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i Paper IF Citations

114 tetectionHofHwagHsWterminalHmutationsHamongHxyVWaHnonWrHsubtypesHinHaHsubsetHofHsameroonianH
patientsXXHScientificfReportsVH2022VHabVHacgd 4.9 0

113 UpdateHonHSqμSWsoVWbHOmicronHVariantHofHsoncernHandHytsHPeculiarHMutationalHProfileXXH
MicrobiologyfSpectrumVH2022VHe_bgcbba 8.9 6

112 uvaluationHofHxyVWaHintegraseHvariabilityHbyHcombiningHcomputationalHandHprobabilisticHapproachesXXH
InfectiontfGeneticsfandfEvolutionVH2022VHa_aVHa_ebid 4.5 0

111
ViralHresistanceHburdenHandHqPOrusHeditingHcorrelateHwithHvirologicalHresponseHinHheavilyH
treatmentWexperiencedHpeopleHlivingHwithHmultiWdrugHresistantHxyVXHInternationalfJournalfoff
AntimicrobialfAgentsVH2021VHeiVHa_fdib

14.3 1

110
xighHperformanceHofHintegraseHgenotypingHonHdiverseHxyVWaHcladesHcirculatingHinHsameroonjHtowardH
aHsuccessfulHtransitionHtoHdolutegravirWbasedHregimensHinHlowHandHmiddleWincomeHcountriesXH
DiagnosticfMicrobiologyfandfInfectiousfDiseaseVH2021VHa_bVHaaeegd

2.9 0

109 MarkedHdecreaseHinHacquiredHresistanceHtoHantiretroviralsHinHlatestHyearsHinHytalyXHClinicalf
MicrobiologyfandfInfectionVH2021VHbgVHa_chXeaWa_chXef 9.5

108
qlarmingHratesHofHvirologicalHfailureHandHxyVWaHdrugHresistanceHamongstHadolescentsHlivingHwithH
perinatalHxyVHinHbothHurbanHandHruralHsettingsjHevidenceHfromHtheHutsTPHμuqtYWstudyHinHsameroonXH
HIVfMedicineVH2021VHbbVHefgWeh_

2.7 0

107
TheHimpactHofHtqqWmediatedHxsVHeradicationHonHstdHandHsthHTHlymphocyteHtrajectoriesHinH
xyVYxsVHcoinfectedHpatientsjHtataHfromHtheHysOïqHvoundationHsohortXHJournalfoffViralfHepatitisVH
2021VHbhVHggiWghf

3.4 2

106 TheHeffectsHofHorallyHadministeredHlactoferrinHinHtheHpreventionHandHmanagementHofHviralHinfectionsjH
qHsystematicHreviewXHReviewsfinfMedicalfVirologyVH2021VHebbfa 11.7 6

105 xyVWaHwagHgeneHmutationsVHtreatmentHresponseHandHdrugHresistanceHtoHproteaseHinhibitorsjHqH
systematicHreviewHandHmetaWanalysisHprotocolXHPLoSfONEVH2021VHafVHe_becehg 3.7 1

104 PrevalenceHandHfactorsHassociatedHwithHxyVWaHmultiWdrugHresistanceHoverHtheHpastHtwoHdecadesHinH
theHytalianHqμsqHdatabaseXHInternationalfJournalfoffAntimicrobialfAgentsVH2021VHegVHa_fbeb 14.3 5

103 VirologicalHresponseHandHresistanceHprofileHinHhighlyHtreatmentWexperiencedHxyVWaWinfectedHpatientsH
switchingHtoHdolutegravirHplusHboostedHdarunavirHinHclinicalHpracticeXHHIVfMedicineVH2021VHbbVHeaiWebe 2.7 1

102
raselineHintegraseHdrugHresistanceHmutationsHandHconservedHregionsHacrossHxyVWaHcladesHinH
sameroonjHimplicationsHforHtransitionHtoHdolutegravirHinHresourceWlimitedHsettingsXHJournalfoff
AntimicrobialfChemotherapyVH2021VHgfVHabggWabhe

5.1 2

101 wenotypicHxyVWaHtropismHdeterminationHmightHhelpHtoHidentifyHpeopleHwithHexhaustedHtreatmentH
optionsHandHadvancedHdiseaseXHJournalfoffAntimicrobialfChemotherapyVH2021VHgfVHcbgbWcbgi 5.1

100 ProgrammeHqualityHindicatorsHofHxyVHdrugHresistanceHamongHadolescentsHinHurbanHversusHruralH
settingsHofHtheHcentreHregionHofHsameroonXHAIDSfResearchfandfTherapyVH2020VHagVHad 3 1

99 SusceptibilityHtoHxyVWaHintegraseHstrandHtransferHinhibitorsHRyïSTysSHinHhighlyHtreatmentWexperiencedH
patientsHwhoHfailedHanHyïSTyWbasedHregimenXHInternationalfJournalfoffAntimicrobialfAgentsVH2020VHefVHa_f_bg14.3 5

98 ynHvitroHsusceptibilityHtoHfostemsavirHisHnotHaffectedHbyHlongWtermHexposureHtoHantiviralHtherapyHinH
MtμHxyVWaWinfectedHpatientsXHJournalfoffAntimicrobialfChemotherapyVH2020VHgeVHbedgWbeec 5.1 8

Maria Mercedes Santoro

2



97 ydentificationHofHgpab_HpolymorphismsHinHxyVWaHrHsubtypeHpotentiallyHassociatedHwithHresistanceHtoH
fostemsavirXHJournalfoffAntimicrobialfChemotherapyVH2020VHgeVHagghWaghf 5.1 6

96
SimplificationHtoHxighHweneticHrarrierHbWtrugHμegimensHinHPeopleHLivingHWithHxyVHxarboringHdWslassH
μesistanceHunrolledHinHtheHPμuSTywyOHμegistryXHJournalfoffAcquiredfImmunefDeficiencyfSyndromesf
py999qVH2020VHhdVHebdWebh

3.1 1

95
PrevalenceHofHdoravirineWassociatedHresistanceHmutationsHinHxyVWaWinfectedH
antiretroviralWexperiencedHpatientsHfromHtwoHlargeHdatabasesHinHvranceHandHytalyXHJournalfoff
AntimicrobialfChemotherapyVH2020VHgeVHa_bfWa_c_

5.1 12

94 xyVHMtμHisHstillHaHrelevantHissueHdespiteHitsHdramaticHdropHoverHtheHyearsXHJournalfoffAntimicrobialf
ChemotherapyVH2020VHgeVHac_aWaca_ 5.1 8

93 xyVWaHintegraseHresistanceHassociatedHmutationsHandHtheHuseHofHdolutegravirHinHSubWSaharanHqfricajH
aHsystematicHreviewHandHmetaWanalysisHprotocolXHSystematicfReviewsVH2020VHiVHic 3 0

92 surrentHstatusHofHantiviralsHandHdruggableHtargetsHofHSqμSHsoVWbHandHotherHhumanHpathogenicH
coronavirusesXHDrugfResistancefUpdatesVH2020VHecVHa__gba 23.2 44

91 rurdenHofHtiseaseHinHPWxHxarboringHaHMultidrugWμesistantHVirusjHtataHvromHtheHPμuSTywyOH
μegistryXHOpenfForumfInfectiousfDiseasesVH2020VHgVHofaadef 1 5

90
uvaluationHofHvirologicalHresponseHandHresistanceHprofileHinHxyVWaHinfectedHpatientsHstartingHaH
firstWlineHintegraseHinhibitorWbasedHregimenHinHclinicalHsettingsXHJournalfoffClinicalfVirologyVH2020VH
ac_VHa_decd

14.5 3

89 PreWtreatmentHdrugHresistanceHandHxyVWaHgeneticHdiversityHinHtheHruralHandHurbanHsettingsHofH
ïorthwestWsameroonXHPLoSfONEVH2020VHaeVHe_bceieh 3.7 2

88 uvaluationHofHxyVHTransmissionHslustersHamongHïativesHandHvoreignersHLivingHinHytalyXHVirusesVH2020VH
abVH 6.2 5

87
virstHcaseHofHtolutegravirHandHtarunavirYrHmultiHdrugWresistantHxyVWaHinHsameroonHfollowingH
exposureHtoHμaltegravirjHlessonsHandHimplicationsHinHtheHeraHofHtransitionHtoHtolutegravirWbasedH
regimensXHAntimicrobialfResistancefandfInfectionfControlVH2020VHiVHadc

6.2 4

86 uvaluationHofHxyVWaHintegraseHresistanceHemergenceHandHevolutionHinHpatientsHtreatedHwithH
integraseHinhibitorsXHJournalfoffGlobalfAntimicrobialfResistanceVH2020VHb_VHafcWafi 3.4 5

85 ysHphysicianHassessmentHofHalcoholHconsumptionHusefulHinHpredictingHriskHofHsevereHliverHdiseaseH
amongHpeopleHwithHxyVHandHxyVYxsVHcoWinfectionoXHBMCfPublicfHealthVH2019VHaiVHabia 4.1 3

84 uffectivenessHofHdolutegravirWbasedHregimensHasHeitherHfirstWlineHorHswitchHantiretroviralHtherapyjH
dataHfromHtheHyconaHcohortXHJournalfoffthefInternationalfAIDSfSocietyVH2019VHbbVHebebbg 5.4 24

83
≤uantificationHofHxyVWtïqHandHresidualHviremiaHinHpatientsHstartingHqμTHbyHdropletHdigitalHPsμjH
TheirHdynamicHdecayHandHcorrelationsHwithHimmunologicalHparametersHandHvirologicalHsuccessXH
JournalfoffClinicalfVirologyVH2019VHaagVHfaWfg

14.5 13

82 sharacterisationHofHxyVWaHmolecularHtransmissionHclustersHamongHnewlyHdiagnosedHindividualsH
infectedHwithHnonWrHsubtypesHinHytalyXHSexuallyfTransmittedfInfectionsVH2019VHieVHfaiWfbe 2.8 9

81 VeryHhighHpreWtherapyHviralHloadHisHaHpredictorHofHvirologicalHreboundHinHxyVWaWinfectedHpatientsH
startingHaHmodernHfirstWlineHregimenXHAntiviralfTherapyVH2019VHbdVHcbaWcca 1.6 3

80 ysHtheHrateHofHvirologicalHfailureHtoHcqμTHcontinuingHtoHdeclineHinHrecentHcalendarHyearsoXHJournalfoff
ClinicalfVirologyVH2019VHaafVHbcWbh 14.5 3

(2019-2020)

3



79
xyVWaHdrugHresistanceHtestingHisHessentialHforHheavilyWtreatedHpatientsHswitchingHfromHfirstWHtoH
secondWlineHregimensHinHresourceWlimitedHsettingsjHevidenceHfromHroutineHclinicalHpracticeHinH
sameroonXHBMCfInfectiousfDiseasesVH2019VHaiVHbdf

4 6

78 yntegraseHstrandHtransferHinhibitorWbasedHregimenHisHrelatedHwithHaHlimitedHxyVWaHVcHloopHevolutionH
inHclinicalHpracticeXHVirusfGenesVH2019VHeeVHbi_Wbig 2.3

77 ïewHresistanceHmutationsHtoHnucleosideHreverseHtranscriptaseHinhibitorsHatHcodonHahdHofHxyVWaH
reverseHtranscriptaseHRMahdLHandHMahdTSXHChemicalfBiologyfandfDrugfDesignVH2019VHicVHe_Wei 2.9 2

76
uvaluationHofHtreatmentHresponseVHdrugHresistanceHandHxyVWaHvariabilityHamongHadolescentsHonHfirstWH
andHsecondWlineHantiretroviralHtherapyjHaHstudyHprotocolHforHaHprospectiveHobservationalHstudyHinHtheH
centreHregionHofHsameroonHRutsTPHμuqtYWstudySXHBMCfPediatricsVH2019VHaiVHbbf

2.6 3

75
ViralHsuppressionHinHadultsVHadolescentsHandHchildrenHreceivingHantiretroviralHtherapyHinHsameroonjH
adolescentsHatHhighHriskHofHvirologicalHfailureHinHtheHeraHofHLtestHandHtreatLXHAIDSfResearchfandf
TherapyVH2019VHafVHcf

3 10

74 μareHoccurrenceHofHdoravirineHresistanceWassociatedHmutationsHinHxyVWaWinfectedHtreatmentWnaiveH
patientsXHJournalfoffAntimicrobialfChemotherapyVH2019VHgdVHfadWfag 5.1 16

73 ytalianHexpertHpanelHconsensusHstatementsHonHtwoWdrugHantiretroviralHregimensHtoHtreatHnaˆflveHandH
virologicallyHsuppressedHxyVWaHinfectedHpatientsXHNewfMicrobiologicaVH2019VHdbVHfiWh_ 1.1

72 ïextWgenerationHsequencingHprovidesHanHaddedHvalueHinHdeterminingHdrugHresistanceHandHviralH
tropismHinHsameroonianHxyVWaHverticallyHinfectedHchildrenXHMedicinefpUnitedfStatesqVH2018VHigVHe_agf 1.8 12

71 μesistanceHdetectedHinHPrMssHpredictsHvirologicalHreboundHinHxyVWaHsuppressedHpatientsHswitchingH
treatmentXHJournalfoffClinicalfVirologyVH2018VHa_dVHfaWfd 14.5 11

70 ViroWimmunologicalHresponseHofHdrugWnaiveHxyVWaWinfectedHpatientsHstartingHaHfirstWlineHregimenH
withHviraemiaHne__V___HcopiesYmlHinHclinicalHpracticeXHAntiviralfTherapyVH2018VHbcVHbdiWbeg 1.6 6

69 weneticHdivergenceHofHxyVWaHrHsubtypeHinHytalyHoverHtheHyearsHb__cWb_afHandHimpactHonHsTLHescapeH
prevalenceXHScientificfReportsVH2018VHhVHaegci 4.9 0

68
ympactHofHtransmittedHxyVWaHdrugHresistanceHonHtheHefficacyHofHfirstWlineHantiretroviralHtherapyHwithH
twoHnucleosRtSideHreverseHtranscriptaseHinhibitorsHplusHanHintegraseHinhibitorHorHaHproteaseHinhibitorXH
JournalfoffAntimicrobialfChemotherapyVH2018VHgcVHbdh_Wbdhd

5.1 11

67 ufficacyHandHtolerabilityHofHswitchingHtoHaHdualHtherapyHwithHdarunavirYritonavirHplusHraltegravirHinH
xyVWinfectedHpatientsHwithHxyVWaHμïqHâ�⁄e_´ cpYmLXHInfectionVH2017VHdeVHebaWebh 5.8 9

66 MutationalHsorrelatesHofHVirologicalHvailureHinHyndividualsHμeceivingHaHWxOWμecommendedH
TenofovirWsontainingHvirstWLineHμegimenjHqnHynternationalHsollaborationXHEBioMedicineVH2017VHahVHbbeWbce8.8 25

65 yncidenceHandHprogressionHtoHcirrhosisHofHnewHhepatitisHsHvirusHinfectionsHinHpersonsHlivingHwithH
humanHimmunodeficiencyHvirusXHClinicalfMicrobiologyfandfInfectionVH2017VHbcVHbfgXeaWbfgXed 9.5 7

64 tynamicsHandHphylogeneticHrelationshipsHofHxyVWaHtransmittedHdrugHresistanceHaccordingHtoH
subtypeHinHytalyHoverHtheHyearsHb___WadXHJournalfoffAntimicrobialfChemotherapyVH2017VHgbVHbhcgWbhde 5.1 13

63 somparativeHuvaluationHofHSubtypingHToolsHforHSurveillanceHofHïewlyHumergingHxyVWaHStrainsXH
JournalfoffClinicalfMicrobiologyVH2017VHeeVHbhbgWbhcg 9.7 9

62
rriefHμeportjHtropHinHstdUHsountsHrelowHb__HsellsY˛…LHqfterHμeachingHRorHStartingHvromSHValuesH
xigherHthanHce_HsellsY˛…LHinHxyVWynfectedHPatientsHWithHVirologicalHSuppressionXHJournalfoffAcquiredf
ImmunefDeficiencyfSyndromesfpy999qVH2017VHgfVHdagWdbb

3.1 1
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61
qctiveHxsVHμeplicationHbutHïotHxsVHorHsMVHSeropositiveHStatusHysHqssociatedHWithHyncidentHandH
PrevalentHTypeHbHtiabetesHinHPersonsHLivingHWithHxyVXHJournalfoffAcquiredfImmunefDeficiencyf
Syndromesfpy999qVH2017VHgeVHdfeWdga

3.1 3

60 VirologicalHresponseHandHresistanceHprofileHinHxyVWaWinfectedHpatientsHstartingHdarunavirWcontainingH
regimensXHHIVfMedicineVH2017VHahVHbaWcb 2.7 7

59 xyVWaHtrugHSusceptibilityHtoHPotentialHSecondWHandHThirdWLineHqntiretroviralHμegimensHamongH
sameroonianHPatientsjHuvidenceHfromHaHsrosssectionalHtesignXHCurrentfHIVfResearchVH2017VHaeVHffWgc 1.3 3

58 ïoveltiesHinHevaluationHandHmonitoringHofHxyVWaHinfectionjHysHstandardHvirologicalHsuppressionH
enoughHforHmeasuringHantiretroviralHtreatmentHsuccessoXHAIDSfReviewsVH2017VHaiVH 1.5 3

57
PreWexistentHïμTyHandHïïμTyHresistanceHimpactsHonHmaintenanceHofHvirologicalHsuppressionHinH
xyVWaWinfectedHpatientsHwhoHswitchHtoHaHtenofovirYemtricitabineYrilpivirineHsingleWtabletHregimenXH
JournalfoffAntimicrobialfChemotherapyVH2017VHgbVHheeWhfe

5.1 7

56
xsVHïScHsequencingHasHaHreliableHandHclinicallyHusefulHtoolHforHtheHassessmentHofHgenotypeHandH
resistanceHmutationsHforHclinicalHsamplesHwithHdifferentHxsVWμïqHlevelsXHJournalfoffAntimicrobialf
ChemotherapyVH2016VHgaVHgciWe_

5.1 12

55
wlobalHepidemiologyHofHdrugHresistanceHafterHfailureHofHWxOHrecommendedHfirstWlineHregimensHforH
adultHxyVWaHinfectionjHaHmulticentreHretrospectiveHcohortHstudyXHLancetfInfectiousfDiseasestfTheVH
2016VHafVHefeWege

25.5 175

54 ympactHofHxyVWaHtropismHonHtheHemergenceHofHnonWqytSHeventsHinHxyVWinfectedHpatientsHreceivingH
fullyHsuppressiveHantiretroviralHtherapyXHAidsVH2016VHc_VHgcaWda 3.5 8

53
ymprovedHdarunavirHgenotypicHmutationHscoreHpredictingHtreatmentHresponseHforHpatientsHinfectedH
withHxyVWaHsubtypeHrHandHnonWsubtypeHrHreceivingHaHsalvageHregimenXHJournalfoffAntimicrobialf
ChemotherapyVH2016VHgaVHacebWf_

5.1 3

52
ShortHsommunicationjHPopulationWrasedHSurveillanceHofHxyVWaHtrugHμesistanceHinHsameroonianH
qdultsHynitiatingHqntiretroviralHTherapyHqccordingHtoHtheHWorldHxealthHOrganizationHwuidelinesXH
AIDSfResearchfandfHumanfRetrovirusesVH2016VHcbVHcbiWcc

1.6 4

51
μesponseHtoHvirstWLineHμitonavirWroostedHProteaseHynhibitorsHRPyYrSWrasedHμegimensHinHxyVHPositiveH
PatientsHPresentingHtoHsareHwithHLowHstdHsountsjHtataHfromHtheHyconaHvoundationHsohortXHPLoSf
ONEVH2016VHaaVHe_aefcf_

3.7

50 xighHrurdenHofHxrVWynfectionHandHqtypicalHxrVHStrainsHamongHxyVWinfectedHsamerooniansXHCurrentf
HIVfResearchVH2016VHadVHafeWga 1.3 20

49 tiscontinuationHofHynitialHqntiretroviralHTherapyHinHslinicalHPracticejHMovingHTowardHyndividualizedH
TherapyXHJournalfoffAcquiredfImmunefDeficiencyfSyndromesfpy999qVH2016VHgaVHbfcWga 3.1 33

48
TheHxyVWaHreverseHtranscriptaseHpolymorphismHqihSHimprovesHtheHresponseHtoHtenofovirHdisoproxilH
fumarateUemtricitabineWcontainingHxqqμTHbothHinHvivoHandHinHvitroXHJournalfoffGlobalfAntimicrobialf
ResistanceVH2016VHgVHaWg

3.4 2

47
wenotypicHresistanceHtestHinHproviralHtïqHcanHidentifyHresistanceHmutationsHneverHdetectedHinH
historicalHgenotypicHtestHinHpatientsHwithHlowHlevelHorHundetectableHxyVWμïqXHJournalfoffClinicalf
VirologyVH2016VHhbVHidWa__

14.5 22

46 xyVWaHtrugHSusceptibilityHtoHPotentialHSecondWHandHThirdWLineHqntiretroviralHμegimensHamongH
sameroonianHPatientsjHuvidenceHfromHaHsrossWsectionalHtesignXHCurrentfHIVfResearchVH2016VH 1.3 1

45
ufficacyHofHetravirineHcombinedHwithHdarunavirHorHotherHritonavirWboostedHproteaseHinhibitorsHinH
xyVWaWinfectedHpatientsjHanHobservationalHstudyHusingHpooledHuuropeanHcohortHdataXHHIVfMedicineVH
2015VHafVHbigWc_f

2.7 8

44 wenotypicHTropismHTestingHinHxyVWaHProviralHtïqHsanHProvideHUsefulHynformationHatHLowWLevelH
ViremiaXHJournalfoffClinicalfMicrobiologyVH2015VHecVHbiceWda 9.7 4

(2015-2017)
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43
xyVWaHintegraseHgenotypingHisHreliableHandHreproducibleHforHroutineHclinicalHdetectionHofHintegraseH
resistanceHmutationsHevenHinHpatientsHwithHlowWlevelHviraemiaXHJournalfoffAntimicrobialf
ChemotherapyVH2015VHg_VHahfeWgc

5.1 19

42 SpecificHmutationsHinHtheHsWterminusHdomainHofHxrVHsurfaceHantigenHsignificantlyHcorrelateHwithHlowH
levelHofHserumHxrVWtïqHinHpatientsHwithHchronicHxrVHinfectionXHJournalfoffInfectionVH2015VHg_VHbhhWih 18.9 9

41 PrognosticHValueHofHtheHvibrosisWdHyndexHinHxumanHymmunodeficiencyHVirusHTypeWaHynfectedHPatientsH
ynitiatingHqntiretroviralHTherapyHwithHorHwithoutHxepatitisHsHVirusXHPLoSfONEVH2015VHa_VHe_ad_hgg 3.7 7

40 μecentHTransmissionHslusteringHofHxyVWaHsHandHsμvag_rvHStrainsHsharacterizedHbyHïïμTyWμelatedH
MutationsHamongHïewlyHtiagnosedHMenHinHsentralHytalyXHPLoSfONEVH2015VHa_VHe_acecbe 3.7 14

39 qnHupdateHonHintegraseHinhibitorsjHnewHopportunitiesHforHaHpersonalizedHtherapyoHTheHïuXTaimH
ProjectXHNewfMicrobiologicaVH2015VHchVHddcWi_ 1.1 6

38 TheHmultifactorialHpathwaysHtowardsHresistanceHtoHtheHcytosineHanaloguesHemtricitabineHandH
lamivudinejHevidencesHfromHliteratureXHJournalfoffInfectionVH2014VHfiVHd_hWa_ 18.9 2

37
LowerHprevalenceHofHdrugHresistanceHmutationsHatHfirstWlineHvirologicalHfailureHtoHfirstWlineHtherapyH
withHatriplaHvsXHtenofovirHUHemtricitabineYlamivudineHUHefavirenzHadministeredHonHaHmultipleHtabletH
therapyXHAidsVH2014VHbhVHbecaWi

3.5 25

36 μeliabilityHandHclinicalHrelevanceHofHtheHxyVWaHdrugHresistanceHtestHinHpatientsHwithHlowHviremiaH
levelsXHClinicalfInfectiousfDiseasesVH2014VHehVHaaefWfd 11.6 55

35 qHveryHlowHgenobphenoHfalseHpositiveHrateHisHassociatedHwithHpoorHviroWimmunologicalHresponseHinH
drugWnaˆflveHpatientsHstartingHaHfirstWlineHxqqμTXHPLoSfONEVH2014VHiVHea_ehec 3.7 9

34
trugWresistanceHdevelopmentHdiffersHbetweenHxyVWaWinfectedHpatientsHfailingHfirstWlineH
antiretroviralHtherapyHcontainingHnonnucleosideHreverseHtranscriptaseHinhibitorsHwithHandHwithoutH
thymidineHanaloguesXHHIVfMedicineVH2013VHadVHegaWg

2.7 7

33 xyVWaHweneticHVariabilityHandHslinicalHymplicationsXHISRNfMicrobiologyVH2013VHb_acVHdhacad 81

32 sirculationHofHxyVWaHsμv_b_qwHamongHMSMHpopulationHinHcentralHytalyjHaHmolecularH
epidemiologyWbasedHstudyXHBioMedfResearchfInternationalVH2013VHb_acVHha_fag 3 8

31
StructuralHmodificationsHinducedHbyHspecificHxyVWaHproteaseWcompensatoryHmutationsHhaveHanH
impactHonHtheHvirologicalHresponseHtoHaHfirstWlineHlopinavirYritonavirWcontainingHregimenXHJournalfoff
AntimicrobialfChemotherapyVH2013VHfhVHbb_eWi

5.1 8

30 ympactHofHpreWtherapyHviralHloadHonHvirologicalHresponseHtoHmodernHfirstWlineHxqqμTXHAntiviralf
TherapyVH2013VHahVHhfgWgf 1.6 31

29 TheHgenotypicHfalseHpositiveHrateHdeterminedHbyHVcHpopulationHsequencingHcanHpredictHtheHburdenH
ofHxyVWaHsXsμdWusingHspeciesHdetectedHbyHpyrosequencingXHPLoSfONEVH2013VHhVHeecf_c 3.7 14

28 TheHlowestHXdHwenobPhenoHfalseWpositiveHrateHisHassociatedHwithHgreaterHstdHdepletionHinHxyVWaH
infectedHpatientsXHClinicalfMicrobiologyfandfInfectionVH2012VHahVHubhiWih 9.5 16

27 sharacterizationHofHdrugHresistanceHmutationsHinHnaˆflveHandHqμTWtreatedHpatientsHinfectedHwithH
xyVWaHinHYaoundeVHsameroonXHJournalfoffMedicalfVirologyVH2012VHhdVHgbaWg 19.7 29

26 somparativeHanalysisHofHdrugHresistanceHamongHrHandHtheHmostHprevalentHnonWrHxyVHtypeHaH
subtypesHRsVHvVHandHsμv_b_qwSHinHytalyXHAIDSfResearchfandfHumanfRetrovirusesVH2012VHbhVHabheWic 1.6 16
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25 xyVWaHnonWrHsubtypesHinHytalyjHaHgrowingHtrendXHNewfMicrobiologicaVH2012VHceVHcggWhf 1.1 18

24 weneticHdiversityHofHxyVHtypeHaHinHMontenegroXHAIDSfResearchfandfHumanfRetrovirusesVH2011VHbgVHibaWd 1.6 14

23 ynterpretationHofHgenotypicHxyVWaHresistanceHtoHdarunavirHandHvirologicalHresponsejHvalidationHofH
availableHsystemsHandHofHaHnewHscoreXHAntiviralfTherapyVH2011VHafVHdhiWig 1.6 10

22 trugHresistanceHamongHdrugWnaiveHandHfirstWlineHantiretroviralHtreatmentWfailingHchildrenHinH
sameroonXHPediatricfInfectiousfDiseasefJournalVH2011VHc_VHa_fbWh 3.4 36

21
QSentinelQHmutationsHinHstandardHpopulationHsequencingHcanHpredictHtheHpresenceHofHxyVWaHreverseH
transcriptaseHmajorHmutationsHdetectableHonlyHbyHultraWdeepHpyrosequencingXHJournalfoff
AntimicrobialfChemotherapyVH2011VHffVHbfaeWbc

5.1 13

20 PerformanceHevaluationHofHanHinWhouseHhumanHimmunodeficiencyHvirusHtypeWaHproteaseWreverseH
transcriptaseHgenotypingHassayHinHsameroonXHArchivesfoffVirologyVH2011VHaefVHabceWdc 2.6 29

19
tockingHanalysisHandHresistanceHevaluationHofHclinicallyHrelevantHmutationsHassociatedHwithHtheH
xyVWaHnonWnucleosideHreverseHtranscriptaseHinhibitorsHnevirapineVHefavirenzHandHetravirineXH
ChemMedChemVH2011VHfVHbb_cWac

3.7 12

18 MolecularHepidemiologyHofHxyVHtypeHaHsμv_b_qwHinHsameroonHandHqfricanHpatientsHlivingHinHytalyXH
AIDSfResearchfandfHumanfRetrovirusesVH2011VHbgVHaagcWhb 1.6 20

17 tifferentHevolutionHofHgenotypicHresistanceHprofilesHtoHemtricitabineHversusHlamivudineHinH
tenofovirWcontainingHregimensXHJournalfoffAcquiredfImmunefDeficiencyfSyndromesfpy999qVH2010VHeeVHccfWdd3.1 29

16 UseHofHnovelHantiretroviralHagentsHinHrescueHregimensjHaHcaseHofHearlyHvirologicalHfailureHtoH
raltegravirXHScandinavianfJournalfoffInfectiousfDiseasesVH2010VHdbVHbcgWi 1

15 PopulationHdynamicsHofHxyVWaHsubtypeHrHinHaHcohortHofHmenWhavingWsexWwithWmenHinHμomeVHytalyXH
JournalfoffAcquiredfImmunefDeficiencyfSyndromesfpy999qVH2010VHeeVHaefWf_ 3.1 42

14
ysHthereHanyHpotentialHforHfirstWlineHetravirineHuseoHqnalysisHfromHaHlargeHdataHsetHofHantiretroviralH
therapyWnaiveHxyVWinfectedHpatientsHundergoingHresistanceHtestXHJournalfoffAcquiredfImmunef
DeficiencyfSyndromesfpy999qVH2010VHecVHae_Wa

3.1

13 ymprovingHtheHpredictionHofHvirologicalHresponseHtoHtipranavirjHtheHdevelopmentHandHvalidationHofHaH
tipranavirWweightedHmutationHscoreXHAntiviralfTherapyVH2010VHaeVHa_aaWi 1.6 14

12 TwoHdifferentHpatternsHofHmutationsHareHinvolvedHinHtheHgenotypicHresistanceHscoreHforHatazanavirH
boostedHversusHunboostedHbyHritonavirHinHmultipleHfailingHpatientsXHInfectionVH2009VHcgVHbccWdc 5.8 8

11 tynamicsHofHïμTyHresistanceHmutationsHduringHtherapyHinterruptionXHAIDSfResearchfandfHumanf
RetrovirusesVH2009VHbeVHegWfd 1.6 11

10 ïonWrHxyVHtypeHaHsubtypesHamongHmenHwhoHhaveHsexHwithHmenHinHμomeVHytalyXHAIDSfResearchfandf
HumanfRetrovirusesVH2009VHbeVHaegWfd 1.6 18

9 sharacterizationHofHdrugWresistanceHmutationsHinHxyVHtypeHaHisolatesHfromHdrugWnaiveHandH
qμVWtreatedHpatientsHinHrulgariaXHAIDSfResearchfandfHumanfRetrovirusesVH2008VHbdVHaaccWh 1.6 15

8 TheHxyVHtypeHaHepidemicHinHrulgariaHinvolvesHmultipleHsubtypesHandHisHsustainedHbyHcontinuousHviralH
inflowHfromHWestHandHuastHuuropeanHcountriesXHAIDSfResearchfandfHumanfRetrovirusesVH2008VHbdVHggaWi 1.6 31

(2008-2012)
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7 SpecificHenfuvirtideWassociatedHmutationalHpathwaysHinHxyVWaHwpdaHareHsignificantlyHcorrelatedHwithH
anHincreaseHinHstdRUSHcellHcountVHdespiteHvirologicalHfailureXHJournalfoffInfectiousfDiseasesVH2008VHaigVHad_hWah7 34

6 ViroWimmunologicHresponseHtoHritonavirWboostedHorHunboostedHatazanavirHinHaHlargeHcohortHofH
multiplyHtreatedHpatientsjHtheHsqμeHStudyXHAIDSfPatientfCarefandfSTDsVH2008VHbbVHgWaf 5.8 18

5
sharacterizationHandHstructuralHanalysisHofHnovelHmutationsHinHhumanHimmunodeficiencyHvirusHtypeH
aHreverseHtranscriptaseHinvolvedHinHtheHregulationHofHresistanceHtoHnonnucleosideHinhibitorsXHJournalf
offVirologyVH2007VHhaVHaae_gWai

6.6 55

4 ynvolvementHofHnovelHhumanHimmunodeficiencyHvirusHtypeHaHreverseHtranscriptaseHmutationsHinHtheH
regulationHofHresistanceHtoHnucleosideHinhibitorsXHJournalfoffVirologyVH2006VHh_VHgahfWih 6.6 63

3 TemporalHcharacterizationHofHdrugHresistanceHassociatedHmutationsHinHxyVWaHproteaseHandHreverseH
transcriptaseHinHpatientsHfailingHantiretroviralHtherapyXHNewfMicrobiologicaVH2006VHbiVHhiWa__ 1.1 3

2 ïovelHhumanHimmunodeficiencyHvirusHtypeHaHproteaseHmutationsHpotentiallyHinvolvedHinHresistanceH
toHproteaseHinhibitorsXHAntimicrobialfAgentsfandfChemotherapyVH2005VHdiVHb_aeWbe 5.9 51

1 xighHsequenceHconservationHofHhumanHimmunodeficiencyHvirusHtypeHaHreverseHtranscriptaseHunderH
drugHpressureHdespiteHtheHcontinuousHappearanceHofHmutationsXHJournalfoffVirologyVH2005VHgiVHa_gahWbi 6.6 50
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