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ARTICLE IF CITATIONS

Evaluating the conformational space of the active site of <scp>D<sub>2</sub></scp> dopamine
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Covalence and i€-electron delocalization influence on hydrogen bonds in proton transfer process of
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2021, 155, 054307.
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Conformational and electronic study of dopamine interacting with the <scp>D<sub>2</sub></[scp>
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The electronic density obtained from a QTAIM analysis used as molecular descriptor. A study
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Non-covalent interactions in receptor-ligand complexes. A study based on the electron charge
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Molecular Modeling Study of Dihydrofolate Reductase Inhibitors. Molecular Dynamics Simulations,
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On the strength of the halogen bonds: Mutual penetration, atomic quadrupole moment and Laplacian
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