
Pedro Carmona-Saez

ListjofjPublicationsjbyjCitations

Source:jhttps://exalyzcom/authorypdf/5350448/pedroycarmonaysaezypublicationsybyycitationszpdf

Version:j2024y04y27j

ThisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexalyzcomzjForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabovez

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticlez

61
papers

1,967
citations

20
h-index

43
g-index

71
ext. papers

2,434
ext. citations

7.6
avg, IF

4.72
L-index



m Paper IF Citations

61  yNywOxöSnMaMwebabasedMtoolMforMfindingMsignificantMconcurrentMannotationsMinMgeneMlistsbMGenomep
BiologyYM2007YMlYMRg 18.3 490

60  enewodisnMinterpretingMgeneMlistsMthroughMenrichmentManalysisMandMintegrationMofMdiverseM
biologicalMinformationbMNucleicpAcidspResearchYM2009YMgkYMWgekaff 20.1 354

59 viclusteringMofMgeneMexpressionMdataMbyMNonasmoothMNonanegativeMMatrixMzactorizationbMBMCp
BioinformaticsYM2006YMkYMkl 3.6 120

58
yxosomalMmiRNuMprofileMasMcomplementaryMtoolMinMtheMdiagnosticMandMpredictionMofMtreatmentM
responseMinMlocalizedMbreastMcancerMunderMneoadjuvantMchemotherapybMBreastpCancerpResearchYM2019
YMfeYMfe

8.3 76

57 öntegratedManalysisMofMgeneMexpressionMbyMussociationMRulesMxiscoverybMBMCpBioinformaticsYM2006YMkYMih 3.6 73

56 bioNMznMaMversatileMtoolMforMnonanegativeMmatrixMfactorizationMinMbiologybMBMCpBioinformaticsYM2006YM
kYMgjj 3.6 62

55
TranscriptionalMprofilingMofMMwzkMbreastMcancerMcellsMinMresponseMtoMiazluorouracilnMrelationshipMwithM
cellMcycleMchangesMandMapoptosisYMandMidentificationMofMnovelMtargetsMofMpigbMInternationalpJournalpofp
CancerYM2006YMeemYMeejhaki

7.5 61

54 Meta enyonMaMwebMtoolMforMmetaaanalysisMofMgeneticMassociationMstudiesbMBMCpBioinformaticsYM2017YM
elYMijg 3.6 55

53 xiscoveringMsemanticMfeaturesMinMtheMliteraturenMaMfoundationMforMbuildingMfunctionalMassociationsbM
BMCpBioinformaticsYM2006YMkYMhe 3.6 55

52 StratificationMofMSystemicMLupusMyrythematosusMPatientsMöntoMThreeM roupsMofMxiseaseMuctivityM
ProgressionMuccordingMtoMLongitudinalM eneMyxpressionbMArthritispandpRheumatologyYM2018YMkdYMfdfiafdgi9.5 53

51
SharedMsignaturesMbetweenMrheumatoidMarthritisYMsystemicMlupusMerythematosusMandMSjˆ¶grenTsM
syndromeMuncoveredMthroughMgeneMexpressionMmetaaanalysisbMArthritispResearchpandpTherapyYM2014YM
ejYMhlm

5.7 51

50 öma yOnMintegrativeMgeneMexpressionMmetaaanalysisMfromM yOMdatabasebMBioinformaticsYM2019YMgiYMlldallf7.2 43

49 uMfreeMradicalageneratingMsystemMinducesMtheMcholesterolMbiosynthesisMpathwaynMaMroleMinM
ulzheimerTsMdiseasebMAgingpCellYM2009YMlYMeflagm 9.9 30

48 öntegrativeMunalysisMRevealsMaMMolecularMStratificationMofMSystemicMuutoimmuneMxiseasesbMArthritisp
andpRheumatologyYM2021YMkgYMedkgaedli 9.5 27

47 bioNMznMaMwebabasedMtoolMforMnonnegativeMmatrixMfactorizationMinMbiologybMNucleicpAcidspResearchYM
2008YMgjYMWifgal 20.1 25

46 xatuwnMuMvisualManalyticsMplatformMtoMexploreMclimateMandMairMqualityMindicatorsMassociatedMwithMtheM
wOVöxaemMpandemicMinMSpainbMSciencepofpthepTotalpEnvironmentYM2021YMkidYMehehfh 10.2 25

45  utMMicrobiotaMwompositionMösMussociatedMWithMtheM lobalMxNuMMethylationMPatternMinMObesitybM
FrontierspinpGeneticsYM2019YMedYMjeg 4.5 24

Pedro Carmona-Saez

2



44 önfluenceMofMtheMHyRfMölejiiValMpolymorphismMonMtrastuzumabainducedMcardiotoxicityMinM
HyRfapositiveMbreastMcancerMpatientsnMaMmetaaanalysisbMPharmacogeneticspandpGenomicsYM2015YMfiYMgllamg1.9 24

43 SPuwynManMalgorithmMtoMpredictMandMquantifyMalternativelyMsplicedMisoformsMusingMmicroarraysbM
GenomepBiologyYM2008YMmYMRhj 18.3 23

42 MuRQnManMonlineMtoolMtoMmineM yOMforMexperimentsMwithMsimilarMorMoppositeMgeneMexpressionM
signaturesbMNucleicpAcidspResearchYM2010YMglYMWfflagf 20.1 22

41 mwSyunMdetectingMsubtleMdifferentiallyMmethylatedMregionsbMBioinformaticsYM2019YMgiYMgfikagfjf 7.2 19

40 xeepMLearningMinMOmicsMxataMunalysisMandMPrecisionMMedicinegkaig 16

39 uMsurveyMofMgeneMexpressionMmetaaanalysisnMmethodsMandMapplicationsbMBriefingspinpBioinformaticsYM
2021YMffYMejmhaekdi 13.4 16

38
PrognosticMfactorManalysisMofMcirculatingMtumorMcellsMinMperipheralMbloodMofMpatientsMwithMperitonealM
carcinomatosisMofMcolonMcancerMoriginMtreatedMwithMcytoreductiveMsurgeryMplusManMintraoperativeM
hyperthermicMintraperitonealMchemotherapyMprocedureMUwRSMXMHöPywVbMSurgeryYM2016YMeimYMkflagi

3.6 15

37 PrognosticMroleMofMgeneticMbiomarkersMinMclinicalMprogressionMofMprostateMcancerbMExperimentalpandp
MolecularpMedicineYM2015YMhkYMeekj 12.8 14

36 zindingMclosedMfrequentMitemMsetsMbyMintersectingMtransactionsM2011YM 13

35 RibavirinMactsMviaMmultipleMpathwaysMinMinhibitionMofMleukemicMcellMproliferationbMAnticancerpResearchYM
2009YMfmYMemkeald 2.3 13

34 xirectMxetectionMofMmiRaeffMinMHepatotoxicityMUsingMxynamicMwhemicalMLabelingMOvercomesM
StabilityMandMisomiRMwhallengesbMAnalyticalpChemistryYM2020YMmfYMggllaggmi 7.8 12

33 xifferentialMTreatmentsMvasedMonMxrugainducedM eneMyxpressionMSignaturesMandMLongitudinalM
SystemicMLupusMyrythematosusMStratificationbMScientificpReportsYM2019YMmYMeiidf 4.9 12

32 SupportMforMphosphoinositolMgMkinaseMandMmTORMinhibitorsMasMtreatmentMforMlupusMusingMinasilicoM
drugarepurposingManalysisbMArthritispResearchpandpTherapyYM2017YMemYMih 5.7 10

31 PolycombMregulationMisMcoupledMtoMcellMcycleMtransitionMinMpluripotentMstemMcellsbMSciencepAdvancesYM
2020YMjYMeaayhkjl 14.3 10

30  uRPMisMaMkeyMmoleculeMforMmesenchymalMstromalMcellMresponsesMtoMT za˛†MandMfundamentalMtoM
controlMmitochondrialMROSMlevelsbMStempCellspTranslationalpMedicineYM2020YMmYMjgjajid 6.9 9

29
yxtracellularMProteaseMuxuMTSeMösMRequiredMatMyarlyMStagesMofMHumanMUvealMMelanomaM
xevelopmentMbyMönducingMStemnessMandMyndothelialaLikeMzeaturesMonMTumorMwellsbMCancersYM2020YM
efYM

6.6 9

28 MetageneMprojectionMcharacterizesM yNfbfMandMwuLaeMasMrelevantMhumanMplasmacytoidMdendriticM
cellMmodelsbMBioinformaticsYM2017YMggYMgjmeagjmi 7.2 9

27 MethodologyMforMYMwhromosomeMwapturenMuMcompleteMgenomeMsequenceMof´ MYMchromosomeMusingM
flowMcytometryYMlaserMmicrodissectionMandMmagneticMstreptavidinabeadsbMScientificpReportsYM2018YMlYMmhgj 4.9 9

(2018-2015)

3



26 uMliteratureabasedMsimilarityMmetricMforMbiologicalMprocessesbMBMCpBioinformaticsYM2006YMkYMgjg 3.6 8

25 TheMvalueMofMlncRNuzyNxRRandzOXzeasMaMprognosticMfactorMforMsurvivalMofMlungMadenocarcinomabM
OncotargetYM2020YMeeYMeekfaeeli 3.3 8

24  eneticMpolymorphismsMinfluenceMonMtheMresponseMtoMclopidogrelMinMperipheralMarteryMdiseaseM
patientsMfollowingMpercutaneousMtransluminalMangioplastybMPharmacogenomicsYM2016YMekYMegfkagl 2.6 8

23 whöPwodisnMminingMcomplexMregulatoryMsystemsMinMyeastMbyMconcurrentMenrichmentManalysisMofM
chipaonachipMdatabMBioinformaticsYM2008YMfhYMefdlam 7.2 7

22 TheMmolecularMclockMproteinMvmaleMregulatesMcellMdifferentiationMinMmouseMembryonicMstemMcellsbM
LifepSciencepAllianceYM2020YMgYM 5.8 6

21 TwoawayMclusteringMofMgeneMexpressionMprofilesMbyMsparseMmatrixMfactorization 5

20 iPSaxerivedMyarlyMOligodendrocyteMProgenitorMwellsMfromMSPMSMPatientsMRevealMxeficientMönMVitroM
wellMMigrationMStimulationbMCellsYM2020YMmYM 7.9 5

19 PlacentalMxNuMmethylationMsignaturesMofMmaternalMsmokingMduringMpregnancyMandMpotentialM
impactsMonMfetalMgrowthbMNaturepCommunicationsYM2021YMefYMidmi 17.4 5

18 SyNTnMsemanticMfeaturesMinMtextbMNucleicpAcidspResearchYM2009YMgkYMWeigam 20.1 4

17 PlacentalMxNuMmethylationMsignaturesMofMmaternalMsmokingMduringMpregnancyMandMpotentialM
impactsMonMfetalMgrowth 3

16 unalysisMofMMenstrualMvloodMStromalMwellsMRevealsMSOXeiMTriggersMOocyteavasedMHumanMwellM
ReprogrammingbMIScienceYM2020YMfgYMedegkj 6.1 3

15  enewodisMhnMyxpandingMtheMmodularMenrichmentManalysisMtoMregulatoryMelements 3

14 uMcomprehensiveMdatabaseMforMintegratedManalysisMofMomicsMdataMinMautoimmuneMdiseasesbMBMCp
BioinformaticsYM2021YMffYMghg 3.6 3

13 NOMePlotnManalysisMofMxNuMmethylationMandMnucleosomeMoccupancyMatMtheMsingleMmoleculebM
ScientificpReportsYM2019YMmYMlehd 4.9 2

12 xrugMRepurposingMzromMTranscriptomeMxatanMMethodsMandMupplicationsM2019YMgdgagfk 2

11 womputationalMMethodsMandMSoftwareMToolsMforMzunctionalMunalysisMofMmiRNuMxatabMBiomoleculesYM
2020YMedYM 5.9 2

10 xRyöMTnMaMdrugMrepositioningMdatabaseMandMprioritizationMtoolMforMimmunomodulationbM
BioinformaticsYM2021YMgkYMiklaikm 7.2 2

9 ödentificationMofMyxosomalMMicroRNuMSignatureMbyMLiquidMviopsyMinMHereditaryMHemorrhagicM
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