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Molecular phylogenetics and phylogeographic structure of Sorex bedfordiae based on mitochondrial

and nuclear DNA sequences. Molecular Phylogenetics and Evolution, 2015, 84, 245-253.

Mitochondrial phylogeny reveals cryptic genetic diversity in the genus<i>Niviventer</i>(Rodentia,) Tj ETQq0 0 O rg%Ttl,OverloiB 10 Tf 50



38

40

42

44

46

48

50

52

ARTICLE IF CITATIONS

Molecular Phylogeny Supports Repeated Adaptation to Burrowing within Small-Eared Shrews Genus
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