29

papers

29

all docs

430874

3,508 18
citations h-index
29 29
docs citations times ranked

477307
29

g-index

6788

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS
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DMSO enhances electrospray response, boosting sensitivity of proteomic experiments. Nature
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Widespread bacterial protein histidine phosphorylation revealed by mass spectrometry-based
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Phosphopeptide Fragmentation and Site Localization by Mass Spectrometry: An Update. Analytical
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Lapatinib Resistance in Breast Cancer Cells Is Accompanied by Phosphorylation-Mediated 0.9 79
Reprogramming of Glycolysis. Cancer Research, 2017, 77, 1842-1853. )

SCFFbxo9 and CK2 direct the cellular response to growth factor withdrawal via Tel2[Ttil degradation
and promote survival in multiple myeloma. Nature Cell Biology, 2013, 15, 72-81.
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Phosphopeptide Enrichment. Molecular and Cellular Proteomics, 2018, 17, 1028-1034. 3.8 68
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Proteomic analysis of phosphorylation in cancer. Expert Review of Proteomics, 2014, 11, 259-267. 3.0 44

Evaluation of Kinase Activity Profiling Using Chemical Proteomics. ACS Chemical Biology, 2015, 10,
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Optimized Enrichment of Phosphoproteomes by Fe-IMAC Column Chromatography. Methods in 0.9 2
Molecular Biology, 2017, 1550, 47-60. :

In-Depth Characterization of the Staphylococcus aureus Phosphoproteome Reveals New Targets of

Stk1. Molecular and Cellular Proteomics, 2021, 20, 100034.

Phosphorylation site localization in peptides by MALDI MS/MS and the Mascot Delta Score. Analytical 3.7 23
and Bioanalytical Chemistry, 2012, 402, 249-260. :
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A New Tool to Reveal Bacterial Signaling Mechanisms in Antibiotic Treatment and Resistance.
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CTGF/VEGFA-activated Fibroblasts Promote Tumor Migration Through Micro-environmental 2.8 12
Modulation. Molecular and Cellular Proteomics, 2018, 17, 1502-1514. ’

Adaptive Resistance to EGFR-Targeted Therapy by Calcium Signaling in NSCLC Cells. Molecular Cancer
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Quantitative proteome profiling of human myoma and myometrium tissue reveals Rinase expression
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