY 4.1 462

112 –uclearIgenomeIsizeIandIgenomicIdistributionIofIribosomalIq–nIinIzusaIandIrnseteIQzusaceaeRgI
taxonomicIimplicationsWICytogeneticgandgGenomegResearchUI2005UIZYfUIbYVd 1.9 66

111 ×otentialIofIflowIcytometryIforImonitoringIgeneticIstabilityIofIbananaIembryogenicIcellIsuspensionI
culturesI2005UI]]dV]aa 1

110 ×lantIq–nIflowIcytometryIandIestimationIofInuclearIgenomeIsizeWIAnnalsgofgBotanyUI2005UIfbUIffVZZY 4.1 620

109 phromosomeIslowISortingIandI×hysicalIzappingI2005UIZbZVZdZ 6

108 tenomicIconstitutionIofIsestuloliumIcultivarsIreleasedIinItheIpzechIγepublicWIPlantgBreedingUI2005UI
Z[aUIabaVabe 2.4 22

107 nssessmentIofIploidyIstabilityIofItheIsomaticIembryogenesisIprocessIinIαuercusIsuberIyWIusingIflowI
cytometryWIPlantaUI2005UI[[ZUIeZbV[[ 4.7 69

106 phromosomeIsortingIinItetraploidIwheatIandIitsIpotentialIforIgenomeIanalysisWIGeneticsUI2005UIZdYUIe[]Vf4 61

105 uighVresolutionIsvSuIonIsuperVstretchedIflowVsortedIplantIchromosomesWIPlantgJournalUI2004UI]dUIfaYVbY6.9 78

104 qissectingIlargeIandIcomplexIgenomesgIflowIsortingIandIonpIcloningIofIindividualIchromosomesI
fromIbreadIwheatWIPlantgJournalUI2004UI]fUIfcYVe 6.9 131

103 vsolationIofIphromosomesIfromI×iceaIabiesIandItheirInnalysisIbyIslowIpytometryWIBiologiag
PlantarumUI2004UIaeUIZffV[Y] 2.1 11

102 slowIcytogeneticsIandIplantIgenomeImappingWIChromosomegResearchUI2004UIZ[UIddVfZ 4.4 57

101 vntroductiongIchromosomesIgoIwithItheIflowWIChromosomegResearchUI2004UIZ[UIZVa 4.4 1
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100 xaryoVtaxonomicIstudyIofItheIgenus×seudolysimachionIQScrophulariaceaeRIinItheIpzechIγepublicI
andISlovakiaWIFoliagGeobotanicaUI2004UI]fUIZd]V[Y] 1.4 10

99 qevelopmentIofIaIcompositeImapIinIViciaIfabaUIbreedingIapplicationsIandIfutureIprospectsWI
TheoreticalgandgAppliedgGeneticsUI2004UIZYeUIZYdfVee 6 52

98 ponstructionIofIaIsubgenomicIonpIlibraryIspecificIforIchromosomesIZqUIaqIandIcqIofIhexaploidI
wheatWITheoreticalgandgAppliedgGeneticsUI2004UIZYfUIZ]]dVab 6 55

97 slowIcytometricIanalysisIofIvariationIinItheIlevelIofInuclearIq–nIendoreduplicationIinItheI
cotyledonsIamongstIVignaIradiataIcultivarsWICaryologiaUI2004UIbdUI[c[V[cc 3

96 preationIofIaIonpIresourceItoIstudyItheIstructureIandIevolutionIofItheIbananaIQzusaIbalbisianaRI
genomeWIGenomeUI2004UIadUIZZe[VfZ 2.4 46

95 TheIrffectsIofIq–nISynthesisIvnhibitorsIonIpellIpycleISynchronizationIinIpucumberIQpucumisIsativusI
yWRIγootIzeristemsWICytologiaUI2004UIcfUI]Z]V]Zd 0.9

94 slowIpytogeneticsI2004UIacYVac] 2

93 quplicativeItransferIofIaIznqSIboxIgeneItoIaIplantIYIchromosomeWIMoleculargBiologygandgEvolutionUI
2003UI[YUIZYc[Vf 8.3 72

92 ×reparationIofIuzWIq–nIfromI×lantI–ucleiIandIphromosomesIvsolatedIfromIγootITipsWIBiologiag
PlantarumUI2003UIacUI]cfV]d] 2.1 54

91 qevelopmentIofIzolecularIpytogeneticsIandI×hysicalIzappingIofIγibosomalIγ–nItenesIinIyupinusWI
BiologiagPlantarumUI2003UIacUI[ZZV[Zb 2.1 8

90 γapidIdetectionIofIaneuploidyIinIzusaIusingIflowIcytometryWIPlantgCellgReportsUI2003UI[ZUIae]VfY 5.1 67

89 –uclearIq–nIcontentIandIgenomeIsizeIofItroutIandIhumanWICytometryUI2003UIbZUIZ[dVehIauthorI
replyIZ[f 667

88 rffectIofI[VaminoindanV[VphosphonicIacidIonIcellIcycleIprogressionIinIsynchronousImeristematicI
cellsIofIViciaIfabaIrootsWIPlantgScienceUI2003UIZcaUIe[]Ve][ 5.3 6

87 nnalysisIandIsortingIofIryeIQSecaleIcerealeIyWRIchromosomesIusingIflowIcytometryWIGenomeUI2003UI
acUIef]VfYb 2.4 106

86 slowIkaryotypingIandIchromosomeIsortingIinIbreadIwheatIQITriticumIaestivumIyWRWITheoreticalgandg
AppliedgGeneticsUI2002UIZYaUIZ]c[VZ]d[ 6 103

85 phromosomeIsortingIandI×pγVbasedIphysicalImappingIinIpeaIQ×isumIsativumIyWRWIChromosomeg
ResearchUI2002UIZYUIc]VdZ 4.4 52

84 vsolationUIcharacterizationIandIchromosomeIlocalizationIofIrepetitiveIq–nIsequencesIinIbananasI
QzusaIsppWRWIChromosomegResearchUI2002UIZYUIefVZYY 4.4 29

83 qevelopmentIandIpharacterizationIofIzicrosatelliteIzarkersIfromIphromosomeIZVSpecificIq–nI
yibrariesIofIViciaIsabaWIBiologiagPlantarumUI2002UIabUI]]dV]ab 2.1 74

(2002-2004)
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82 qevelopmentIofIflowIcytogeneticsIandIphysicalIgenomeImappingIinIchickpeaIQpicerIarietinumIyWRWI
ChromosomegResearchUI2002UIZYUIcfbVdYc 4.4 36

81 nnalysisIofInuclearIq–nIcontentIandIploidyIinIhigherIplantsWICurrentgProtocolsgingCytometryUI2001UI
phapterIdUIUnitIdWc 3.6 32

80 ueterogeneityIofIrq–nIdistributionIandIgenomeIsizeIinISileneIsppWIChromosomegResearchUI2001UIfUI]edVf]4.4 64

79 rffectivenessIofIthreeImicropropagationItechniquesItoIdissociateIcytochimerasIinIzusaIsppWIPlantg
CellugTissuegandgOrgangCultureUI2001UIccUIZefVZfd 2.7 34

78 yocalisationIofIq–nIsequencesIonIplantIchromosomesIusingI×γv–SIandIpV×γv–SWICytotechnologyUI
2001UI[]UIdZVe[ 25

77 SortingIofIplantIchromosomesWIMethodsgingCellgBiologyUI2001UIcaUI]V]Z 1.8 14

76 slowIanalysisIandIsortingIofIplantIchromosomesWICurrentgProtocolsgingCytometryUI2001UIphapterIbUI
UnitIbW] 3.6 3

75 yocalisationIofIq–nIsequencesIonIplantIchromosomesIusingI×γv–SIandIpV×γv–SI2001UIdZVe[ 2

74 yocalizationIofImaleVspecificallyIexpressedIzγ SIgenesIofISileneIlatifoliaIbyI×pγIonIflowVsortedI
sexIchromosomesIandIautosomesWIGeneticsUI2001UIZbeUIZ[cfVdd 4 46

73 npplicationIofIanIopticalIimmersionVgelIinIaIflowIcytometerIwithIhorizontallyIorientedIobjectiveWI
BiotechnicgandgHistochemistryUI2001UIdcUIZZVZa 1.8

72 γapidIidentificationIandIdeterminationIofIpurityIofIflowVsortedIplantIchromosomesIusingIpV×γv–SWI
CytometryUI2000UIaZUIZY[VZYe 28

71 rvolutionaryIconservationIofIkinetochoreIproteinIsequencesIinIplantsWIChromosomaUI2000UIZYfUIae[Vf 2.8 30

70 –uclearIgVTubulinIduringIncentriolarI×lantIzitosisWIPlantgCellUI2000UIZ[UIa]] 11.6

69 –uclearIgammaVtubulinIduringIacentriolarIplantImitosisWIPlantgCellUI2000UIZ[UIa]]Va[ 11.6 57

68 yimitedItenomeISizeIVariationIinISesleriaIalbicansWIAnnalsgofgBotanyUI2000UIecUI]ffVaY] 4.1 41

67 slowIsortingIofImitoticIchromosomesIinIcommonIwheatIQTriticumIaestivumIyWRWIGeneticsUI2000UIZbcUI[Y]]VaZ4 161

66 ViciaIfabaIgerminationgISynchronizedIcellIgrowthIandIlocalizationIofInucleolinIandI˛–VtubulinWWISeedg
SciencegResearchUI1999UIfUI[fdV]Ya 1.3 7

65 slowIkaryotypingIandIsortingIofImitoticIchromosomesIofIbarleyIQuordeumIvulgareIyWRWIChromosomeg
ResearchUI1999UIdUIa]ZVaa 4.4 68
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64 pellIcycleIsynchronizationIinIplantIrootImeristemsWICytotechnologyUI1999UI[ZUIfbVZYd 60

63 oivariateIflowIcytometryIq–nXordUrdIanalysisIofIplantIcellIcycleWICytotechnologyUI1999UI[ZUIZbbVcc 30

62 slowIcytometricIanalysisIofInuclearIq–nIcontentIinIzusaWITheoreticalgandgAppliedgGeneticsUI1999UI
feUIZ]aaVZ]bY 6 77

61 –uclearIgenomeIstabilityIofIzammillariaIsanVangelensisIQpactaceaeRIregenerantsIinducedIbyIauxinsI
inIlongVtermIinIvitroIcultureWIPlantgScienceUI1999UIZaZUIZfZV[YY 5.3 47

60 ploningIandIpharacterizationIofI–ewIγepetitiveISequencesIinIsieldIoeanIQViciaIfabayWRWIAnnalsgofg
BotanyUI1999UIe]UIb]bVbaZ 4.1 14

59 nIcombinedI×γv–SVsvSuItechniqueIforIsimultaneousIlocalisationIofIq–nIsequencesIonIplantI
chromosomesWIBiologiagPlantarumUI1998UIaZUI[f]V[fc 2.1 4

58 ×hysicalImappingIofItheIZeSV[bSIandIbSIribosomalIγ–nIgenesIinIdiploidIbananasWIBiologiag
PlantarumUI1998UIaZUIafdVbYb 2.1 28

57  ptimizationIofI×γv–SIandIpV×γv–SIforIdetectionIofItelomericIsequencesIinIViciaIfabaWIBiologiag
PlantarumUI1998UIaZUIZddVZea 2.1 8

56 nssociationIofI˛‡VtubulinIwithIkinetochoreXcentromericIregionIofIplantIchromosomesWIPlantgJournalUI
1998UIZaUIdbZVdbd 6.9 59

55 TreatmentIofIViciaIfabaIrootItipIcellsIwithIspecificIinhibitorsItoIcyclinVdependentIkinasesIleadsItoI
abnormalIspindleIformationWIPlantgJournalUI1998UIZcUIcfdVdYd 6.9 60

54 pytogeneticIvariabilityIofIinIvitroIregeneratedIuypericumIperforatumIyWIplantsIandItheirIseedI
progeniesWIPlantgScienceUI1998UIZ]]UI[[ZV[[f 5.3 26

53 vsolationIofIchromosomesIfromI×isumIsativumIyWIhairyIrootIculturesIandItheirIanalysisIbyIflowI
cytometryWIPlantgScienceUI1998UIZ]dUI[YbV[Zb 5.3 34

52 ×lantItenomeISizeIrstimationIbyIslowIpytometrygIvnterVlaboratoryIpomparisonSZWIAnnalsgofgBotanyUI
1998UIe[UIZdV[c 4.1 178

51 rstimationIofInuclearIq–nIcontentIinISesleriaIQ×oaceaeRWICaryologiaUI1998UIbZUIZ[]VZ][ 130

50 SubtractionIwithI]PImodifiedIoligonucleotidesIeliminatesIamplificationIartifactsIinIq–nIlibrariesI
enrichedIforImicrosatellitesWIBioTechniquesUI1998UI[bUI][VaUI]cUI]e 2.5 50

49 zorphometricIandIkaryologicalIanalysisIofIaIpopulationIofSesleriaIsadlerianaIwankaIinItheIoieleI
xarpatyIzountainsIQSlovakiaRWIFoliagGeobotanicaUI1997UI][UIadVbb 1.4 8

48 zappingIofIrepeatedIq–nIsequencesIinIplantIchromosomesIbyI×γv–SIandIpV×γv–SWITheoreticalgandg
AppliedgGeneticsUI1997UIfaUIdbeVdc] 6 47

47 oivariateIflowIkaryotypingIinIbroadIbeanIQViciaIfabaRI1997UI[eUI[]cV[a[ 16

(1997-1999)
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46 ×loidyIinstabilityIofIembryogenicIcucumberIQpucumisIsativusIyWRIcallusIcultureWIBiologiagPlantarumUI
1996UI]eUIadb 2.1 38

45 ponstructionIofIchromosomeVspecificIq–nIlibrariesIcoveringItheIwholeIgenomeIofIfieldIbeanIQViciaI
fabaIyWRWIChromosomegResearchUI1996UIaUIb]ZVf 4.4 46

44 vnductionIandIverificationIofIautotetraploidsIinIdiploidIbananaIQzusaIacuminataRIbyIinIvitroI
techniquesWIEuphyticaUI1996UIeeUI[bV]a 2.1 77

43 slowIcytometricIanalysisIofInuclearIgenomeIofItheIrthiopianIcerealItefI[rragrostisItefIQZuccWRI
Trotter]WIGeneticaUI1996UIfeUI[ZZV[Zb 1.5 33

42 ×rimedIinIsituIlabellingIfacilitatesIflowIsortingIofIsimilarIsizedIchromosomesWIPlantgJournalUI1995UIdUIZY]fVZYaa6.9 38

41 uighVresolutionIflowIkaryotypingIandIchromosomeIsortingIinIViciaIfabaIlinesIwithIstandardIandI
reconstructedIkaryotypesWITheoreticalgandgAppliedgGeneticsUI1995UIfYUIdfdVeY[ 6 46

40 pellIcycleIsynchronizationUIchromosomeIisolationUIandIflowVsortingIinIplantsWIMethodsgingCellgBiology
UI1995UIbYUIcZVe] 1.8 9

39 SexIdeterminationIinIdioeciousIplantsIzelandriumIalbumIandIzWIrubrumIusingIhighVresolutionIflowI
cytometryWICytometryUI1995UIZfUIZY]Vc 195

38 vnductionUIproteinIcompositionIandIq–nIploidyIlevelIofIembryogenicIcalliIofIsilverIfirIandIitsI
hybridsWIBiologiagPlantarumUI1995UI]dUIZcf 2.1 21

37 slowIcytometricIestimationIofInuclearIq–nIamountIinIdiploidIbananasIQzusaIacuminataIandzWI
balbisianaRWIBiologiagPlantarumUI1994UI]cUI]bZ 2.1 156

36 –uclearIq–nIcontentIandIinIvitroIinducedIsomaticIpolyploidizationIcassavaIQzanihotIesculentaI
prantzRIbreedingWIEuphyticaUI1994UIdcUIZfbV[Y[ 2.1 54

35 ×lantIphromosomeInnalysisIandISortingIbyIslowIpytometryWICriticalgReviewsgingPlantgSciencesUI1994UI
Z]UI[dbV]Yf 5.6 63

34 TheIqevelopmentIofIzaleIandIsemaleIγegenerantsIbyIvnIVitroInndrogenesisIinIqioeciousI×lantI
zelandriumIalbumWIAnnalsgofgBotanyUI1994UId]UIabbVabf 4.1 26

33 ×lantIphromosomeInnalysisIandISortingIbyIslowIpytometryWICriticalgReviewsgingPlantgSciencesUI1994UI
Z]UI[dbV[db 5.6 6

32 yocalizationIofIz×zV[IrecognizedIphosphoproteinsIandItubulinIduringIcellIcycleIprogressionIinI
synchronizedIViciaIfabaIrootImeristemIcellsWICellgBiologygInternationalUI1993UIZdUIeadVbc 4.5 27

31 slowIkaryotypingIandIsortingIofIViciaIfabaIchromosomesWITheoreticalgandgAppliedgGeneticsUI1993UI
ebUIccbVd[ 6 53

30 γefinedIexaminationIofIplantImetaphaseIchromosomeIstructureIatIdifferentIlevelsImadeIfeasibleI
byInewIisolationImethodsWIChromosomaUI1993UIZY[UIfcVZYZ 2.8 74

29 yocalizationIofIseedIproteinIgenesIonIflowVsortedIfieldIbeanIchromosomesWIChromosomegResearchUI
1993UIZUIZYdVZb 4.4 68
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28 vnterspecificIhybridizationIinorassicagInpplicationIofIflowIcytometryIforIanalysisIofIploidyIandI
genomeIcompositionIinIhybridIplantsWIBiologiagPlantarumUI1993UI]bUIZcfVZdd 2.1 23

27 rffectIofIantiVmicrotubularIdrugIamiprophosVmethylIonIsomaticIembryogenesisIandIq–nIploidyI
levelsIinIalfalfaIandIcarrotIcellIsuspensionIculturesWIBiologiagPlantarumUI1993UI]bUI][fV]]f 2.1 3

26 nIhighVyieldIprocedureIforIisolationIofImetaphaseIchromosomesIfromIrootItipsIofIViciaIfabaIyWI
PlantaUI1992UIZeeUIf]Ve 4.7 133

25 pomparisonIofIthreeIq–nIfluorochromesIforIflowIcytometricIestimationIofInuclearIq–nIcontentIinI
plantsWIPhysiologiagPlantarumUI1992UIebUIc[bVc]Z 4.6 424

24 SegregationIinItheIprogenyIofItransformedIrapeseedIQorassicaInapusRWIBiologiagPlantarumUI1992UI]aUIb]VcZ2.1 2

23 pomparisonIofIthreeIq–nIfluorochromesIforIflowIcytometricIestimationIofInuclearIq–nIcontentIinI
plantsWIPhysiologiagPlantarumUI1992UIebUIc[bVc]Z 4.6 15

22 slowIcytometricIanalysisIofInuclearIq–nIcontentIinIhigherIplantsWIPhytochemicalgAnalysisUI1991UI[UIZa]VZba3.4 123

21 StainingIofIfungalIcellIwallsIwithIfluorescentIbrightenersgIflowVcytometricIanalysisWIFoliag
MicrobiologicaUI1990UI]bUIa]dVa[ 2.8 14

20 SequentialIestimationIofInuclearIq–nIandIsilverIstainingIofInucleoliIinIplantIcellsWIBiotechnicgog
HistochemistryUI1989UIcaUIfVZ] 2

19 TheIeffectsIofIcolchicineIonIploidyIlevelUImorphologyIandIembryogenicIcapacityIofIalfalfaI
suspensionIculturesWIPlantgScienceUI1989UIcaUI[Z]V[Zf 5.3 16

18 vmprovementIofIaccuracyIofIscanningIabsorptionImeasurementIofInuclearIq–nIcontentIinIplantsWI
ActagHistochemicaUI1989UIecUIZ[]Vd 2 2

17 nlfalfaIrmbryogenicIpellISuspensionIpulturegItrowthIandI×loidyIyevelIStabilityWIJournalgofgPlantg
PhysiologyUI1988UIZ]]UIbcZVbcc 3.6 30
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