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i Paper IF Citations

120 NitrogenMrecyclingMviaMgutMsymbiontsMincreasesMinMgroundMsquirrelsMoverMtheMhibernationMseasonddM
SciencebM2022bMimkbMjlfcjli 33.3 5

119 yharacterizationMofMcaptiveMandMwildMgiclinedMgroundMsquirrelMcecalMmicrobiotasMusingMIlluminacbasedM
sequencingddMAnimallMicrobiomebM2022bMjbMg 4.1 0

118 IntegrativeMinteractomicsMappliedMtoMbovineMfescueMtoxicosisddMScientificlReportsbM2022bMghbMjnoo 4.9 0

117 wssessingMtheMeffectsMofMexperimentalMbacterialMchallengeMwithMPasteurellaMmultocidaMandMampicillinM
onMtheMrespiratoryMmicrobiotaMofMprecweanedMHolsteinMcalvesddMVeterinarylMicrobiologybM2022bMhlobMgfojhn3.3

116 wssessingMtheMmicrobiotaMofMrecycledMbeddingMsandMonMaMWisconsinMdairyMfarmdMJournalloflAnimall
SciencelandlBiotechnologybM2021bMghbMggj 6 1

115 wssessingMtheMResponseMofMRuminalMxacterialMandMαungalMMicrobiotaMtoMWholecRumenMyontentsM
’xchangeMinMzairyMyowsdMFrontierslinlMicrobiologybM2021bMghbMllkmml 5.7 1

114 wssessingMtheMrelationshipMbetweenMtheMrumenMmicrobiotaMandMfeedMefficiencyMinMNelloreMsteersdM
JournalloflAnimallSciencelandlBiotechnologybM2021bMghbMmo 6 4

113 yharacterizingMtheMmicrobiotaMofMwoodenMboardsMusedMforMcheeseMripeningdMJDSlCommunicationsbM
2021bMhbMgmgcgml 1.4 2

112 MultiomicsManalysisMrevealsMtheMpresenceMofMaMmicrobiomeMinMtheMgutMofMfetalMlambsdMGutbM2021bMmfbMnkicnlj19.2 19

111 wMSarcinaMbacteriumMlinkedMtoMlethalMdiseaseMinMsanctuaryMchimpanzeesMinMSierraMLeonedMNaturel
CommunicationsbM2021bMghbMmli 17.4 5

110 TheMRumenMxacterialMyommunityMinMzairyMyowsMIsMyorrelatedMtoMProductionMTraitsMzuringM
αresheningMPerioddMFrontierslinlMicrobiologybM2021bMghbMliflfk 5.7 4

109 TheMgenomicMbasisMofMarmyMantMchemosensoryMadaptationsdMMolecularlEcologybM2021bMifbMllhmclljg 5.7 3

108 wssessingMtheMimpactMofMstorageMtimeMonMtheMstabilityMofMstoolMmicrobiotaMrichnessbMdiversitybMandM
compositionddMGutlPathogensbM2021bMgibMmk 5.4 1

107 WisconsinMdairyMfarmMworkerMperceptionsMandMpracticesMrelatedMtoMantibioticMusebMresistancebMandM
infectionMpreventionMusingMaMsystemsMengineeringMframeworkddMPLoSlONEbM2021bMglbMefhknhof 3.7 0

106 wMcollectionMofMbacterialMisolatesMfromMtheMpigMintestineMrevealsMfunctionalMandMtaxonomicMdiversitydM
NaturelCommunicationsbM2020bMggbMlino 17.4 26

105 ’ffectMofMsteviaMonMtheMgutMmicrobiotaMandMglucoseMtoleranceMinMaMmurineMmodelMofMdietcinducedM
obesitydMFEMSlMicrobiologylEcologybM2020bMolbM 4.3 7

104 yropMrotationbMbutMnotMcoverMcropsbMinfluencedMsoilMbacterialMcommunityMcompositionMinMaM
corncsoybeanMsystemMinMsouthernMWisconsindMAppliedlSoillEcologybM2020bMgkjbMgfilfi 5 17
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103 yhangesMinMtheMhostMtranscriptomeMandMmicrobialMmetatranscriptomeMofMtheMileumMofMdairyMcalvesM
subjectedMtoMartificialMdosingMofMexogenousMrumenMcontentsdMPhysiologicallGenomicsbM2020bMkhbMiiicijl 3.6 1

102 HouseholdMPetMOwnershipMandMtheMMicrobialMziversityMofMtheMHumanMGutMMicrobiotadMFrontierslinl
CellularlandlInfectionlMicrobiologybM2020bMgfbMmi 5.9 17

101
αecalMmicrobiotaMtransplantationMforMpatientsMonMantibioticMtreatmentMwithMinfectionMhistoryM
VGRwαTWpMStudyMprotocolMforMaMphaseMIIbMrandomizedbMdoublecblindbMplaceboccontrolledMtrialMtoM
preventMrecurrentMinfectionsdMContemporarylClinicallTrialslCommunicationsbM2020bMgnbMgffkml

1.8

100
ValidatingMtheMUseMofMxovineMxuccalMSamplingMasMaMProxyMforMtheMRumenMMicrobiotaMbyMUsingMaMTimeM
yourseMandMRandomMαorestMylassificationMwpproachdMAppliedlandlEnvironmentallMicrobiologybM2020bM
nlbM

4.8 3

99 TheMbovineMepimuralMmicrobiotaMdisplaysMcompositionalMandMstructuralMheterogeneityMacrossM
differentMruminalMlocationsdMJournalloflDairylSciencebM2020bMgfibMililciljm 4 4

98 ToxicMtallMfescueMgrazingMincreasesMsusceptibilityMofMtheMwngusMsteerMfecalMmicrobiotaMandM
plasmaeurineMmetabolomeMtoMenvironmentalMeffectsdMScientificlReportsbM2020bMgfbMhjom 4.9 6

97 gllMwlteringMtheMruminalMmicrobiotaMinMdairyMcalvesMusingMrumenMcontentsMdosingdMJournalloflAnimall
SciencebM2020bMonbMgikcgil 0.7

96 PSIXchkMzocumentingMsuccessionMofMtheMrumenMmicrobialMcommunityMinMdairyMcalvesdMJournallofl
AnimallSciencebM2020bMonbMiigciig 0.7

95 PSXIIcgMHighcthroughputMPhenotypingMofMRumenMMicrobialMyontentsMUsingMxuccalMSwabsdMJournallofl
AnimallSciencebM2020bMonbMjjjcjjk 0.7

94 PSVIcgmM’valuatingMtheMimpactMofMaMhighcstarchMandMhighcforageMdietMonMtheMruminalMsolidbMliquidbMandM
epimuralMmicrobiotaMofMdairyMcowsdMJournalloflAnimallSciencebM2020bMonbMjikcjik 0.7

93 UseMofMaMsystemsMengineeringMframeworkMtoMassessMperceptionsMandMpracticesMaboutMantimicrobialM
resistanceMofMworkersMonMlargeMdairyMfarmsMinMWisconsinM2020bM 2

92 yharacterizationMofMmicrobialMcommunitiesMinMethanolMbiorefineriesdMJournalloflIndustriall
MicrobiologylandlBiotechnologybM2020bMjmbMgnicgok 4.2 4

91
wssessingMtheMxeneficialM’ffectsMofMtheMImmunomodulatoryMGlycanMLNαPIIIMonMGutMMicrobiotaMandM
HealthMinMaMMouseMModelMofMGulfMWarMIllnessdMInternationallJournalloflEnvironmentallResearchlandl
PubliclHealthbM2020bMgmbM

4.6 8

90
RuminalMαermentationMPatternbMxacterialMyommunityMyompositionbMandMNutrientMzigestibilityMofM
NelloreMyattleMSubmittedMtoM’itherMNutritionalMRestrictionMorMIntakeMofMyoncentrateMαeedstuffsMPriorM
toMwdaptationMPerioddMFrontierslinlMicrobiologybM2020bMggbMgnlk

5.7 3

89 MultiplexedMyompetitionMinMaMSyntheticMSquidMLightMOrganMMicrobiomeMUsingMxarcodecTaggedMGeneM
zeletionsdMMSystemsbM2020bMkbM 7.6 3

88 UrinaryMleadMconcentrationMandMcompositionMofMtheMadultMgutMmicrobiotaMinMaMcrosscsectionalM
populationcbasedMsampledMEnvironmentlInternationalbM2019bMgiibMgfkghh 12.9 27

87
TranscriptomicsManalysisMofMhostMliverMandMmetactranscriptomeManalysisMofMrumenMepimuralMmicrobialM
communityMinMyoungMcalvesMtreatedMwithMartificialMdosingMofMrumenMcontentMfromMadultMdonorMcowdM
ScientificlReportsbM2019bMobMmof

4.9 9

86 ResponseMofMxeefMyattleMαecalMMicrobiotaMtoMGrazingMonMToxicMTallMαescuedMAppliedlandl
EnvironmentallMicrobiologybM2019bMnkbM 4.8 10
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85
TheMxacterialMandMαungalMMicrobiotaMofMNeloreMSteersMIsMzynamicMwcrossMtheMGastrointestinalMTractM
andMItsMαecalcwssociatedMMicrobiotaMIsMyorrelatedMtoMαeedM’fficiencydMFrontierslinlMicrobiologybM2019bM
gfbMghli

5.7 13

84 LaryngotrachealMMicrobiotaMinMwdultMLaryngotrachealMStenosisdMMSpherebM2019bMjbM 5 15

83 ’ffectsMofMcornMsilageMinclusionMinMpreweaningMcalfMdietsdMJournalloflDairylSciencebM2019bMgfhbMjgigcjgim 4 6

82 αeedingMmodesMshapeMtheMacquisitionMandMstructureMofMtheMinitialMgutMmicrobiotaMinMnewbornMlambsdM
EnvironmentallMicrobiologybM2019bMhgbMhiiichijl 5.2 20

81 yompositionalMandMstructuralMdynamicsMofMtheMruminalMmicrobiotaMinMdairyMheifersMandMitsM
relationshipMtoMmethaneMproductiondMJournalloflthelScienceloflFoodlandlAgriculturebM2019bMoobMhgfchgn 4.3 8

80 TheMruminalMbacterialMcommunityMinMlactatingMdairyMcowsMhasMlimitedMvariationMonMaMdayctocdayMbasisdM
JournalloflAnimallSciencelandlBiotechnologybM2019bMgfbMll 6 9

79 wssignmentMofMvirusMandMantimicrobialMresistanceMgenesMtoMmicrobialMhostsMinMaMcomplexMmicrobialM
communityMbyMcombinedMlongcreadMassemblyMandMproximityMligationdMGenomelBiologybM2019bMhfbMgki 18.3 38

78 yharacterisingMtheMgutMmicrobiomeMinMveteransMwithMGulfMWarMIllnesspMaMprotocolMforMaMlongitudinalbM
prospectiveMcohortMstudydMBMJlOpenbM2019bMobMefigggj 3 6

77 zietMInfluencesM’arlyMMicrobiotaMzevelopmentMinMzairyMyalvesMwithoutMLongcTermMImpactsMonMMilkM
ProductiondMAppliedlandlEnvironmentallMicrobiologybM2019bMnkbM 4.8 39

76 xacterialMyommunityMzynamicsMacrossMtheMGastrointestinalMTractsMofMzairyMyalvesMduringM
PreweaningMzevelopmentdMAppliedlandlEnvironmentallMicrobiologybM2018bMnjbM 4.8 44

75 TheMRuminococcipMkeyMsymbiontsMofMtheMgutMecosystemdMJournalloflMicrobiologybM2018bMklbMgoochfn 3 83

74 InfluenceMofMsamplingMtechniqueMandMbeddingMtypeMonMtheMmilkMmicrobiotapMResultsMofMaMpilotMstudydM
JournalloflDairylSciencebM2018bMgfgbMlijlclikl 4 33

73 WisconsinMmicrobiomeMstudybMaMcrosscsectionalMinvestigationMofMdietaryMfibrebMmicrobiomeM
compositionMandMantibioticcresistantMorganismspMrationaleMandMmethodsdMBMJlOpenbM2018bMnbMefgojkf 3 18

72 zietaryMchangesMduringMweaningMshapeMtheMgutMmicrobiotaMofMredMpandasMVWM2018bMlbMcoxfmk 8

71 wddressingMGlobalMRuminantMwgriculturalMyhallengesMThroughMUnderstandingMtheMRumenM
MicrobiomepMPastbMPresentbMandMαuturedMFrontierslinlMicrobiologybM2018bMobMhglg 5.7 123

70 xacterialMyommunitiesMinMtheMwlpacaMGastrointestinalMTractMVaryMWithMzietMandMxodyMSitedMFrontiersl
inlMicrobiologybM2018bMobMiiij 5.7 2

69 TheMPhylogenomicMziversityMofMHerbivorecwssociatedMsppdMIsMyorrelatedMtoMLignocelluloseczegradingM
PotentialdMMSpherebM2018bMibM 5 18

68 wMglobalManalysisMofMgeneMexpressionMinMSnkMgrownMonMcelluloseMandMsolubleMsugarsMatMdifferentM
growthMratesdMBiotechnologylforlBiofuelsbM2018bMggbMhok 7.8 7
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67 OralMprobioticMcombinationMofMLactobacillusMandMxifidobacteriumMaltersMtheMgastrointestinalM
microbiotaMduringMantibioticMtreatmentMforMylostridiumMdifficileMinfectiondMPLoSlONEbM2018bMgibMefhfjhki 3.7 24

66 wMyohortMStudyMofMtheMMilkMMicrobiotaMofMHealthyMandMInflamedMxovineMMammaryMGlandsMαromM
zryoffMThroughMgkfMzaysMinMMilkdMFrontierslinlVeterinarylSciencebM2018bMkbMhjm 3.1 18

65 UnderstandingMtheMMilkMMicrobiotadMVeterinarylClinicsloflNorthlAmerical-lFoodlAnimallPracticebM2018bM
ijbMjhmcjin 4.6 16

64 MicrobialMsuccessionMinMtheMgastrointestinalMtractMofMdairyMcowsMfromMhMweeksMtoMfirstMlactationdM
ScientificlReportsbM2017bMmbMjfnlj 4.9 84

63 αibrobacterMcommunitiesMinMtheMgastrointestinalMtractsMofMdiverseMhindgutcfermentingMherbivoresM
areMdistinctMfromMthoseMofMtheMrumendMEnvironmentallMicrobiologybM2017bMgobMimlncimni 5.2 12

62 wssessingMtheMimpactMofMrumenMmicrobialMcommunitiesMonMmethaneMemissionsMandMproductionMtraitsM
inMHolsteinMcowsMinMaMtropicalMclimatedMSystematiclandlAppliedlMicrobiologybM2017bMjfbMjohcjoo 4.2 19

61
TransientMchangesMinMmilkMproductionMefficiencyMandMbacterialMcommunityMcompositionMresultingM
fromMnearctotalMexchangeMofMruminalMcontentsMbetweenMhighcMandMlowcefficiencyMHolsteinMcowsdM
JournalloflDairylSciencebM2017bMgffbMmglkcmgnh

4 36

60 ’ffectMofMPrecweaningMzietMonMtheMRuminalMwrchaealbMxacterialbMandMαungalMyommunitiesMofMzairyM
yalvesdMFrontierslinlMicrobiologybM2017bMnbMgkki 5.7 43

59 yamelinaMSeedMSupplementationMatMTwoMzietaryMαatMLevelsMyhangeMRuminalMxacterialMyommunityM
yompositionMinMaMzualcαlowMyontinuousMyultureMSystemdMFrontierslinlMicrobiologybM2017bMnbMhgjm 5.7 11

58 TheMhumanMlaryngealMmicrobiomepMeffectsMofMcigaretteMsmokeMandMrefluxdMScientificlReportsbM2016bMlbMiknnh4.9 24

57 zietMspecializationMselectsMforManMunusualMandMsimplifiedMgutMmicrobiotaMinMtwocMandMthreectoedM
slothsdMEnvironmentallMicrobiologybM2016bMgnbMgiogcjfh 5.2 30

56 xearsMwrouseMInterestMinMMicrobiotaUsMRoleMinMHealthdMTrendslinlMicrobiologybM2016bMhjbMhjkchjl 12.4 5

55 SmallMgenomeMofMtheMfungusM’scovopsisMweberibMaMspecializedMdiseaseMagentMofMantMagriculturedM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabM2016bMggibMiklmcmh 11.5 49

54 zetectionMofMshortctermMcroppingMsystemcinducedMchangesMtoMsoilMbacterialMcommunitiesMdiffersM
amongMfourMmolecularMcharacterizationMmethodsdMSoillBiologylandlBiochemistrybM2016bMolbMglfcgln 7.5 13

53 SequencecbasedManalysisMofMtheMgenusMresolvesMitsMphylogenyMandMrevealsMstrongMhostMassociationdM
MicrobiallGenomicsbM2016bMhbMeffffoo 4.4 30

52 zietaryMShiftsMMayMTriggerMzysbiosisMandMMucousMStoolsMinMGiantMPandasMVwiluropodaMmelanoleucaWdM
FrontierslinlMicrobiologybM2016bMmbMllg 5.7 21

51 RuminalMxacterialMyommunityMyompositionMinMzairyMyowsMIsMzynamicMoverMtheMyourseMofMTwoM
LactationsMandMyorrelatesMwithMαeedM’fficiencydMAppliedlandlEnvironmentallMicrobiologybM2015bMngbMjlomcmgf4.8 149

50 PhylogeneticMandMaminoMacidMconservationManalysesMofMbacterialMLcaspartatec˛–cdecarboxylaseMandMofM
itsMzymogencmaturationMproteinMrevealMaMputativeMinteractionMdomaindMBMClResearchlNotesbM2015bMnbMikj 2.3 6

(2015-2018)
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49 zifferencesMinMmajorMbacterialMpopulationsMinMtheMintestinesMofMmatureMbroilersMafterMfeedingM
virginiamycinMorMbacitracinMmethyleneMdisalicylatedMJournalloflAppliedlMicrobiologybM2015bMggobMgkgkchl 4.7 31

48 ’valuatingMModelsMofMyelluloseMzegradationMbyMαibrobacterMsuccinogenesMSnkdMPLoSlONEbM2015bMgfbMefgjinfo3.7 27

47 wnManalysisMofMtheMruminalMbacterialMmicrobiotaMinMWestMwfricanMzwarfMsheepMfedMgrasscMandM
treecbasedMdietsdMJournalloflAppliedlMicrobiologybM2014bMgglbMgfojcgfk 4.7 21

46 UniqueMaspectsMofMfiberMdegradationMbyMtheMruminalMethanologenMRuminococcusMalbusMmMrevealedMbyM
physiologicalMandMtranscriptomicManalysisdMBMClGenomicsbM2014bMgkbMgfll 4.5 47

45 yonvergentMbacterialMmicrobiotasMinMtheMfungalMagriculturalMsystemsMofMinsectsdMMBiobM2014bMkbMefhfmm 7.8 68

44 xacterialMcommunitiesMinMtheMrumenMofMHolsteinMheifersMdifferMwhenMfedMorchardgrassMasMpastureMvsdM
haydMFrontierslinlMicrobiologybM2014bMkbMlno 5.7 26

43 HibernationMaltersMtheMdiversityMandMcompositionMofMmucosacassociatedMbacteriaMwhileMenhancingM
antimicrobialMdefenceMinMtheMgutMofMgiclinedMgroundMsquirrelsdMMolecularlEcologybM2014bMhibMjlknclo 5.7 43

42 Natureâ��sMbioreactorpMtheMrumenMasMaMmodelMforMbiofuelMproductiondMBiofuelsbM2013bMjbMkggckhg 2 8

41 yharacterizingMtheMmicrobiotaMacrossMtheMgastrointestinalMtractMofMaMxrazilianMNeloreMsteerdM
VeterinarylMicrobiologybM2013bMgljbMifmcgj 3.3 103

40 LeucoagaricusMgongylophorusMproducesMdiverseMenzymesMforMtheMdegradationMofMrecalcitrantMplantM
polymersMinMleafccutterMantMfungusMgardensdMAppliedlandlEnvironmentallMicrobiologybM2013bMmobMimmfcn 4.8 75

39 SocialMinsectMgenomesMexhibitMdramaticMevolutionMinMgeneMcompositionMandMregulationMwhileM
preservingMregulatoryMfeaturesMlinkedMtoMsocialitydMGenomelResearchbM2013bMhibMghikcjm 9.7 166

38 wMphylogeneticManalysisMofMtheMphylumMαibrobacteresdMSystematiclandlAppliedlMicrobiologybM2013bMilbMimlcnh4.2 18

37 yomparisonMofMhlMsphingomonadMgenomesMrevealsMdiverseMenvironmentalMadaptationsMandM
biodegradativeMcapabilitiesdMAppliedlandlEnvironmentallMicrobiologybM2013bMmobMimhjcii 4.8 115

36
MountainMpineMbeetlesMcolonizingMhistoricalMandMnaiveMhostMtreesMareMassociatedMwithMaMbacterialM
communityMhighlyMenrichedMinMgenesMcontributingMtoMterpeneMmetabolismdMAppliedlandl
EnvironmentallMicrobiologybM2013bMmobMijlncmk

4.8 166

35
TheMgenomeMsequencesMofMyellulomonasMfimiMandMOyellvibrioMgilvusOMrevealMtheMcellulolyticM
strategiesMofMtwoMfacultativeManaerobesbMtransferMofMOyellvibrioMgilvusOMtoMtheMgenusMyellulomonasbM
andMproposalMofMyellulomonasMgilvusMspdMnovdMPLoSlONEbM2013bMnbMekiokj

3.7 44

34 TheMgenomicMimpactMofMgffMmillionMyearsMofMsocialMevolutionMinMsevenMantMspeciesdMTrendslinlGeneticsbM
2012bMhnbMgjchg 8.5 92

33 TheMgenomicMbasisMforMtheMevolutionMofMaMnovelMformMofMcellularMreproductionMinMtheMbacteriumM
’pulopisciumdMBMClGenomicsbM2012bMgibMhlk 4.5 17

32 MetagenomicMandMmetaproteomicMinsightsMintoMbacterialMcommunitiesMinMleafccutterMantMfungusM
gardensdMISMElJournalbM2012bMlbMglnncmfg 11.9 100
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31 TheM’volutionaryMInnovationMofMNutritionalMSymbiosesMinMLeafcyutterMwntsdMInsectsbM2012bMibMjgclg 2.8 41

30 TheMMicrobiomeMofMLeafcyutterMwntMαungusMGardensM2011bMilmcimo 5

29 TheMentomopathogenicMbacterialMendosymbiontsMXenorhabdusMandMPhotorhabduspMconvergentM
lifestylesMfromMdivergentMgenomesdMPLoSlONEbM2011bMlbMehmofo 3.7 130

28 yellulosecdegradingMbacteriaMassociatedMwithMtheMinvasiveMwoodwaspMSirexMnoctiliodMISMElJournalbM
2011bMkbMgihicig 11.9 107

27 yompleteMgenomeMofMtheMcellulolyticMruminalMbacteriumMRuminococcusMalbusMmdMJournallofl
BacteriologybM2011bMgoibMkkmjck 3.5 61

26 GenomeMsequenceMofMStreptomycesMgriseusMstrainMXylebKGcgbManMambrosiaMbeetlecassociatedM
actinomycetedMJournalloflBacteriologybM2011bMgoibMhnofcg 3.5 24

25 yompleteMgenomeMsequenceMofMtheMcellulosecdegradingMbacteriumMyellulosilyticumMlentocellumdM
JournalloflBacteriologybM2011bMgoibMhikmcn 3.5 23

24 zraftMgenomeMofMtheMgloballyMwidespreadMandMinvasiveMwrgentineMantMVLinepithemaMhumileWdM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabM2011bMgfnbMklmicn 11.5 214

23 zraftMgenomeMofMtheMredMharvesterMantMPogonomyrmexMbarbatusdMProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericabM2011bMgfnbMkllmcmh 11.5 200

22
wMcascadeMofMcoregulatingMenhancerMbindingMproteinsMinitiatesMandMpropagatesMaMmulticellularM
developmentalMprogramdMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericabM2011bMgfnbM’jigco

11.5 31

21 TheMgenomeMsequenceMofMtheMleafccutterMantMwttaMcephalotesMrevealsMinsightsMintoMitsMobligateM
symbioticMlifestyledMPLoSlGeneticsbM2011bMmbMegffhffm 6 191

20 TheMcompleteMgenomeMsequenceMofMαibrobacterMsuccinogenesMSnkMrevealsMaMcellulolyticMandM
metabolicMspecialistdMPLoSlONEbM2011bMlbMegnngj 3.7 152

19 wnMinsectMherbivoreMmicrobiomeMwithMhighMplantMbiomasscdegradingMcapacitydMPLoSlGeneticsbM2010bMlbMegffggho6 172

18 MicrobialMcommunityMstructureMofMleafccutterMantMfungusMgardensMandMrefuseMdumpsdMPLoSlONEbM
2010bMkbMeoohh 3.7 66

17 SR’xbMaMGwTwMtranscriptionMfactorMthatMdirectsMdisparateMfatesMinMxlastomycesMdermatitidisMincludingM
morphogenesisMandMsiderophoreMbiosynthesisdMPLoSlPathogensbM2010bMlbMegfffnjl 7.6 52

16 SymbiosisMresearchbMtechnologybMandMeducationpMProceedingsMofMtheMlthMInternationalMSymbiosisM
SocietyMyongressMheldMinMMadisonMWisconsinbMUSwbMwugustMhffodMSymbiosisbM2010bMkgbMgcgh 3 1

15 UnitsMofMplasticityMinMbacterialMgenomespMnewMinsightMfromMtheMcomparativeMgenomicsMofMtwoM
bacteriaMinteractingMwithMinvertebratesbMPhotorhabdusMandMXenorhabdusdMBMClGenomicsbM2010bMggbMkln 4.5 39

14 InsectMsymbiosespMaMcaseMstudyMofMpastbMpresentbMandMfutureMfunguscgrowingMantMresearchdM
EnvironmentallEntomologybM2009bMinbMmncoh 2.1 59

(2009-2012)
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13 GenomeMsequencesMofMthreeMagrobacteriumMbiovarsMhelpMelucidateMtheMevolutionMofM
multichromosomeMgenomesMinMbacteriadMJournalloflBacteriologybM2009bMgogbMhkfgcgg 3.5 184

12 IsolationMandMcharacterizationMofMXenorhabdusMnematophilaMtransposonMinsertionMmutantsMdefectiveM
inMlipaseMactivityMagainstMTweendMJournalloflBacteriologybM2009bMgogbMkihkcig 3.5 8

11 SymbioticMnitrogenMfixationMinMtheMfungusMgardensMofMleafccutterMantsdMSciencebM2009bMihlbMgghfci 33.3 223

10 PracticalMapplicationsMofMbacterialMfunctionalMgenomicsdMBiotechnologylandlGeneticlEngineeringl
ReviewsbM2007bMhjbMhgicjh 4.1 5

9 yompleteMgenomeMsequenceMofMtheMmyxobacteriumMSorangiumMcellulosumdMNaturelBiotechnologybM
2007bMhkbMghngco 44.5 307

8 XanthusbasepMadaptingMwikipediaMprinciplesMtoMaMmodelMorganismMdatabasedMNucleiclAcidslResearchbM
2007bMikbMzjhhcl 20.1 10

7 PredictingMprokaryoticMecologicalMnichesMusingMgenomeMsequenceManalysisdMPLoSlONEbM2007bMhbMemji 3.7 23

6 xacterialMpostgenomicspMtheMpromiseMandMperilMofMsystemsMbiologydMJournalloflBacteriologybM2006bM
gnnbMmooocnffj 3.5 3

5 αunctionalMgenomeMannotationMthroughMphylogenomicMmappingdMNaturelBiotechnologybM2005bMhibMlogcn 44.5 24

4 wssignmentMofMvirusMandMantimicrobialMresistanceMgenesMtoMmicrobialMhostsMinMaMcomplexMmicrobialM
communityMbyMcombinedMlongcreadMassemblyMandMproximityMligation 3

3 xiogeographyMandMMicroscaleMziversityMShapeMtheMxiosyntheticMPotentialMofMαunguscgrowingM
wntcassociatedMPseudonocardia 8

2 αromMGeneticsMtoMGenomicshkkchll

1 wMPostgenomicMOverviewMofMtheMMyxobacteriahoocigg
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