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Environmental <scp>DNA</scp> metabarcoding of lake fish communities reflects longa€term data from
established survey methods. Molecular Ecology, 2016, 25, 3101-3119.

Temporal and spatial variation in distribution of fish environmental DNA in Englanda€™s largest lake. 5.8 110
Environmental DNA, 2019, 1, 26-39. :

A validation scale to determine the readiness of environmental DNA assays for routine species
monitoring. Environmental DNA, 2021, 3, 823-836.

Metad€analysis shows both congruence and complementarity of DNA and eDNA metabarcoding to

traditional methods for biological community assessment. Molecular Ecology, 2022, 31, 1820-1835. 3.9 76

Uncovering the complete biodiversity structure in spatial networks: the example of riverine systems.
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A practical guide to DNA-based methods for biodiversity assessment. , 2021, , . 57

Development and application of environmental DNA surveillance for the threatened crucian carp
(<i>Carassius carassius</[i>). Freshwater Biology, 2019, 64, 93-107.

Advancing the use of molecular methods for routine freshwater macroinvertebrate biomonitoring 4€“

the need for calibration experiments. Metabarcoding and Metagenomics, 0, 3, . 0.0 48

Detection of a new non-native freshwater species by DNA metabarcoding of environmental samples §€”
first record of Gammarus fossarum in the UK. Aquatic Invasions, 2017, 12, 177-189.

Targeted and passive environmental DNA agproaches outperform established methods for detection of
quagga mussels, <i>Dreissena rostriformis bugensis</i> in flowing water. Ecology and Evolution, 1.9 25
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Environmental DNA %IVGS comparable results to morphology-based indices of macroinvertebrates in a
large-scale ecological assessment. PLoS ONE, 2021, 16, e0257510.

Spatio-temporal patterns of multi-trophic biodiversity and food-web characteristics uncovered
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Mapping biodiversity hotspots of fish communities in subtropical streams through environmental
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Simple, sensitive and species-specific assays for detecting quagga and zebra mussels (Dreissena) Tj ETQql 1 0.784314 rgBT [Overloc
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Unlocking our understanding of intermittent rivers and ephemeral streams with genomic tools.
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Monitoring invasive alien macroinvertebrate species with environmental <scp>DNA</scp>. River 17 ;
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