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n Paper IF Citations

571 oiologicalSGclinicalGandGpopulationGrelevanceGofGfbGlociGforGbloodGlipidsUGNatureSG2010SGaccSGdWdTXZ 50.4 2742

570 teneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SGbXeSGXfdTYWc 50.4 2687

569 tlobalSGregionalSGandGnationalGcausesGofGchildGmortalitygGanGupdatedGsystematicGanalysisGforGYWXWG
withGtimeGtrendsGsinceGYWWWUGLancetkVTheSG2012SGZdfSGYXbXTcX 40 2460

568 nssociationGanalysesGofGYafSdfcGindividualsGrevealGXeGnewGlociGassociatedGwithGbodyGmassGindexUG
NatureVGeneticsSG2010SGaYSGfZdTae 36.3 2267

567 tlobalSGregionalSGandGnationalGcausesGofGchildGmortalityGinGYWWegGaGsystematicGanalysisUGLancetkVTheSG
2010SGZdbSGXfcfTed 40 2024

566 qiscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNatureVGeneticsSG2013SGabSGXYdaTXYeZ 36.3 1904

565 tlobalGburdenGofGacuteGlowerGrespiratoryGinfectionsGdueGtoGrespiratoryGsyncytialGvirusGinGyoungG
childrengGaGsystematicGreviewGandGmetaTanalysisUGLancetkVTheSG2010SGZdbSGXbabTbb 40 1819

564 ~ewGgeneticGlociGimplicatedGinGfastingGglucoseGhomeostasisGandGtheirGimpactGonGtypeGYGdiabetesGriskUG
NatureVGeneticsSG2010SGaYSGXWbTXc 36.3 1673

563 teneticGvariantsGinGnovelGpathwaysGinfluenceGbloodGpressureGandGcardiovascularGdiseaseGriskUGNature
SG2011SGadeSGXWZTf 50.4 1564

562 uundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SGacdSGeZYTe 50.4 1514

561 yargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNatureVGeneticsSG2012SGaaSGfeXTfW 36.3 1482

560 TwelveGtypeGYGdiabetesGsusceptibilityGlociGidentifiedGthroughGlargeTscaleGassociationGanalysisUGNatureV
GeneticsSG2010SGaYSGbdfTef 36.3 1449

559 nGreferenceGpanelGofGcaSfdcGhaplotypesGforGgenotypeGimputationUGNatureVGeneticsSG2016SGaeSGXYdfTeZ 36.3 1447

558 tlobalGburdenGofGchildhoodGpneumoniaGandGdiarrhoeaUGLancetkVTheSG2013SGZeXSGXaWbTXaXc 40 1373

557 qefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNatureVGeneticsSG2014SGacSGXXdZTec 36.3 1339

556
tlobalSGregionalSGandGnationalGdiseaseGburdenGestimatesGofGacuteGlowerGrespiratoryGinfectionsGdueGtoG
respiratoryGsyncytialGvirusGinGyoungGchildrenGinGYWXbgGaGsystematicGreviewGandGmodellingGstudyUG
LancetkVTheSG2017SGZfWSGfacTfbe

40 1005

555 teneGdiscoveryGandGpolygenicGpredictionGfromGaGgenomeTwideGassociationGstudyGofGeducationalG
attainmentGinGXUXGmillionGindividualsUGNatureVGeneticsSG2018SGbWSGXXXYTXXYX 36.3 950
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554 ~ewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SGbXeSGXedTXfc 50.4 920

553 rpidemiologyGandGetiologyGofGchildhoodGpneumoniaUGBulletinVofVtheVWorldVHealthVOrganizationSG2008
SGecSGaWeTXc 8.2 876

552 tenomeTwideGassociationGstudyGidentifiesGdaGlociGassociatedGwithGeducationalGattainmentUGNatureSG
2016SGbZZSGbZfTaY 50.4 850

551 tenomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNatureVGeneticsSG2014SGacSGYZaTaa 36.3 784

550 zetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNatureVGeneticsSG2010SGaYSGfafTcW 36.3 724

549 yociGinfluencingGlipidGlevelsGandGcoronaryGheartGdiseaseGriskGinGXcGruropeanGpopulationGcohortsUG
NatureVGeneticsSG2009SGaXSGadTbb 36.3 708

548 tlobalGburdenGofGrespiratoryGinfectionsGdueGtoGseasonalGinfluenzaGinGyoungGchildrengGaGsystematicG
reviewGandGmetaTanalysisUGLancetkVTheSG2011SGZdeSGXfXdTZW 40 630

547 ₁unsGofGhomozygosityGinGruropeanGpopulationsUGAmericanVJournalVofVHumanVGeneticsSG2008SGeZSGZbfTdY 11 624

546 yargeTscaleGassociationGanalysesGidentifyGnewGlociGinfluencingGglycemicGtraitsGandGprovideGinsightG
intoGtheGunderlyingGbiologicalGpathwaysUGNatureVGeneticsSG2012SGaaSGffXTXWWb 36.3 621

545 nGgenomeTwideGapproachGaccountingGforGbodyGmassGindexGidentifiesGgeneticGvariantsGinfluencingG
fastingGglycemicGtraitsGandGinsulinGresistanceUGNatureVGeneticsSG2012SGaaSGcbfTcf 36.3 615

544 tenomeTwideGassociationGscanGidentifiesGaGcolorectalGcancerGsusceptibilityGlocusGonGchromosomeG
eqYaUGNatureVGeneticsSG2007SGZfSGfefTfa 36.3 609

543 ~ewGlociGassociatedGwithGkidneyGfunctionGandGchronicGkidneyGdiseaseUGNatureVGeneticsSG2010SGaYSGZdcTea 36.3 599

542 pommonGvariantsGassociatedGwithGplasmaGtriglyceridesGandGriskGforGcoronaryGarteryGdiseaseUGNatureV
GeneticsSG2013SGabSGXZabTbY 36.3 597

541 pausalGrelationshipGbetweenGobesityGandGvitaminGqGstatusgGbiTdirectionalGzendelianGrandomizationG
analysisGofGmultipleGcohortsUGPLoSVMedicineSG2013SGXWSGeXWWXZeZ 11.6 592

540 vntegratedGcareGpathwaysUGBMJ:VBritishVMedicalVJournalSG1998SGZXcSGXZZTd 580

539 tWnαGofGXYcSbbfGindividualsGidentifiesGgeneticGvariantsGassociatedGwithGeducationalGattainmentUG
ScienceSG2013SGZaWSGXacdTdX 33.3 563

538 αypYnfGisGaGnewlyGidentifiedGurateGtransporterGinfluencingGserumGurateGconcentrationSGurateG
excretionGandGgoutUGNatureVGeneticsSG2008SGaWSGaZdTaY 36.3 563

537 zetaTanalysisGandGimputationGrefinesGtheGassociationGofGXbqYbGwithGsmokingGquantityUGNatureV
GeneticsSG2010SGaYSGaZcTaW 36.3 521

(2010-2015)
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536 tenomeTwideGassociationGanalysesGidentifyGXeGnewGlociGassociatedGwithGserumGurateGconcentrationsUG
NatureVGeneticsSG2013SGabSGXabTba 36.3 505

535 zetaTanalysisGofGYeSXaXGindividualsGidentifiesGcommonGvariantsGwithinGfiveGnewGlociGthatGinfluenceG
uricGacidGconcentrationsUGPLoSVGeneticsSG2009SGbSGeXWWWbWa 6 495

534 tenomeTwideGassociationGscanGidentifiesGaGcolorectalGcancerGsusceptibilityGlocusGonGXXqYZGandG
replicatesGriskGlociGatGeqYaGandGXeqYXUGNatureVGeneticsSG2008SGaWSGcZXTd 36.3 486

533 nGgenomeTwideGassociationGstudyGidentifiesGcolorectalGcancerGsusceptibilityGlociGonGchromosomesG
XWpXaGandGeqYZUZUGNatureVGeneticsSG2008SGaWSGcYZTZW 36.3 463

532 zetaTanalysisGofGgenomeTwideGassociationGdataGidentifiesGfourGnewGsusceptibilityGlociGforGcolorectalG
cancerUGNatureVGeneticsSG2008SGaWSGXaYcTZb 36.3 457

531 tlobalGandGregionalGburdenGofGhospitalGadmissionsGforGsevereGacuteGlowerGrespiratoryGinfectionsGinG
youngGchildrenGinGYWXWgGaGsystematicGanalysisUGLancetkVTheSG2013SGZeXSGXZeWTXZfW 40 454

530 tlobalGandGregionalGestimatesGofGp– qGprevalencegGαystematicGreviewGandGmetaâ��analysisUGJournalV
ofVGlobalVHealthSG2015SGbSG 4.3 438

529 tenomeTwideGmetaTanalysisGidentifiesGXXGnewGlociGforGanthropometricGtraitsGandGprovidesGinsightsG
intoGgeneticGarchitectureUGNatureVGeneticsSG2013SGabSGbWXTXY 36.3 437

528 rpidemiologyGofGnlzheimerNsGdiseaseGandGotherGformsGofGdementiaGinGphinaSGXffWTYWXWgGaG
systematicGreviewGandGanalysisUGLancetkVTheSG2013SGZeXSGYWXcTYZ 40 432

527 tenomeTwideGassociationGstudyGidentifiesGfiveGlociGassociatedGwithGlungGfunctionUGNatureVGeneticsSG
2010SGaYSGZcTaa 36.3 430

526
ourdenGofGαtreptococcusGpneumoniaeGandGuaemophilusGinfluenzaeGtypeGbGdiseaseGinGchildrenGinGtheG
eraGofGconjugateGvaccinesgGglobalSGregionalSGandGnationalGestimatesGforGYWWWTXbUGTheVLancetVGlobalV
HealthSG2018SGcSGedaaTedbd

13.6 396

525 zetaTanalysisGofGgenomeTwideGassociationGstudiesGinGkeWGWWWGsubjectsGidentifiesGmultipleGlociGforG
pTreactiveGproteinGlevelsUGCirculationSG2011SGXYZSGdZXTe 16.7 395

524 teneticGanalysisGofGoverGXGmillionGpeopleGidentifiesGbZbGnewGlociGassociatedGwithGbloodGpressureG
traitsUGNatureVGeneticsSG2018SGbWSGXaXYTXaYb 36.3 386

523 nGgeneralGapproachGforGhaplotypeGphasingGacrossGtheGfullGspectrumGofGrelatednessUGPLoSVGeneticsSG
2014SGXWSGeXWWaYZa 6 377

522 nbundantGpleiotropyGinGhumanGcomplexGdiseasesGandGtraitsUGAmericanVJournalVofVHumanVGeneticsSG
2011SGefSGcWdTXe 11 376

521 ThirtyGnewGlociGforGageGatGmenarcheGidentifiedGbyGaGmetaTanalysisGofGgenomeTwideGassociationG
studiesUGNatureVGeneticsSG2010SGaYSGXWddTeb 36.3 372

520 vdentificationGandGsurvivalGofGcarriersGofGmutationsGinGq~nGmismatchTrepairGgenesGinGcolonGcancerUG
NewVEnglandVJournalVofVMedicineSG2006SGZbaSGYdbXTcZ 59.2 361

519 tlobalGandGregionalGestimatesGofGp– qGprevalencegGαystematicGreviewGandGmetaTanalysisUGJournalVofV
GlobalVHealthSG2015SGbSGWYWaXb 4.3 345
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518 tenomeTwideGassociationGstudyGidentifiesGsixGnewGlociGinfluencingGpulseGpressureGandGmeanGarterialG
pressureUGNatureVGeneticsSG2011SGaZSGXWWbTXX 36.3 338

517 vnterventionsGtoGaddressGdeathsGfromGchildhoodGpneumoniaGandGdiarrhoeaGequitablygGwhatGworksG
andGatGwhatGcostlUGLancetkVTheSG2013SGZeXSGXaXdTXaYf 40 333

516 ~ovelGlociGforGadiponectinGlevelsGandGtheirGinfluenceGonGtypeGYGdiabetesGandGmetabolicGtraitsgGaG
multiTethnicGmetaTanalysisGofGabSefXGindividualsUGPLoSVGeneticsSG2012SGeSGeXWWYcWd 6 326

515 ₁areGvariantGinGscavengerGreceptorGovGraisesGuqyGcholesterolGandGincreasesGriskGofGcoronaryGheartG
diseaseUGScienceSG2016SGZbXSGXXccTdX 33.3 325

514 uighGthroughputGisolationGandGglycosylationGanalysisGofGvgtTvariabilityGandGheritabilityGofGtheGvgtG
glycomeGinGthreeGisolatedGhumanGpopulationsUGMolecularVandVCellularVProteomicsSG2011SGXWSGzXXXUWXWWfW7.6 324

513 TheGyothianGoirthGpohortGXfZcgGaGstudyGtoGexamineGinfluencesGonGcognitiveGageingGfromGageGXXGtoG
ageGdWGandGbeyondUGBMCVGeriatricsSG2007SGdSGYe 4.1 320

512 pommonGvariantsGatGXWGgenomicGlociGinfluenceGhemoglobinGnâ��OpPGlevelsGviaGglycemicGandG
nonglycemicGpathwaysUGDiabetesSG2010SGbfSGZYYfTZf 0.9 314

511 tenomeTwideGassociationGandGlargeTscaleGfollowGupGidentifiesGXcGnewGlociGinfluencingGlungGfunctionUG
NatureVGeneticsSG2011SGaZSGXWeYTfW 36.3 313

510 sT–GgenotypeGisGassociatedGwithGphenotypicGvariabilityGofGbodyGmassGindexUGNatureSG2012SGafWSGYcdTdY 50.4 304

509 zetaTanalysisGofGthreeGgenomeTwideGassociationGstudiesGidentifiesGsusceptibilityGlociGforGcolorectalG
cancerGatGXqaXSGZqYcUYSGXYqXZUXZGandGYWqXZUZZUGNatureVGeneticsSG2010SGaYSGfdZTd 36.3 301

508 teneticGassociationsGatGbZGlociGhighlightGcellGtypesGandGbiologicalGpathwaysGrelevantGforGkidneyG
functionUGNatureVCommunicationsSG2016SGdSGXWWYZ 17.4 295

507 tenomicGrunsGofGhomozygosityGrecordGpopulationGhistoryGandGconsanguinityUGPLoSVONESG2010SGbSGeXZffc 3.7 281

506 αexTstratifiedGgenomeTwideGassociationGstudiesGincludingGYdWSWWWGindividualsGshowGsexualG
dimorphismGinGgeneticGlociGforGanthropometricGtraitsUGPLoSVGeneticsSG2013SGfSGeXWWZbWW 6 277

505 tenomeTwideGassociationsGforGbirthGweightGandGcorrelationsGwithGadultGdiseaseUGNatureSG2016SGbZeSGYaeTYbY50.4 266

504
~ovelGassociationsGofGmultipleGgeneticGlociGwithGplasmaGlevelsGofGfactorGVvvSGfactorGVvvvSGandGvonG
WillebrandGfactorgGTheGpun₁trGOpohortsGforGueartGandGngingG₁esearchGinGtenomeGrpidemiologyPG
ponsortiumUGCirculationSG2010SGXYXSGXZeYTfY

16.7 260

503 pommonGgeneticGvariantsGatGtheGp₁npXGOuz αPGlocusGonGchromosomeGXbqXZUZGinfluenceGcolorectalG
cancerGriskUGNatureVGeneticsSG2008SGaWSGYcTe 36.3 258

502 tenomicGanalysesGidentifyGhundredsGofGvariantsGassociatedGwithGageGatGmenarcheGandGsupportGaGroleG
forGpubertyGtimingGinGcancerGriskUGNatureVGeneticsSG2017SGafSGeZaTeaX 36.3 257

501 tlobalGestimateGofGtheGincidenceGofGclinicalGpneumoniaGamongGchildrenGunderGfiveGyearsGofGageUG
BulletinVofVtheVWorldVHealthVOrganizationSG2004SGeYSGefbTfWZ 8.2 254

(2004-2011)
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500 αtudyGofGZWWSaecGindividualsGidentifiesGXaeGindependentGgeneticGlociGinfluencingGgeneralGcognitiveG
functionUGNatureVCommunicationsSG2018SGfSGYWfe 17.4 254

499 nssociationGofGvitaminGqGstatusGwithGarterialGbloodGpressureGandGhypertensionGriskgGaGmendelianG
randomisationGstudyUGLancetVDiabetesVandVEndocrinologyktheSG2014SGYSGdXfTYf 18.1 250

498 pommonGvariantsGinGYYGlociGareGassociatedGwithGQ₁αGdurationGandGcardiacGventricularGconductionUG
NatureVGeneticsSG2010SGaYSGXWceTdc 36.3 249

497 zetaTanalysesGidentifyGXZGlociGassociatedGwithGageGatGmenopauseGandGhighlightGq~nGrepairGandG
immuneGpathwaysUGNatureVGeneticsSG2012SGaaSGYcWTe 36.3 243

496 yociGassociatedGwithG~TglycosylationGofGhumanGimmunoglobulinGtGshowGpleiotropyGwithG
autoimmuneGdiseasesGandGhaematologicalGcancersUGPLoSVGeneticsSG2013SGfSGeXWWZYYb 6 242

495
pohortG rofilegGtenerationGαcotlandgGαcottishGsamilyGuealthGαtudyGOtαgαsuαPUGTheGstudySGitsG
participantsGandGtheirGpotentialGforGgeneticGresearchGonGhealthGandGillnessUGInternationalVJournalVofV
EpidemiologySG2013SGaYSGcefTdWW

7.8 237

494 teneticGvariationGnearGv₁αXGassociatesGwithGreducedGadiposityGandGanGimpairedGmetabolicGprofileUG
NatureVGeneticsSG2011SGaZSGdbZTcW 36.3 237

493
rpidemiologyGandGetiologyGofGchildhoodGpneumoniaGinGYWXWgGestimatesGofGincidenceSGsevereG
morbiditySGmortalitySGunderlyingGriskGfactorsGandGcausativeGpathogensGforGXfYGcountriesUGJournalVofV
GlobalVHealthSG2013SGZSGWXWaWX

4.3 236

492 yargeTscaleGgenomicGanalysesGlinkGreproductiveGagingGtoGhypothalamicGsignalingSGbreastGcancerG
susceptibilityGandGo₁pnXTmediatedGq~nGrepairUGNatureVGeneticsSG2015SGadSGXYfaTXZWZ 36.3 226

491
vmpactGofGcommonGgeneticGdeterminantsGofGuemoglobinGnXcGonGtypeGYGdiabetesGriskGandGdiagnosisG
inGancestrallyGdiverseGpopulationsgGnGtransethnicGgenomeTwideGmetaTanalysisUGPLoSVMedicineSG2017SG
XaSGeXWWYZeZ

11.6 223

490 zetaTanalysisGofGtenomeTwideGnssociationGαtudiesGforG~euroticismSGandGtheG olygenicGnssociationG
WithGzajorGqepressiveGqisorderUGJAMAVPsychiatrySG2015SGdYSGcaYTbW 14.5 222

489 tenomeTwideGassociationGanalysesGidentifyGmultipleGlociGassociatedGwithGcentralGcornealGthicknessG
andGkeratoconusUGNatureVGeneticsSG2013SGabSGXbbTcZ 36.3 222

488 TheGvnfluenceGofGngeGandGαexGonGteneticGnssociationsGwithGndultGoodyGαizeGandGαhapegGnG
yargeTαcaleGtenomeTWideGvnteractionGαtudyUGPLoSVGeneticsSG2015SGXXSGeXWWbZde 6 220

487 termlineGsusceptibilityGtoGcolorectalGcancerGdueGtoGbaseTexcisionGrepairGgeneGdefectsUGAmericanV
JournalVofVHumanVGeneticsSG2005SGddSGXXYTf 11 220

486 nGcatalogGofGgeneticGlociGassociatedGwithGkidneyGfunctionGfromGanalysesGofGaGmillionGindividualsUG
NatureVGeneticsSG2019SGbXSGfbdTfdY 36.3 217

485 rffectGofGaspirinGandG~αnvqsGonGriskGandGsurvivalGfromGcolorectalGcancerUGGutSG2010SGbfSGXcdWTf 19.2 214

484 tlobalSGregionalSGandGnationalGestimatesGofGpneumoniaGmorbidityGandGmortalityGinGchildrenGyoungerG
thanGbGyearsGbetweenGYWWWGandGYWXbgGaGsystematicGanalysisUGTheVLancetVGlobalVHealthSG2019SGdSGeadTebd 13.6 205

483 ~₁X~ZGisGaGnovelGlocusGforGwaistGcircumferencegGaGgenomeTwideGassociationGstudyGfromGtheGpun₁trG
ponsortiumUGPLoSVGeneticsSG2009SGbSGeXWWWbZf 6 203
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482 teneticGassociationGstudyGofGQTGintervalGhighlightsGroleGforGcalciumGsignalingGpathwaysGinG
myocardialGrepolarizationUGNatureVGeneticsSG2014SGacSGeYcTZc 36.3 199

481 tlobalG₁oleGandGourdenGofGvnfluenzaGinG ediatricG₁espiratoryGuospitalizationsSGXfeYTYWXYgGnG
αystematicGnnalysisUGPLoSVMedicineSG2016SGXZSGeXWWXfdd 11.6 199

480 tenomeTwideGanalysisGidentifiesGXYGlociGinfluencingGhumanGreproductiveGbehaviorUGNatureVGeneticsSG
2016SGaeSGXacYTXadY 36.3 198

479 tlycansGareGaGnovelGbiomarkerGofGchronologicalGandGbiologicalGagesUGJournalsVofVGerontologyVlVSeriesV
AVBiologicalVSciencesVandVMedicalVSciencesSG2014SGcfSGddfTef 6.4 192

478 VariabilitySGheritabilityGandGenvironmentalGdeterminantsGofGhumanGplasmaG~TglycomeUGJournalVofV
ProteomeVResearchSG2009SGeSGcfaTdWX 5.6 191

477 qietaryGflavonoidsGandGtheGriskGofGcolorectalGcancerUGCancerVEpidemiologyVBiomarkersVandVPreventionSG
2007SGXcSGceaTfZ 4 186

476 pommonGvariationGnearGpqx~XnSG –yqZGandGαu₁––zYGinfluencesGcolorectalGcancerGriskUGNatureV
GeneticsSG2012SGaaSGddWTc 36.3 184

475 zaternalGandGfetalGgeneticGeffectsGonGbirthGweightGandGtheirGrelevanceGtoGcardioTmetabolicGriskG
factorsUGNatureVGeneticsSG2019SGbXSGeWaTeXa 36.3 181

474 ~ewGlociGforGbodyGfatGpercentageGrevealGlinkGbetweenGadiposityGandGcardiometabolicGdiseaseGriskUG
NatureVCommunicationsSG2016SGdSGXWafb 17.4 180

473 tenomicsGmeetsGglycomicsTtheGfirstGtWnαGstudyGofGhumanG~TtlycomeGidentifiesGu~sX˛–GasGaGmasterG
regulatorGofGplasmaGproteinGfucosylationUGPLoSVGeneticsSG2010SGcSGeXWWXYbc 6 177

472 tenomeTwideGassociationGstudyGinGdfSZccGruropeanTancestryGindividualsGinformsGtheGgeneticG
architectureGofGYbThydroxyvitaminGqGlevelsUGNatureVCommunicationsSG2018SGfSGYcW 17.4 174

471 rffectsGofGagingSGbodyGmassGindexSGplasmaGlipidGprofilesSGandGsmokingGonGhumanGplasmaG~TglycansUG
GlycobiologySG2010SGYWSGfbfTcf 5.8 174

470  reventiveGzincGsupplementationGinGdevelopingGcountriesgGimpactGonGmortalityGandGmorbidityGdueGtoG
diarrheaSGpneumoniaGandGmalariaUGBMCVPublicVHealthSG2011SGXXGαupplGZSGαYZ 4.1 172

469 pUo~GisGaGgeneGlocusGforGalbuminuriaUGJournalVofVtheVAmericanVSocietyVofVNephrology:VJASNSG2011SGYYSGbbbTdW12.7 170

468 zultipleGcommonGsusceptibilityGvariantsGnearGoz GpathwayGlociGt₁rzXSGoz aSGandGoz YGexplainG
partGofGtheGmissingGheritabilityGofGcolorectalGcancerUGPLoSVGeneticsSG2011SGdSGeXWWYXWb 6 169

467 tenerationGαcotlandgGtheGαcottishGsamilyGuealthGαtudyhGaGnewGresourceGforGresearchingGgenesGandG
heritabilityUGBMCVMedicalVGeneticsSG2006SGdSGda 2.1 164

466 αtratifyingGtypeGYGdiabetesGcasesGbyGozvGidentifiesGgeneticGriskGvariantsGinGynznXGandGenrichmentG
forGriskGvariantsGinGleanGcomparedGtoGobeseGcasesUGPLoSVGeneticsSG2012SGeSGeXWWYdaX 6 162

465
αerumGuricGacidGlevelsGandGmultipleGhealthGoutcomesgGumbrellaGreviewGofGevidenceGfromG
observationalGstudiesSGrandomisedGcontrolledGtrialsSGandGzendelianGrandomisationGstudiesUGBMJkVThe
SG2017SGZbdSGjYZdc

5.9 154

(2017-2014)
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464 pausesGofGdeathsGinGchildrenGyoungerGthanGbGyearsGinGphinaGinGYWWeUGLancetkVTheSG2010SGZdbSGXWeZTf 40 154

463
tenomeGnnalysesGofGkYWWSWWWGvndividualsGvdentifyGbeGyociGforGphronicGvnflammationGandGuighlightG
 athwaysGthatGyinkGvnflammationGandGpomplexGqisordersUGAmericanVJournalVofVHumanVGeneticsSG
2018SGXWZSGcfXTdWc

11 151

462 teneticGdeterminantsGofGcirculatingGsphingolipidGconcentrationsGinGruropeanGpopulationsUGPLoSV
GeneticsSG2009SGbSGeXWWWcdY 6 150

461 rffectsGofGgenomeTwideGheterozygosityGonGaGrangeGofGbiomedicallyGrelevantGhumanGquantitativeG
traitsUGHumanVMolecularVGeneticsSG2007SGXcSGYZZTaX 5.6 150

460
teneticGadaptationGofGfattyTacidGmetabolismgGaGhumanTspecificGhaplotypeGincreasingGtheG
biosynthesisGofGlongTchainGomegaTZGandGomegaTcGfattyGacidsUGAmericanVJournalVofVHumanVGeneticsSG
2012SGfWSGeWfTYW

11 148

459 αettingGprioritiesGinGglobalGchildGhealthGresearchGinvestmentsgGguidelinesGforGimplementationGofG
pu~₁vGmethodUGCroatianVMedicalVJournalSG2008SGafSGdYWTZZ 1.6 148

458 tenomeTwideGassociationGstudyGidentifiesGnovelGlociGassociatedGwithGcirculatingGphosphoTGandG
sphingolipidGconcentrationsUGPLoSVGeneticsSG2012SGeSGeXWWYafW 6 145

457 tenomeTwideGassociationGandGfunctionalGfollowTupGrevealsGnewGlociGforGkidneyGfunctionUGPLoSV
GeneticsSG2012SGeSGeXWWYbea 6 143

456 nGpolygenicGbasisGforGlateTonsetGdiseaseUGTrendsVinVGeneticsSG2003SGXfSGfdTXWc 8.5 143

455 nGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGnfricanGnmericansUGPLoSVONESG2012SG
dSGeYfYWY 3.7 138

454 ₁iskGfactorsGforGsevereGacuteGlowerGrespiratoryGinfectionsGinGchildrengGaGsystematicGreviewGandG
metaTanalysisUGCroatianVMedicalVJournalSG2013SGbaSGXXWTYX 1.6 137

453 ₁iskGfactorsGforGrespiratoryGsyncytialGvirusGassociatedGwithGacuteGlowerGrespiratoryGinfectionGinG
childrenGunderGfiveGyearsgGαystematicGreviewGandGmetaTanalysisUGJournalVofVGlobalVHealthSG2015SGbSGWYWaXc4.3 136

452 TheGprevalenceGofGhypoxaemiaGamongGillGchildrenGinGdevelopingGcountriesgGaGsystematicGreviewUG
LancetVInfectiousVDiseaseskVTheSG2009SGfSGYXfTYd 25.5 135

451 TheGrecognitionGofGandGcareGseekingGbehaviourGforGchildhoodGillnessGinGdevelopingGcountriesgGaG
systematicGreviewUGPLoSVONESG2014SGfSGefZaYd 3.7 131

450 uighTthroughputGvgtGscG~TglycosylationGprofilingGbyGmassGspectrometryGofGglycopeptidesUGJournalVofV
ProteomeVResearchSG2013SGXYSGeYXTZX 5.6 128

449 ~ewGlociGassociatedGwithGcentralGcorneaGthicknessGincludeGp–ybnXSGnxn XZGandGnVt₁eUGHumanV
MolecularVGeneticsSG2010SGXfSGaZWaTXX 5.6 125

448 TargetGgenesSGvariantsSGtissuesGandGtranscriptionalGpathwaysGinfluencingGhumanGserumGurateGlevelsUG
NatureVGeneticsSG2019SGbXSGXabfTXada 36.3 122

447 zetaTanalysisGofGtenomeTWideGnssociationGαtudiesGforGrxtraversiongGsindingsGfromGtheGteneticsGofG
 ersonalityGponsortiumUGBehaviorVGeneticsSG2016SGacSGXdWTeY 3.2 122
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446 tlobalGpatternsGinGmonthlyGactivityGofGinfluenzaGvirusSGrespiratoryGsyncytialGvirusSGparainfluenzaGvirusSG
andGmetapneumovirusgGaGsystematicGanalysisUGTheVLancetVGlobalVHealthSG2019SGdSGeXWZXTeXWab 13.6 121

445 oreastfeedingGforGreducingGtheGriskGofGpneumoniaGmorbidityGandGmortalityGinGchildrenGunderGtwogGaG
systematicGliteratureGreviewGandGmetaTanalysisUGBMCVPublicVHealthSG2013SGXZGαupplGZSGαXe 4.1 120

444
pomparativeGperformanceGofGfourGmethodsGforGhighTthroughputGglycosylationGanalysisGofG
immunoglobulinGtGinGgeneticGandGepidemiologicalGresearchUGMolecularVandVCellularVProteomicsSG2014
SGXZSGXbfeTcXW

7.6 120

443 qirectionalGdominanceGonGstatureGandGcognitionGin´ diverseGhumanGpopulationsUGNatureSG2015SGbYZSGabfTacY50.4 119

442 ~ineGlociGforGocularGaxialGlengthGidentifiedGthroughGgenomeTwideGassociationGstudiesSGincludingG
sharedGlociGwithGrefractiveGerrorUGAmericanVJournalVofVHumanVGeneticsSG2013SGfZSGYcaTdd 11 116

441 zechanismsGofGdiseasegGTheGhumanG~TglycomeUGBiochimicaVEtVBiophysicaVActaVlVGeneralVSubjectsSG
2016SGXecWSGXbdaTeY 4 115

440 TheGeffectGofGcaseGmanagementGonGchildhoodGpneumoniaGmortalityGinGdevelopingGcountriesUG
InternationalVJournalVofVEpidemiologySG2010SGZfGαupplGXSGiXbbTdX 7.8 112

439 rtiologyGofGacuteGlowerGrespiratoryGtractGinfectionsGinGtambianGchildrengGvUGncuteGlowerGrespiratoryG
tractGinfectionsGinGinfantsGpresentingGatGtheGhospitalUGPediatricVInfectiousVDiseaseVJournalSG1991SGXWSGZZTaX 3.4 112

438 TheGepidemiologyGandGsocioeconomicGassociationsGofGretinalGdetachmentGinGαcotlandgGaGtwoTyearG
prospectiveGpopulationTbasedGstudyG2010SGbXSGafcZTe 109

437 vnflammatoryGbowelGdiseaseGassociatesGwithGproinflammatoryGpotentialGofGtheGimmunoglobulinGtG
glycomeUGInflammatoryVBowelVDiseasesSG2015SGYXSGXYZdTad 4.5 108

436 vdentificationGofGsusceptibilityGlociGforGcolorectalGcancerGinGaGgenomeTwideGmetaTanalysisUGHumanV
MolecularVGeneticsSG2014SGYZSGadYfTZd 5.6 107

435
zultiethnicGmetaTanalysisGofGgenomeTwideGassociationGstudiesGinGkXWWGWWWGsubjectsGidentifiesGYZG
fibrinogenTassociatedGyociGbutGnoGstrongGevidenceGofGaGcausalGassociationGbetweenGcirculatingG
fibrinogenGandGcardiovascularGdiseaseUGCirculationSG2013SGXYeSGXZXWTYa

16.7 107

434 tenomeTwideGassociationGanalysisGidentifiesGmultipleGlociGrelatedGtoGrestingGheartGrateUGHumanV
MolecularVGeneticsSG2010SGXfSGZeebTfa 5.6 106

433 qietaryGfattyGacidsGandGcolorectalGcancergGaGcaseTcontrolGstudyUGAmericanVJournalVofVEpidemiologySG
2007SGXccSGXeXTfb 3.8 106

432 tenomeTwideGmetaTanalysisGofGYaXSYbeGadultsGaccountingGforGsmokingGbehaviourGidentifiesGnovelG
lociGforGobesityGtraitsUGNatureVCommunicationsSG2017SGeSGXafdd 17.4 105

431 tlobalGburdenGofGrespiratoryGinfectionsGassociatedGwithGseasonalGinfluenzaGinGchildrenGunderGbGyearsG
inGYWXegGaGsystematicGreviewGandGmodellingGstudyUGTheVLancetVGlobalVHealthSG2020SGeSGeafdTebXW 13.6 105

430 tenomeTwideGassociationGanalysisGidentifiesGsixGnewGlociGassociatedGwithGforcedGvitalGcapacityUG
NatureVGeneticsSG2014SGacSGccfTdd 36.3 104

429 netiologicalGroleGofGcommonGrespiratoryGvirusesGinGacuteGlowerGrespiratoryGinfectionsGinGchildrenG
underGfiveGyearsgGnGsystematicGreviewGandGmetaTanalysisUGJournalVofVGlobalVHealthSG2015SGbSGWXWaWe 4.3 104

(2015-2019)
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428 tenomeTwideGphysicalGactivityGinteractionsGinGadiposityGTGnGmetaTanalysisGofGYWWSabYGadultsUGPLoSV
GeneticsSG2017SGXZSGeXWWcbYe 6 103

427 phildhoodGpneumoniaGandGdiarrhoeagGsettingGourGprioritiesGrightUGLancetVInfectiousVDiseaseskVTheSG
2007SGdSGbcTcX 25.5 102

426  otentialGinterventionsGforGtheGpreventionGofGchildhoodGpneumoniaGinGdevelopingGcountriesgG
improvingGnutritionUGAmericanVJournalVofVClinicalVNutritionSG1999SGdWSGZWfTYW 7 101

425
tlobalGqiseaseGourdenGrstimatesGofG₁espiratoryGαyncytialGVirusTnssociatedGncuteG₁espiratoryG
vnfectionGinG–lderGndultsGinGYWXbgGnGαystematicG₁eviewGandGzetaTnnalysisUGJournalVofVInfectiousV
DiseasesSG2020SGYYYSGαbddTαbeZ

7 101

424 zetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGsixGnewGyociGforGserumGcalciumG
concentrationsUGPLoSVGeneticsSG2013SGfSGeXWWZdfc 6 100

423 tapsGinGpolicyTrelevantGinformationGonGburdenGofGdiseaseGinGchildrengGaGsystematicGreviewUGLancetkV
TheSG2005SGZcbSGYWZXTaW 40 100

422 vndoorGairGpollutionGexposureGandGlowerGrespiratoryGinfectionsGinGyoungGtambianGchildrenUG
InternationalVJournalVofVEpidemiologySG1991SGYWSGaYaTf 7.8 100

421  lasmaGvitaminGqGconcentrationGinfluencesGsurvivalGoutcomeGafterGaGdiagnosisGofGcolorectalGcancerUG
JournalVofVClinicalVOncologySG2014SGZYSGYaZWTf 2.2 98

420 tenomeTwideGassociationGuncoversGsharedGgeneticGeffectsGamongGpersonalityGtraitsGandGmoodG
statesUGAmericanVJournalVofVMedicalVGeneticsVPartVB:VNeuropsychiatricVGeneticsSG2012SGXbfoSGceaTfb 3.5 98

419
rtiologyGofGacuteGlowerGrespiratoryGtractGinfectionsGinGtambianGchildrengGvvUGncuteGlowerGrespiratoryG
tractGinfectionGinGchildrenGagesGoneGtoGnineGyearsGpresentingGatGtheGhospitalUGPediatricVInfectiousV
DiseaseVJournalSG1991SGXWSGaYTd

3.4 97

418 yeveragingGcrossTspeciesGtranscriptionGfactorGbindingGsiteGpatternsgGfromGdiabetesGriskGlociGtoG
diseaseGmechanismsUGCellSG2014SGXbcSGZaZTbe 56.2 96

417 zappingGvpqTXWGandGvpqTXWTpzGpodesGtoG hecodesgGWorkflowGqevelopmentGandGvnitialGrvaluationUG
JMIRVMedicalVInformaticsSG2019SGdSGeXaZYb 3.6 96

416 pumulativeGimpactGofGcommonGgeneticGvariantsGandGotherGriskGfactorsGonGcolorectalGcancerGriskGinG
aYSXWZGindividualsUGGutSG2013SGcYSGedXTeX 19.2 95

415 ₁educingGmortalityGfromGchildhoodGpneumoniaGandGdiarrhoeagGTheGleadingGpriorityGisGalsoGtheG
greatestGopportunityUGJournalVofVGlobalVHealthSG2013SGZSGWXWXWX 4.3 95

414 nGnewGtWnαGandGmetaTanalysisGwithGXWWWtenomesGimputationGidentifiesGnovelGriskGvariantsGforG
colorectalGcancerUGScientificVReportsSG2015SGbSGXWaaY 4.9 94

413 TheGroleGofGglycosylationGinGvoqUGNatureVReviewsVGastroenterologyVandVHepatologySG2014SGXXSGbeeTcWW 24.2 93

412 pommonGgeneticGvariantsGassociateGwithGserumGphosphorusGconcentrationUGJournalVofVtheVAmericanV
SocietyVofVNephrology:VJASNSG2010SGYXSGXYYZTZY 12.7 93

411 TheG~TglycosylationGofGimmunoglobulinGtGasGaGnovelGbiomarkerGofG arkinsonNsGdiseaseUGGlycobiologySG
2017SGYdSGbWXTbXW 5.8 92

HarrytCampbell

10



410 yongGtermGsequelaeGfromGchildhoodGpneumoniahGsystematicGreviewGandGmetaTanalysisUGPLoSVONESG
2012SGdSGeZXYZf 3.7 91

409 teneticGvariantsGlinkedGtoGeducationGpredictGlongevityUGProceedingsVofVtheVNationalVAcademyVofV
SciencesVofVtheVUnitedVStatesVofVAmericaSG2016SGXXZSGXZZccTXZZdX 11.5 90

408 nnGestimateGofGasthmaGprevalenceGinGnfricagGaGsystematicGanalysisUGCroatianVMedicalVJournalSG2013SG
baSGbXfTZX 1.6 89

407 rvaluationGofGsevereGinfectionGandGsurvivalGafterGsplenectomyUGAmericanVJournalVofVMedicineSG2006SG
XXfSGYdcUeXTd 2.4 89

406 yargeGmetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGfiveGlociGforGleanGbodyGmassUG
NatureVCommunicationsSG2017SGeSGeW 17.4 88

405 phronotypeGandGsleepGdurationgGtheGinfluenceGofGseasonGofGassessmentUGChronobiologyVInternationalSG
2014SGZXSGdZXTaW 3.6 87

404 nGNcomplexityNGofGurateGtransportersUGKidneyVInternationalSG2010SGdeSGaacTbY 9.9 87

403 αettingGresearchGprioritiesGtoGreduceGglobalGmortalityGfromGchildhoodGpneumoniaGbyGYWXbUGPLoSV
MedicineSG2011SGeSGeXWWXWff 11.6 86

402 ~ovelGoloodG ressureGyocusGandGteneGqiscoveryGUsingGtenomeTWideGnssociationGαtudyGandG
rxpressionGqataGαetsGsromGoloodGandGtheGxidneyUGHypertensionSG2017SG 8.5 85

401 vgtGtlycomeGinGpolorectalGpancerUGClinicalVCancerVResearchSG2016SGYYSGZWdeTec 12.9 85

400
 lasmaGphosphatidylcholineGandGsphingomyelinGconcentrationsGareGassociatedGwithGdepressionGandG
anxietyGsymptomsGinGaGqutchGfamilyTbasedGlipidomicsGstudyUGJournalVofVPsychiatricVResearchSG2013SG
adSGZbdTcY

5.2 84

399 nssociationGbetweenGchromosomeGfpYXGvariantsGandGtheGankleTbrachialGindexGidentifiedGbyGaG
metaTanalysisGofGYXGgenomeTwideGassociationGstudiesUGCirculation:VCardiovascularVGeneticsSG2012SGbSGXWWTXY 84

398 TheGassociationGofGdietaryGintakeGofGpurineTrichGvegetablesSGsugarTsweetenedGbeveragesGandGdairyG
withGplasmaGurateSGinGaGcrossTsectionalGstudyUGPLoSVONESG2012SGdSGeZeXYZ 3.7 84

397 zethodologicalGandGqualityGissuesGinGepidemiologicalGstudiesGofGacuteGlowerGrespiratoryGinfectionsG
inGchildrenGinGdevelopingGcountriesUGInternationalVJournalVofVEpidemiologySG2004SGZZSGXZcYTdY 7.8 83

396 tlycosylationGofGvmmunoglobulinGtGnssociatesGWithGplinicalGseaturesGofGvnflammatoryGoowelG
qiseasesUGGastroenterologySG2018SGXbaSGXZYWTXZZZUeXW 13.3 82

395 rndingGofGpreventableGdeathsGfromGpneumoniaGandGdiarrhoeagGanGachievableGgoalUGLancetkVTheSG2013
SGZeXSGXaffTbWc 40 82

394 nssociationGanalysesGidentifyGZXGnewGriskGlociGforGcolorectalGcancerGsusceptibilityUGNatureV
CommunicationsSG2019SGXWSGYXba 17.4 81

393 αystematicGmetaTanalysesGandGfieldGsynopsisGofGgeneticGassociationGstudiesGinGcolorectalGcancerUG
JournalVofVtheVNationalVCancerVInstituteSG2012SGXWaSGXaZZTbd 9.7 81

(2012-2012)
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392 pommonGvariantsGinGtheGwnZsXGgeneGassociatedGwithGheightGidentifiedGbyGlinkageGandGgenomeTwideG
associationGanalysisUGHumanVMolecularVGeneticsSG2009SGXeSGZdZTeW 5.6 81

391 αettingGprioritiesGinGglobalGchildGhealthGresearchGinvestmentsgGuniversalGchallengesGandGconceptualG
frameworkUGCroatianVMedicalVJournalSG2008SGafSGZWdTXd 1.6 81

390
αtrengtheningGtheG₁eportingGofG–bservationalGαtudiesGinGrpidemiologyGforG~ewbornGvnfectionG
OαT₁–orT~vPgGanGextensionGofGtheGαT₁–orGstatementGforGneonatalGinfectionGresearchUGLancetV
InfectiousVDiseaseskVTheSG2016SGXcSGeYWYTeYXZ

25.5 80

389
uarmonizationGofG~euroticismGandGrxtraversionGphenotypesGacrossGinventoriesGandGcohortsGinGtheG
teneticsGofG ersonalityGponsortiumgGanGapplicationGofGvtemG₁esponseGTheoryUGBehaviorVGeneticsSG
2014SGaaSGYfbTZXZ

3.2 80

388 TheGpredisposingGpathologyGandGclinicalGcharacteristicsGinGtheGαcottishGretinalGdetachmentGstudyUG
OphthalmologySG2011SGXXeSGXaYfTZa 7.3 80

387  revalenceGofGrheumatoidGarthritisGinGlowTGandGmiddleTincomeGcountriesgGnGsystematicGreviewGandG
analysisUGJournalVofVGlobalVHealthSG2015SGbSGWXWaWf 4.3 80

386 zetaTanalysisGofGgeneTenvironmentTwideGassociationGscansGaccountingGforGeducationGlevelGidentifiesG
additionalGlociGforGrefractiveGerrorUGNatureVCommunicationsSG2016SGdSGXXWWe 17.4 79

385 αixteenGnewGlungGfunctionGsignalsGidentifiedGthroughGXWWWGtenomesG rojectGreferenceGpanelG
imputationUGNatureVCommunicationsSG2015SGcSGecbe 17.4 79

384 tenomeTwideGmetaTanalysisGassociatesGuynTqQnXVq₁oXGandGy nGandGlifestyleGfactorsGwithGhumanG
longevityUGNatureVCommunicationsSG2017SGeSGfXW 17.4 78

383 teneticGdeterminantsGofGheelGboneGpropertiesgGgenomeTwideGassociationGmetaTanalysisGandG
replicationGinGtheGtrs–αVtr~–z–αGconsortiumUGHumanVMolecularVGeneticsSG2014SGYZSGZWbaTce 5.6 78

382 tlobalGinitiativesGforGimprovingGhospitalGcareGforGchildrengGstateGofGtheGartGandGfutureGprospectsUG
PediatricsSG2008SGXYXSGefeaTfY 7.4 78

381 bYGteneticGyociGvnfluencingGzyocardial´ zassUGJournalVofVtheVAmericanVCollegeVofVCardiologySG2016SG
ceSGXaZbTXaae 15.1 76

380 tlobalGburdenGofGinfectionsgGaGsystematicGreviewGandGmetaTanalysisUGJournalVofVGlobalVHealthSG2019SG
fSGWXWaWd 4.3 76

379 yocalisingGlociGunderlyingGcomplexGtraitGvariationGusingG₁egionalGtenomicG₁elationshipGzappingUG
PLoSVONESG2012SGdSGeacbWX 3.7 75

378
TheGeffectGofGuaemophilusGinfluenzaeGtypeGbGandGpneumococcalGconjugateGvaccinesGonGchildhoodG
pneumoniaGincidenceSGsevereGmorbidityGandGmortalityUGInternationalVJournalVofVEpidemiologySG2010SG
ZfGαupplGXSGiXdYTeb

7.8 75

377 zutationsGinGu~sXnGresultGinGmarkedGalterationsGofGplasmaGglycanGprofileUGDiabetesSG2013SGcYSGXZYfTZd 0.9 74

376 rthicalGaspectsGofGhumanGbiobanksgGaGsystematicGreviewUGCroatianVMedicalVJournalSG2011SGbYSGYcYTdf 1.6 72

375 vnbreedingGandGtheGgeneticGcomplexityGofGhumanGhypertensionUGGeneticsSG2003SGXcZSGXWXXTYX 4 72
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374 pommonGvariantsGinGUz–qGassociateGwithGurinaryGuromodulinGlevelsgGaGmetaTanalysisUGJournalVofVtheV
AmericanVSocietyVofVNephrology:VJASNSG2014SGYbSGXecfTeY 12.7 71

373 tenomeGwideGassociationGidentifiesGcommonGvariantsGatGtheGαr₁ v~ncVαr₁ v~nXGlocusGinfluencingG
plasmaGcortisolGandGcorticosteroidGbindingGglobulinUGPLoSVGeneticsSG2014SGXWSGeXWWaada 6 71

372 q~nGrepairGgeneGpolymorphismsGandGgeneticGpredispositionGtoGcutaneousGmelanomaUG
CarcinogenesisSG2007SGYeSGXWedTfZ 4.6 71

371 netiologyGofGcommunityTacquiredGneonatalGsepsisGinGlowGandGmiddleGincomeGcountriesUGJournalVofV
GlobalVHealthSG2011SGXSGXbaTdW 4.3 71

370 zeasuringGcoverageGinGz~pugGchallengesGinGmonitoringGtheGproportionGofGyoungGchildrenGwithG
pneumoniaGwhoGreceiveGantibioticGtreatmentUGPLoSVMedicineSG2013SGXWSGeXWWXaYX 11.6 69

369 qietaryGvitaminGocGintakeGandGtheGriskGofGcolorectalGcancerUGCancerVEpidemiologyVBiomarkersVandV
PreventionSG2008SGXdSGXdXTeY 4 69

368 TheGnssociationGoetweenGtlycosylationGofGvmmunoglobulinGtGandGuypertensiongGnGzultipleGrthnicG
prossTαectionalGαtudyUGMedicineVgUnitedVStateshSG2016SGfbSGeZZdf 1.8 69

367  rofilingGvgtG~TglycansGasGpotentialGbiomarkerGofGchronologicalGandGbiologicalGagesgGnG
communityTbasedGstudyGinGaGuanGphineseGpopulationUGMedicineVgUnitedVStateshSG2016SGfbSGeaXXY 1.8 68

366 tenomeTwideGassociationGstudyGofGageTrelatedGmacularGdegenerationGidentifiesGassociatedGvariantsG
inGtheGT~XoTsxo yT~–TpuaGregionGofGchromosomeGcpYXUZUGHumanVMolecularVGeneticsSG2012SGYXSGaXZeTbW5.6 66

365 pausalGrffectGofG lasminogenGnctivatorGvnhibitorGTypeGXGonGporonaryGueartGqiseaseUGJournalVofVtheV
AmericanVHeartVAssociationSG2017SGcSG 6 65

364 vncreasedGgeneticGvulnerabilityGtoGsmokingGatGpu₁~nbGinGearlyTonsetGsmokersUGArchivesVofVGeneralV
PsychiatrySG2012SGcfSGebaTcW 65

363 phromatinGstructureGandGevolutionGinGtheGhumanGgenomeUGBMCVEvolutionaryVBiologySG2007SGdSGdY 3 65

362 rstrogensGregulateGglycosylationGofGvgtGinGwomenGandGmenUGJCIVInsightSG2017SGYSGeefdWZ 9.9 64

361 vgtGglycanGpatternsGareGassociatedGwithGtypeGYGdiabetesGinGindependentGruropeanGpopulationsUG
BiochimicaVEtVBiophysicaVActaVlVGeneralVSubjectsSG2017SGXecXSGYYaWTYYaf 4 64

360 tWnαGandGcolocalizationGanalysesGimplicateGcarotidGintimaTmediaGthicknessGandGcarotidGplaqueGlociG
inGcardiovascularGoutcomesUGNatureVCommunicationsSG2018SGfSGbXaX 17.4 64

359 teneticGinfluencesGonGplasmaGpsuGandGpsu₁XGconcentrationsGandGtheirGroleGinGsusceptibilityGtoG
ageTrelatedGmacularGdegenerationUGHumanVMolecularVGeneticsSG2013SGYYSGaebdTcf 5.6 62

358 αcreeningGnovelGbiomarkersGforGmetabolicGsyndromeGbyGprofilingGhumanGplasmaG~TglycansGinG
phineseGuanGandGproatianGpopulationsUGJournalVofVProteomeVResearchSG2011SGXWSGafbfTcf 5.6 62

357 rvidenceGofGinbreedingGdepressionGonGhumanGheightUGPLoSVGeneticsSG2012SGeSGeXWWYcbb 6 62

(2012-2014)
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356 TheGrelativeGinvasiveGdiseaseGpotentialGofGαtreptococcusGpneumoniaeGamongGchildrenGafterG pVG
introductiongGnGsystematicGreviewGandGmetaTanalysisUGJournalVofVInfectionSG2018SGddSGZceTZde 18.9 62

355
αystematicG₁eviewgGrstimationGofGglobalGburdenGofGnonTsuppurativeGsequelaeGofGupperGrespiratoryG
tractGinfectiongGrheumaticGfeverGandGpostTstreptococcalGglomerulonephritisUGTropicalVMedicineVandV
InternationalVHealthSG2011SGXcSGYTXX

2.3 61

354  olymorphismsGinGoZtnTXSGαypfnfGandGztnTbGareGassociatedGwithGvariationGwithinGtheGhumanG
plasmaG~TglycomeGofGZbZZGruropeanGadultsUGHumanVMolecularVGeneticsSG2011SGYWSGbWWWTXX 5.6 61

353 plassificationGofGambiguousGmutationsGinGq~nGmismatchGrepairGgenesGidentifiedGinGaG
populationTbasedGstudyGofGcolorectalGcancerUGHumanVMutationSG2008SGYfSGZcdTda 4.7 61

352 tlycosylationGofGplasmaGvgtGinGcolorectalGcancerGprognosisUGScientificVReportsSG2016SGcSGYeWfe 4.9 60

351
qietSGenvironmentalGfactorsSGandGlifestyleGunderlieGtheGhighGprevalenceGofGvitaminGqGdeficiencyGinG
healthyGadultsGinGαcotlandSGandGsupplementationGreducesGtheGproportionGthatGareGseverelyGdeficientUG
JournalVofVNutritionSG2011SGXaXSGXbZbTaY

4.1 59

350 uearingGfunctionGandGthresholdsgGaGgenomeTwideGassociationGstudyGinGruropeanGisolatedG
populationsGidentifiesGnewGlociGandGpathwaysUGJournalVofVMedicalVGeneticsSG2011SGaeSGZcfTda 5.8 59

349 qiscoveryGandGfineGmappingGofGserumGproteinGlociGthroughGtransethnicGmetaTanalysisUGAmericanV
JournalVofVHumanVGeneticsSG2012SGfXSGdaaTbZ 11 58

348 nGgenomeTwideGassociationGscanGofG₁₁GandGQTGintervalGdurationGinGZGruropeanGgeneticallyGisolatedG
populationsgGtheGrU₁–α n~GprojectUGCirculation:VCardiovascularVGeneticsSG2009SGYSGZYYTe 58

347 ZWWWGyearsGofGsolitudegGextremeGdifferentiationGinGtheGislandGisolatesGofGqalmatiaSGproatiaUGEuropeanV
JournalVofVHumanVGeneticsSG2006SGXaSGadeTed 5.3 58

346
vnvasiveGpneumococcalGdiseaseGinGαcotlandSGXfffTYWWXgGuseGofGrecordGlinkageGtoGexploreG
associationsGbetweenGpatientsGandGdiseaseGinGrelationGtoGfutureGvaccinationGpolicyUGClinicalVInfectiousV
DiseasesSG2003SGZdSGXYeZTfX

11.6 58

345 nnalysisGofGgermlineGtyvXGvariationGimplicatesGhedgehogGsignallingGinGtheGregulationGofGintestinalG
inflammatoryGpathwaysUGPLoSVMedicineSG2008SGbSGeYZf 11.6 58

344 yargeGscaleGinternationalGreplicationGandGmetaTanalysisGstudyGconfirmsGassociationGofGtheGXbqXaG
locusGwithGmyopiaUGTheGp₁rnzGconsortiumUGHumanVGeneticsSG2012SGXZXSGXacdTeW 6.3 57

343 tenomeTwideGlinkageGanalysisGofGserumGcreatinineGinGthreeGisolatedGruropeanGpopulationsUGKidneyV
InternationalSG2009SGdcSGYfdTZWc 9.9 57

342 vdentificationGofGmyopiaTassociatedGW~TdoGpolymorphismsGprovidesGinsightsGintoGtheGmechanismG
underlyingGtheGdevelopmentGofGmyopiaUGNatureVCommunicationsSG2015SGcSGccef 17.4 56

341  roTinflammatoryGfattyGacidGprofileGandGcolorectalGcancerGriskgGnGzendelianGrandomisationGanalysisUG
EuropeanVJournalVofVCancerSG2017SGeaSGYYeTYZe 7.5 56

340 ₁ecommendationsGforGtreatmentGofGchildhoodGnonTsevereGpneumoniaUGLancetVInfectiousVDiseaseskV
TheSG2009SGfSGXebTfc 25.5 56

339 VariantsGnearGpu₁~nZVbGandGn –rGhaveGageTGandGsexTrelatedGeffectsGonGhumanGlifespanUGNatureV
CommunicationsSG2016SGdSGXXXda 17.4 55
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338 nGmetaTanalysisGofGXYWGYacGindividualsGidentifiesGXeGnewGlociGforGfibrinogenGconcentrationUGHumanV
MolecularVGeneticsSG2016SGYbSGZbeTdW 5.6 54

337 zeasuringGcoverageGinGz~pugGaGprospectiveGvalidationGstudyGinG akistanGandGoangladeshGonG
measuringGcorrectGtreatmentGofGchildhoodGpneumoniaUGPLoSVMedicineSG2013SGXWSGeXWWXaYY 11.6 54

336 vntegrationGofGgenomeTwideGassociationGstudiesGwithGbiologicalGknowledgeGidentifiesGsixGnovelG
genesGrelatedGtoGkidneyGfunctionUGHumanVMolecularVGeneticsSG2012SGYXSGbZYfTaZ 5.6 54

335 pomplexGgeneticGregulationGofGproteinGglycosylationUGMolecularVBioSystemsSG2010SGcSGZYfTZb 53

334
zetaTanalysisGofGgenomeTwideGassociationGstudiesGinGfiveGcohortsGrevealsGcommonGvariantsGinG
₁os–XXSGaGregulatorGofGtissueTspecificGsplicingSGassociatedGwithGrefractiveGerrorUGHumanVMolecularV
GeneticsSG2013SGYYSGYdbaTca

5.6 52

333 vncreasedGplasmaG~TglycomeGcomplexityGisGassociatedGwithGhigherGriskGofGtypeGYGdiabetesUG
DiabetologiaSG2017SGcWSGYZbYTYZcW 10.3 52

332  athogenesisGofGrhegmatogenousGretinalGdetachmentgGpredisposingGanatomyGandGcellGbiologyUG
RetinaSG2010SGZWSGXbcXTdY 3.6 52

331 ~ovelGassociationGtoGtheGproproteinGconvertaseG pαxdGgeneGlocusGrevealedGbyGanalysingGsolubleG
transferrinGreceptorGOsTf₁PGlevelsUGHumanVMolecularVGeneticsSG2011SGYWSGXWaYTd 5.6 51

330
sineTmappingGofGcolorectalGcancerGsusceptibilityGlociGatGeqYZUZSGXcqYYUXGandGXfqXZUXXgGrefinementG
ofGassociationGsignalsGandGuseGofGinGsilicoGanalysisGtoGsuggestGfunctionalGvariationGandGunexpectedG
candidateGtargetGgenesUGHumanVMolecularVGeneticsSG2011SGYWSGYedfTee

5.6 51

329
TheGrysenckGpersonalityGfactorsgG sychometricGstructureSGreliabilitySGheritabilityGandGphenotypicGandG
geneticGcorrelationsGwithGpsychologicalGdistressGinGanGisolatedGproatianGpopulationUGPersonalityVandV
IndividualVDifferencesSG2007SGaYSGXYZTXZZ

3.3 51

328 tenomeTWideGnssociationGTransethnicGzetaTnnalysesGvdentifiesG~ovelGnssociationsG₁egulatingG
poagulationGsactorGVvvvGandGvonGWillebrandGsactorG lasmaGyevelsUGCirculationSG2019SGXZfSGcYWTcZb 16.7 51

327 zendelianGrandomisationGimplicatesGhyperlipidaemiaGasGaGriskGfactorGforGcolorectalGcancerUG
InternationalVJournalVofVCancerSG2017SGXaWSGYdWXTYdWe 7.5 50

326 zetaTanalysisGofGgeneTlevelGassociationsGforGrareGvariantsGbasedGonGsingleTvariantGstatisticsUG
AmericanVJournalVofVHumanVGeneticsSG2013SGfZSGYZcTae 11 49

325
zodificationGofGtheGinverseGassociationGbetweenGdietaryGvitaminGqGintakeGandGcolorectalGcancerGriskG
byGaGsokvGvariantGsupportsGaGchemoprotectiveGactionGofGVitaminGqGintakeGmediatedGthroughGVq₁G
bindingUGInternationalVJournalVofVCancerSG2008SGXYZSGYXdWTf

7.5 49

324 rtiologyGofGacuteGlowerGrespiratoryGtractGinfectionsGinGchildrenGinGaGruralGcommunityGinGTheGtambiaUG
PediatricVInfectiousVDiseaseVJournalSG1992SGXXSGaccTdZ 3.4 49

323 nnGestimateGofGtheGprevalenceGofGp– qGinGnfricagGaGsystematicGanalysisUGCOPD:VJournalVofVChronicV
ObstructiveVPulmonaryVDiseaseSG2015SGXYSGdXTeX 2 48

322 tenomeTwideGstudiesGofGverbalGdeclarativeGmemoryGinGnondementedGolderGpeoplegGtheGpohortsGforG
ueartGandGngingG₁esearchGinGtenomicGrpidemiologyGconsortiumUGBiologicalVPsychiatrySG2015SGddSGdafTcZ 7.9 48

321 nnGevaluationGofGtheGemergingGinterventionsGagainstG₁espiratoryGαyncytialGVirusGO₁αVPTassociatedG
acuteGlowerGrespiratoryGinfectionsGinGchildrenUGBMCVPublicVHealthSG2011SGXXGαupplGZSGαZW 4.1 48

(2011-2016)
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320  lasmaG~TtlycanGαignaturesGnreGnssociatedGWithGseaturesGof´ vnflammatoryGoowelGqiseasesUG
GastroenterologySG2018SGXbbSGeYfTeaZ 13.3 47

319 TheGroleGofGhostGgeneticGfactorsGinGrespiratoryGtractGinfectiousGdiseasesgGsystematicGreviewSG
metaTanalysesGandGfieldGsynopsisUGScientificVReportsSG2015SGbSGXcXXf 4.9 47

318 tenomeTwideGassociationGstudyGofGbiochemicalGtraitsGinGxorculaGvslandSGproatiaUGCroatianVMedicalV
JournalSG2009SGbWSGYZTZZ 1.6 47

317 teneticGpredictorsGofGfibrinGqTdimerGlevelsGinGhealthyGadultsUGCirculationSG2011SGXYZSGXecaTdY 16.7 47

316 nGprincipalGcomponentGmetaTanalysisGonGmultipleGanthropometricGtraitsGidentifiesGnovelGlociGforG
bodyGshapeUGNatureVCommunicationsSG2016SGdSGXZZbd 17.4 46

315 zodelingGofGenvironmentalGeffectsGinGgenomeTwideGassociationGstudiesGidentifiesGαypYnYGandGu GasG
novelGlociGinfluencingGserumGcholesterolGlevelsUGPLoSVGeneticsSG2010SGcSGeXWWWdfe 6 46

314 tlobalSGregionalSGandGnationalGestimatesGofGpneumoniaGburdenGinGuvVTinfectedGchildrenGinGYWXWgGaG
metaTanalysisGandGmodellingGstudyUGLancetVInfectiousVDiseaseskVTheSG2014SGXaSGXYbWTe 25.5 45

313 UncoveringGnetworksGfromGgenomeTwideGassociationGstudiesGviaGcircularGgenomicGpermutationUGGs:V
GeneskVGenomeskVGeneticsSG2012SGYSGXWcdTdb 3.2 45

312 zeasuringGcoverageGinGz~pugGaGvalidationGstudyGlinkingGpopulationGsurveyGderivedGcoverageGtoG
maternalSGnewbornSGandGchildGhealthGcareGrecordsGinGruralGphinaUGPLoSVONESG2013SGeSGecWdcY 3.7 45

311 ViralGetiologyGofGhospitalizedGacuteGlowerGrespiratoryGinfectionsGinGchildrenGunderGbGyearsGofGageGTTGaG
systematicGreviewGandGmetaTanalysisUGCroatianVMedicalVJournalSG2013SGbaSGXYYTZa 1.6 44

310 TheGtransTancestralGgenomicGarchitectureGofGglycemicGtraitsUGNatureVGeneticsSG2021SGbZSGeaWTecW 36.3 44

309 αtatinsGandGzultipleG~oncardiovascularG–utcomesgGUmbrellaG₁eviewGofGzetaTanalysesGofG
–bservationalGαtudiesGandG₁andomizedGpontrolledGTrialsUGAnnalsVofVInternalVMedicineSG2018SGXcfSGbaZTbbZ8 44

308 z₁T heWnαgGexploringGtheGcausalGeffectGofGαUnGlevelGonGmultipleGdiseaseGoutcomesGbyGusingG
geneticGinstrumentsGinGUxGoiobankUGAnnalsVofVtheVRheumaticVDiseasesSG2018SGddSGXWZfTXWad 2.4 43

307 nssemblingGtur₁tgGpouldGIacademicGcrowdTsourcingIGaddressGgapsGinGglobalGhealthGestimateslUG
JournalVofVGlobalVHealthSG2015SGbSGWXWXWX 4.3 43

306 pommonGaberrationsGfromGtheGnormalGhumanGplasmaG~TglycanGprofileUGGlycobiologySG2010SGYWSGfdWTb 5.8 42

305 nGcomprehensiveGevaluationGofGpotentialGlungGfunctionGassociatedGgenesGinGtheGαpirozetaGgeneralG
populationGsampleUGPLoSVONESG2011SGcSGeXfZeY 3.7 41

304 rxploringGcausalityGinGtheGassociationGbetweenGcirculatingGYbThydroxyvitaminGqGandGcolorectalG
cancerGriskgGaGlargeGzendelianGrandomisationGstudyUGBMCVMedicineSG2018SGXcSGXaY 11.4 40

303 nssociationsGofGautozygosityGwithGaGbroadGrangeGofGhumanGphenotypesUGNatureVCommunicationsSG
2019SGXWSGafbd 17.4 40
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302 poncordantGassociationGofGinsulinGdegradingGenzymeGgeneGOvqrPGvariantsGwithGvqrGm₁~nSGnbetaSGandG
nlzheimerNsGdiseaseUGPLoSVONESG2010SGbSGeedca 3.7 40

301 αingleTcellGexpressionGprofilingGofGdopaminergicGneuronsGcombinedGwithGassociationGanalysisG
identifiesGpyridoxalGkinaseGasG arkinsonNsGdiseaseGgeneUGAnnalsVofVNeurologySG2009SGccSGdfYTe 9.4 40

300  ₁GintervalGgenomeTwideGassociationGmetaTanalysisGidentifiesGbWGlociGassociatedGwithGatrialGandG
atrioventricularGelectricalGactivityUGNatureVCommunicationsSG2018SGfSGYfWa 17.4 39

299 teneticallyGdeterminedGserumGurateGlevelsGandGcardiovascularGandGotherGdiseasesGinGUxGoiobankG
cohortgGnGphenomeTwideGmendelianGrandomizationGstudyUGPLoSVMedicineSG2019SGXcSGeXWWYfZd 11.6 39

298 vnstrumentalGvariableGestimationGofGtheGcausalGeffectGofGplasmaGYbThydroxyTvitaminGqGonGcolorectalG
cancerGriskgGaGmendelianGrandomizationGanalysisUGPLoSVONESG2012SGdSGeZdccY 3.7 39

297 yongTtermGvisualGacuityGandGtheGdurationGofGmacularGdetachmentgGfindingsGfromGaGprospectiveG
populationTbasedGstudyUGBritishVJournalVofVOphthalmologySG2013SGfdSGXafTbY 5.5 39

296 nGmetaTanalysisGofGgenomeTwideGdataGfromGfiveGruropeanGisolatesGrevealsGanGassociationGofG
p–yYYnXSGαYTXSGandGtno₁₁YGwithGserumGcreatinineGlevelUGBMCVMedicalVGeneticsSG2010SGXXSGaX 2.1 39

295 zendelianGrandomisationGanalysisGstronglyGimplicatesGadiposityGwithGriskGofGdevelopingGcolorectalG
cancerUGBritishVJournalVofVCancerSG2016SGXXbSGYccTdY 8.7 39

294 tlycosylationGofGimmunoglobulinGtGisGregulatedGbyGaGlargeGnetworkGofGgenesGpleiotropicGwithG
inflammatoryGdiseasesUGScienceVAdvancesSG2020SGcSGeaaxWZWX 14.3 38

293 VariationGinGtheGuricGacidGtransporterGgeneGαypYnfGandGitsGassociationGwithGnn–GofG arkinsonNsG
diseaseUGJournalVofVMolecularVNeuroscienceSG2011SGaZSGYacTbW 3.3 38

292 postGofGmanagementGofGsevereGpneumoniaGinGyoungGchildrengGsystematicGanalysisUGJournalVofVGlobalV
HealthSG2016SGcSGWXWaWe 4.3 38

291 nnGestimateGofGtheGprevalenceGofGdementiaGinGnfricagGnGsystematicGanalysisUGJournalVofVGlobalVHealthSG
2012SGYSGWYWaWX 4.3 37

290
oayesianGmethodsGforGinstrumentalGvariableGanalysisGwithGgeneticGinstrumentsGONzendelianG
randomizationNPgGexampleGwithGurateGtransporterGαypYnfGasGanGinstrumentalGvariableGforGeffectGofG
urateGlevelsGonGmetabolicGsyndromeUGInternationalVJournalVofVEpidemiologySG2010SGZfSGfWdTXe

7.8 37

289 yinkageGandGgenomeTwideGassociationGanalysisGofGobesityTrelatedGphenotypesgGassociationGofG
weightGwithGtheGztnTXGgeneUGObesitySG2010SGXeSGeWZTe 8 37

288 TheGrtiologicalG₁oleGofGpommonG₁espiratoryGVirusesGinGncuteG₁espiratoryGvnfectionsGinG–lderG
ndultsgGnGαystematicG₁eviewGandGzetaTanalysisUGJournalVofVInfectiousVDiseasesSG2020SGYYYSGαbcZTαbcf 7 37

287 tenomeTwideGmetaTanalysisGofGmyopiaGandGhyperopiaGprovidesGevidenceGforGreplicationGofGXXGlociUG
PLoSVONESG2014SGfSGeXWdXXW 3.7 36

286 pontributionGofGconsanguinuityGtoGpolygenicGandGmultifactorialGdiseasesUGNatureVGeneticsSG2006SGZeSGXYYaTb36.3 36

285 rffectsGofGinbreedingSGendogamySGgeneticGadmixtureSGandGoutbreedingGonGhumanGhealthgGaGOXWWXG
qalmatiansPGstudyUGCroatianVMedicalVJournalSG2006SGadSGcWXTXW 1.6 36

(2006-2010)
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284 q~nGmismatchGrepairGgeneGzαucGimplicatedGinGdeterminingGageGatGnaturalGmenopauseUGHumanV
MolecularVGeneticsSG2014SGYZSGYafWTd 5.6 35

283 αtatinGuseGandGassociationGwithGcolorectalGcancerGsurvivalGandGriskgGcaseGcontrolGstudyGwithG
prescriptionGdataGlinkageUGBMCVCancerSG2012SGXYSGaed 4.8 35

282 rstimatingGtheGincidenceGofGcolorectalGcancerGinGαubTαaharanGnfricagGnGsystematicGanalysisUGJournalV
ofVGlobalVHealthSG2012SGYSGWYWaWa 4.3 35

281 yinkingGhouseholdGandGfacilityGdataGforGbetterGcoverageGmeasuresGinGreproductiveSGmaternalSG
newbornSGandGchildGhealthGcaregGsystematicGreviewUGJournalVofVGlobalVHealthSG2016SGcSGWYWbWX 4.3 35

280
qeconstructingGtheGdifferencesgGaGcomparisonGofGtoqGYWXWGandGpur₁tNsGapproachGtoGestimatingG
theGmortalityGburdenGofGdiarrheaSGpneumoniaSGandGtheirGetiologiesUGBMCVInfectiousVDiseasesSG2015SG
XbSGXc

4 34

279 TenGcommonGgeneticGvariantsGassociatedGwithGcolorectalGcancerGriskGareGnotGassociatedGwithGsurvivalG
afterGdiagnosisUGClinicalVCancerVResearchSG2010SGXcSGZdbaTf 12.9 34

278  henomeTwideGzendelianTrandomizationGstudyGofGgeneticallyGdeterminedGvitaminGqGonGmultipleG
healthGoutcomesGusingGtheGUxGoiobankGstudyUGInternationalVJournalVofVEpidemiologySG2019SGaeSGXaYbTXaZa7.8 33

277 αettingGhealthGresearchGprioritiesGusingGtheGpu~₁vGmethodgGVvvUGnGreviewGofGtheGfirstGbWGapplicationsG
ofGtheGpu~₁vGmethodUGJournalVofVGlobalVHealthSG2017SGdSGWXXWWa 4.3 33

276  rovidingGoxygenGtoGchildrenGinGhospitalsgGaGrealistGreviewUGBulletinVofVtheVWorldVHealthVOrganizationSG
2017SGfbSGYeeTZWY 8.2 33

275 TheGassociationGbetweenGgalactosylationGofGimmunoglobulinGtGandGbodyGmassGindexUGProgressVinV
NeurolPsychopharmacologyVandVBiologicalVPsychiatrySG2014SGaeSGYWTb 5.5 33

274
tenomeTwideGassociationGstudyGforGcirculatingGtissueGplasminogenGactivatorGlevelsGandGfunctionalG
followTupGimplicatesGendothelialGαTXo bGandGαTXYUGArteriosclerosiskVThrombosiskVandVVascularV
BiologySG2014SGZaSGXWfZTXWX

9.4 33

273 αocialSGeconomicSGpoliticalGandGhealthGsystemGandGprogramGdeterminantsGofGchildGmortalityG
reductionGinGphinaGbetweenGXffWGandGYWWcgGnGsystematicGanalysisUGJournalVofVGlobalVHealthSG2012SGYSGWXWaWb4.3 33

272 tenomeTwideGassociationGstudyGidentifiesGaeGcommonGgeneticGvariantsGassociatedGwithGhandednessUG
NatureVHumanVBehaviourSG2021SGbSGbfTdW 12.8 33

271 tenomeGofGTheG~etherlandsGpopulationTspecificGimputationsGidentifyGanGnopncGvariantGassociatedG
withGcholesterolGlevelsUGNatureVCommunicationsSG2015SGcSGcWcb 17.4 32

270 ~ewGalcoholTrelatedGgenesGsuggestGsharedGgeneticGmechanismsGwithGneuropsychiatricGdisordersUG
NatureVHumanVBehaviourSG2019SGZSGfbWTfcX 12.8 32

269
TreatmentGofGinfectionsGinGyoungGinfantsGinGlowTGandGmiddleTincomeGcountriesgGaGsystematicGreviewG
andGmetaTanalysisGofGfrontlineGhealthGworkerGdiagnosisGandGantibioticGaccessUGPLoSVMedicineSG2014SG
XXSGeXWWXdaX

11.6 31

268 rpigeneticGsilencingGofGu~sXnGassociatesGwithGchangesGinGtheGcompositionGofGtheGhumanGplasmaG
~TglycomeUGEpigeneticsSG2012SGdSGXcaTdY 5.7 31

267 zodulationGofGgeneticGassociationsGwithGserumGurateGlevelsGbyGbodyTmassTindexGinGhumansUGPLoSV
ONESG2015SGXWSGeWXXfdbY 3.7 31
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266  lasmaG~TglycansGinGcolorectalGcancerGriskUGScientificVReportsSG2018SGeSGecbb 4.9 30

265 αexTdimorphicGgeneticGeffectsGandGnovelGlociGforGfastingGglucoseGandGinsulinGvariabilityUGNatureV
CommunicationsSG2021SGXYSGYa 17.4 30

264  rogressGandG₁emainingGtapsGinGrstimatingGtheGtlobalGqiseaseGourdenGofGvnfluenzaUGEmergingV
InfectiousVDiseasesSG2018SGYaSGXXdZTXXdd 10.2 30

263 nssociationGofGmedicationGwithGtheGhumanGplasmaG~TglycomeUGJournalVofVProteomeVResearchSG2012SG
XXSGXeYXTZX 5.6 29

262 TheGTpsdyYGdiabetesGriskGvariantGisGassociatedGwithGubnâ��OpPGlevelsgGaGgenomeTwideGassociationG
metaTanalysisUGAnnalsVofVHumanVGeneticsSG2010SGdaSGadXTe 2.2 29

261 TemporalGtrendsGinGretinalGdetachmentGincidenceGinGαcotlandGbetweenGXfedGandGYWWcUGBritishV
JournalVofVOphthalmologySG2011SGfbSGZcbTf 5.5 29

260 qefiningGtheGgeneticGcontrolGofGhumanGbloodGplasmaG~TglycomeGusingGgenomeTwideGassociationG
studyUGHumanVMolecularVGeneticsSG2019SGYeSGYWcYTYWdd 5.6 28

259  revalenceGofGchronicGobstructiveGpulmonaryGdiseaseGOp– qPGinGphinaGinGXffWGandGYWXWUGJournalVofV
GlobalVHealthSG2017SGdSGWYWdWa 4.3 28

258 nssociationsGbetweenGdietaryGandGlifestyleGriskGfactorsGandGcolorectalGcancerGinGtheGαcottishG
populationUGEuropeanVJournalVofVCancerVPreventionSG2014SGYZSGeTXd 2 28

257 tenomeTwideGassociationGstudyGidentifiesGgeneticGriskGunderlyingGprimaryGrhegmatogenousGretinalG
detachmentUGHumanVMolecularVGeneticsSG2013SGYYSGZXdaTeb 5.6 28

256 ₁eferralsGofGwomenGwithGaGfamilyGhistoryGofGbreastGcancerGfromGprimaryGcareGtoGcancerGgeneticsG
servicesGinGαouthGrastGαcotlandUGBritishVJournalVofVCancerSG2003SGefSGXcbWTc 8.7 28

255 TheGchangingGepidemiologyGofGbacterialGmeningitisGandGinvasiveGnonTmeningiticGbacterialGdiseaseGinG
scotlandGduringGtheGperiodGXfeZTffUGScandinavianVJournalVofVInfectiousVDiseasesSG2002SGZaSGYefTfe 28

254 teneticGinsightsGintoGbiologicalGmechanismsGgoverningGhumanGovarianGageingUGNatureSG2021SGbfcSGZfZTZfd50.4 28

253 VariationGatGYqZbGO ~xqGandGTzovzXPGinfluencesGcolorectalGcancerGriskGandGidentifiesGaGpleiotropicG
effectGwithGinflammatoryGbowelGdiseaseUGHumanVMolecularVGeneticsSG2016SGYbSGYZafTYZbf 5.6 27

252 pommonGvariantsGinGzendelianGkidneyGdiseaseGgenesGandGtheirGassociationGwithGrenalGfunctionUG
JournalVofVtheVAmericanVSocietyVofVNephrology:VJASNSG2013SGYaSGYXWbTXd 12.7 27

251 zetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGcommonGsusceptibilityGpolymorphismsG
forGcolorectalGandGendometrialGcancerGnearGαuYoZGandGTαuZXUGScientificVReportsSG2015SGbSGXdZcf 4.9 27

250 UrbanizationGandGtheGprevalenceGofGschizophreniaGinGphinaGbetweenGXffWGandGYWXWUGWorldV
PsychiatrySG2015SGXaSGYbXTY 14.4 27

249 TheGpowerGofGregionalGheritabilityGanalysisGforGrareGandGcommonGvariantGdetectiongGsimulationsGandG
applicationGtoGeyeGbiometricalGtraitsUGFrontiersVinVGeneticsSG2013SGaSGYZY 4.5 27

(2013-2018)
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248 tenomeTwideGassociationGstudyGofGanthropometricGtraitsGinGxorculaGvslandSGproatiaUGCroatianVMedicalV
JournalSG2009SGbWSGdTXc 1.6 27

247 npolipoproteinGrGisGnotGrelatedGtoGmemoryGabilitiesGatGdWGyearsGofGageUGBehaviorVGeneticsSG2009SGZfSGcTXa 3.2 27

246  revalenceGofGschizophreniaGinGphinaGbetweenGXffWGandGYWXWUGJournalVofVGlobalVHealthSG2015SGbSGWXWaXW 4.3 27

245 zetaTanalysisGofGafGbafGindividualsGimputedGwithGtheGXWWWGtenomesG rojectGrevealsGanGexonicG
damagingGvariantGinGn~t TyaGdeterminingGfastingGTtGlevelsUGJournalVofVMedicalVGeneticsSG2016SGbZSGaaXTf5.8 27

244 ValidationGstudiesGforGpopulationTbasedGinterventionGcoverageGindicatorsgGdesignSGanalysisSGandG
interpretationUGJournalVofVGlobalVHealthSG2018SGeSGWYWeWa 4.3 27

243 vdentityTbyTdescentTbasedGphasingGandGimputationGinGfounderGpopulationsGusingGgraphicalGmodelsUG
GeneticVEpidemiologySG2011SGZbSGebZTcW 2.6 26

242 pomparisonGofGparticipantGinformationGandGinformedGconsentGformsGofGfiveGruropeanGstudiesGinG
geneticGisolatedGpopulationsUGEuropeanVJournalVofVHumanVGeneticsSG2010SGXeSGYfcTZWY 5.3 26

241 tenomeTwideGanalysisGofGepistasisGinGbodyGmassGindexGusingGmultipleGhumanGpopulationsUGEuropeanV
JournalVofVHumanVGeneticsSG2012SGYWSGebdTcY 5.3 26

240 pomparativeGassessmentGofGmethodsGforGestimatingGindividualGgenomeTwideG
homozygosityTbyTdescentGfromGhumanGgenomicGdataUGBMCVGenomicsSG2010SGXXSGXZf 4.5 26

239 nGgenomeTwideGscreenGforGinteractionsGrevealsGaGnewGlocusGonGapXbGmodifyingGtheGeffectGofG
waistTtoThipGratioGonGtotalGcholesterolUGPLoSVGeneticsSG2011SGdSGeXWWYZZZ 6 25

238 tenderGdifferencesGinGadolescentGinjuryGcharacteristicsgGaGpopulationTbasedGstudyGofGhospitalGnMrG
dataUGPublicVHealthSG2006SGXYWSGdZYTaX 4 25

237 teneTenvironmentGinteractionsGandGcolorectalGcancerGriskgGnnGumbrellaGreviewGofGsystematicG
reviewsGandGmetaTanalysesGofGobservationalGstudiesUGInternationalVJournalVofVCancerSG2019SGXabSGYZXbTYZYf7.5 25

236  neumoniaGhospitalisationsGinGαcotlandGfollowingGtheGintroductionGofGpneumococcalGconjugateG
vaccinationGinGyoungGchildrenUGBMCVInfectiousVDiseasesSG2016SGXcSGZfW 4 24

235 qisentanglingGtheGgeneticsGofGleanGmassUGAmericanVJournalVofVClinicalVNutritionSG2019SGXWfSGYdcTYed 7 24

234 tenomeTwideGmetaTanalysisGofGcommonGvariantGdifferencesGbetweenGmenGandGwomenUGHumanV
MolecularVGeneticsSG2012SGYXSGaeWbTXb 5.6 24

233 TheGpowerGofGgeneticGdiversityGinGgenomeTwideGassociationGstudiesGofGlipidsUGNatureSG2021SG 50.4 24

232 vnfectionGpreventionGandGcontrolGofGaGglobalGreviewGofGguidelinesSGstrategiesSGandGrecommendationsUG
JournalVofVGlobalVHealthSG2016SGcSGWYWaXW 4.3 24

231 tlobalGandG₁egionalGourdenGofGuospitalGndmissionsGforG neumoniaGinG–lderGndultsgGnGαystematicG
₁eviewGandGzetaTnnalysisUGJournalVofVInfectiousVDiseasesSG2020SGYYYSGαbdWTαbdc 7 24
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230
~ationalSGregionalSGandGstateTlevelGburdenGofGαtreptococcusGpneumoniaeGandGuaemophilusG
influenzaeGtypeGbGdiseaseGinGchildrenGinGvndiagGmodelledGestimatesGforGYWWWTXbUGTheVLancetVGlobalV
HealthSG2019SGdSGedZbTedad

13.6 23

229
tlobalSGregionalSGandGnationalGprevalenceGofSGandGriskGfactorsGforSGchronicGobstructiveGpulmonaryG
diseaseGOp– qPGinGYWXfgGaGsystematicGreviewGandGmodellingGanalysisUUGLancetVRespiratoryV
MedicinektheSG2022SG

35.1 23

228
tlobalSGregionalSGandGnationalGdiseaseGburdenGestimatesGofGacuteGlowerGrespiratoryGinfectionsGdueGtoG
respiratoryGsyncytialGvirusGinGchildrenGyoungerGthanGbGyearsGinGYWXfgGaGsystematicGanalysisUGLancetkV
TheSG2022SGZffSGYWadTYWca

40 23

227  opulationTbasedGestimateGofGtheGsiblingGrecurrenceGriskGratioGforGrhegmatogenousGretinalG
detachmentG2011SGbYSGYbbXTb 22

226 vncreasedGlevelGofGlinkageGdisequilibriumGinGruralGcomparedGwithGurbanGcommunitiesgGaGfactorGtoG
considerGinGassociationTstudyGdesignUGAmericanVJournalVofVHumanVGeneticsSG2005SGdcSGdcZTdY 11 22

225
nssociationGoetweenG₁espiratoryGαyncytialGVirusTnssociatedGncuteGyowerG₁espiratoryGvnfectionGinG
rarlyGyifeGandG₁ecurrentGWheezeGandGnsthmaGinGyaterGphildhoodUGJournalVofVInfectiousVDiseasesSG
2020SGYYYSGαcYeTαcZZ

7 22

224 tenomeTwideGassociationGstudyGandGmetaTanalysisGinG~orthernGruropeanGpopulationsGreplicateG
multipleGcolorectalGcancerGriskGlociUGInternationalVJournalVofVCancerSG2018SGXaYSGbaWTbac 7.5 21

223 ₁ecurrentGpodingGαequenceGVariationGrxplainsG–nlyGnGαmallGsractionGofGtheGteneticGnrchitectureGofG
polorectalGpancerUGScientificVReportsSG2015SGbSGXcYec 4.9 21

222 nnGevaluationGofGemergingGvaccinesGforGchildhoodGpneumococcalGpneumoniaUGBMCVPublicVHealthSG
2011SGXXGαupplGZSGαYc 4.1 21

221 zodificationGofGtheGassociationsGbetweenGlifestyleSGdietaryGfactorsGandGcolorectalGcancerGriskGbyGn pG
variantsUGCarcinogenesisSG2008SGYfSGXddaTeW 4.6 21

220 pausesGofGdeathGinGchildrenGyoungerGthanGfiveGyearsGinGphinaGinGYWXbgGanGupdatedGanalysisUGJournalVofV
GlobalVHealthSG2016SGcSGWYWeWY 4.3 21

219 tenomeTwideGassociationGstudyGforGrefractiveGastigmatismGrevealsGgeneticGcoTdeterminationGwithG
sphericalGequivalentGrefractiveGerrorgGtheGp₁rnzGconsortiumUGHumanVGeneticsSG2015SGXZaSGXZXTac 6.3 20

218 QuantifyingGtheGincreaseGinGaverageGhumanGheterozygosityGdueGtoGurbanisationUGEuropeanVJournalVofV
HumanVGeneticsSG2008SGXcSGXWfdTXWY 5.3 20

217 TheGevidenceGofGmtq~nGhaplogroupGsGinGaGruropeanGpopulationGandGitsGethnohistoricGimplicationsUG
EuropeanVJournalVofVHumanVGeneticsSG2001SGfSGdXdTYZ 5.3 20

216 zalGdeGzeledagGgeneticGhaplotypeGanalysisGandGclinicopathologicalGfindingsGinGcasesGoriginatingG
fromGtheGislandGofGzljetGOzeledaPSGproatiaUGDermatologySG2002SGYWbSGZYTf 4.4 20

215 TrendGanalysisGofGsocioeconomicGdifferentialsGinGdeathsGfromGinjuryGinGchildhoodGinGαcotlandSG
XfeXTfbUGBMJ:VBritishVMedicalVJournalSG1999SGZXeSGbcdTe 20

214 parriageGofGuaemophilusGinfluenzaeGinGhealthyGtambianGchildrenUGTransactionsVofVtheVRoyalVSocietyV
ofVTropicalVMedicineVandVHygieneSG1989SGeZSGeZXTb 2 20

213 phallengesGinGtheGdiagnosisGofGpaediatricGpneumoniaGinGinterventionGfieldGtrialsgGrecommendationsG
fromGaGpneumoniaGfieldGtrialGworkingGgroupUGLancetVRespiratoryVMedicinektheSG2019SGdSGXWceTXWeZ 35.1 19

(2019-2019)
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212 tenomicGpredictionGofGcomplexGhumanGtraitsgGrelatednessSGtraitGarchitectureGandGpredictiveG
metaTmodelsUGHumanVMolecularVGeneticsSG2015SGYaSGaXcdTeY 5.6 19

211 teneticGarchitectureGofGcirculatingGlipidGlevelsUGEuropeanVJournalVofVHumanVGeneticsSG2011SGXfSGeXZTf 5.3 19

210 tenesGpredictGvillageGofGoriginGinGruralGruropeUGEuropeanVJournalVofVHumanVGeneticsSG2010SGXeSGXYcfTdW 5.3 19

209 ueritabilitiesGofGocularGbiometricalGtraitsGinGtwoGcroatianGisolatesGwithGextendedGpedigreesG2010SGbXSGdZdTaZ 19

208 nssociationGbetweenGcommonGmtq~nGvariantsGandGallTcauseGorGcolorectalGcancerGmortalityUG
CarcinogenesisSG2010SGZXSGYfcTZWX 4.6 19

207
plinicalGcharacteristicsSGpredictorsSGandGperformanceGofGcaseGdefinitionTvnterimGresultsGfromGtheG
Wu–GglobalGrespiratoryGsyncytialGvirusGsurveillanceGpilotUGInfluenzaVandVOtherVRespiratoryVVirusesSG
2020SGXaSGcadTcbd

5.6 19

206 uomozygousGlossTofTfunctionGvariantsGinGruropeanGcosmopolitanGandGisolateGpopulationsUGHumanV
MolecularVGeneticsSG2015SGYaSGbacaTda 5.6 18

205 teneticGvariantsGinG₁os–XZGareGassociatedGwithGsleepGlatencyUGEuropeanVJournalVofVHumanVGeneticsSG
2016SGYaSGXaeeTfb 5.3 18

204 nGαystematicG₁eviewGofGplinicalG racticeGtuidelinesGforGtheGqiagnosisGandGzanagementGofG
oronchiolitisUGJournalVofVInfectiousVDiseasesSG2020SGYYYSGαcdYTαcdf 7 18

203 αystematicGmetaTanalysesGandGfieldGsynopsisGofGgeneticGassociationGstudiesGinGcolorectalGadenomasUG
InternationalVJournalVofVEpidemiologySG2016SGabSGXecTYWb 7.8 17

202 qecipheringGtheGgeneticGarchitectureGofGlowTpenetranceGsusceptibilityGtoGcolorectalGcancerUGHumanV
MolecularVGeneticsSG2013SGYYSGbWdbTeY 5.6 17

201 rffectivenessGofGseasonalGinfluenzaGvaccinesGinGchildrenGTTGaGsystematicGreviewGandGmetaTanalysisUG
CroatianVMedicalVJournalSG2013SGbaSGXZbTab 1.6 17

200
~ationalGburdenGestimatesGofGhospitalisationsGforGacuteGlowerGrespiratoryGinfectionsGdueGtoG
respiratoryGsyncytialGvirusGinGyoungGchildrenGinGYWXfGamongGbeGcountriesgGaGmodellingGstudyUGLancetV
RespiratoryVMedicinektheSG2021SGfSGXdbTXeb

35.1 17

199 zultiTancestryGtWnαGofGtheGelectrocardiographicG ₁GintervalGidentifiesGYWYGlociGunderlyingGcardiacG
conductionUGNatureVCommunicationsSG2020SGXXSGYbaY 17.4 16

198 uumanGrespiratoryGsyncytialGvirusGandGinfluenzaGseasonalityGpatternsTrarlyGfindingsGfromGtheGWu–G
globalGrespiratoryGsyncytialGvirusGsurveillanceUGInfluenzaVandVOtherVRespiratoryVVirusesSG2020SGXaSGcZeTcac 5.6 16

197 vndividualGmultiTlocusGheterozygosityGisGassociatedGwithGlowerGmorningGplasmaGcortisolG
concentrationsUGEuropeanVJournalVofVEndocrinologySG2013SGXcfSGbfTca 6.5 16

196 tlycomicsGmeetsGlipidomicsTTassociationsGofG~TglycansGwithGclassicalGlipidsSGglycerophospholipidsSG
andGsphingolipidsGinGthreeGruropeanGpopulationsUGMolecularVBioSystemsSG2011SGdSGXebYTcY 16

195 nnGevaluationGofGoxygenGsystemsGforGtreatmentGofGchildhoodGpneumoniaUGBMCVPublicVHealthSG2011SG
XXGαupplGZSGαYe 4.1 16
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194 VariantGpreutzfeldtâ��wakobGdiseasegGcostsGborneGbyGfamiliesUGHealthVandVSocialVCareVinVtheVCommunity
SG2002SGXWSGfXTfe 2.6 16

193 vmpactGofGUxGpolorectalGpancerGαcreeningG ilotGonGhospitalGdiagnosticGservicesUGJournalVofVPublicV
HealthSG2005SGYdSGYacTbZ 3.5 16

192 nntigenicGandGsequenceGvariabilityGofGtheGhumanGrespiratoryGsyncytialGvirusGsGglycoproteinG
comparedGtoGrelatedGvirusesGinGaGcomprehensiveGdatasetUGVaccineSG2018SGZcSGcccWTccdZ 4.1 16

191 xetosisGandGbipolarGdisordergGcontrolledGanalyticGstudyGofGonlineGreportsUGBJPsychVOpenSG2019SGbSGebe 5 15

190 ₁espiratoryGsyncytialGvirusGO₁αVPGdiseaseGTGnewGdataGneededGtoGguideGfutureGpolicyUGJournalVofVGlobalV
HealthSG2015SGbSGWYWXWX 4.3 15

189 ₁educingGbiasGfromGtestGmisclassificationGinGburdenGofGdiseaseGstudiesgGuseGofGtestGtoGactualGpositiveG
ratioTTnewGtestGparameterUGCroatianVMedicalVJournalSG2008SGafSGaWYTXa 1.6 15

188 pharacterisationGofGgenomeTwideGassociationGepistasisGsignalsGforGserumGuricGacidGinGhumanG
populationGisolatesUGPLoSVONESG2011SGcSGeYZeZc 3.7 15

187 tlobalGvariabilityGofGtheGhumanGvgtGglycomeUGAgingSG2020SGXYSGXbYYYTXbYbf 5.6 15

186 ₁espiratoryGαyncytialGVirusTnssociatedGuospitalGndmissionsGinGphildrenGYoungerGThanGbGYearsGinGdG
ruropeanGpountriesGUsingG₁outinelyGpollectedGqatasetsUGJournalVofVInfectiousVDiseasesSG2020SGYYYSGαbffTαcWb7 15

185
tlobalGburdenGofGacuteGlowerGrespiratoryGinfectionGassociatedGwithGhumanGmetapneumovirusGinG
childrenGunderGbGyearsGinGYWXegGaGsystematicGreviewGandGmodellingGstudyUGTheVLancetVGlobalVHealthSG
2021SGfSGeZZTeaZ

13.6 15

184 WithinTsibshipGtWnαGimproveGestimatesGofGdirectGgeneticGeffects 14

183  erformanceGofGpredictionGmodelsGonGsurvivalGoutcomesGofGcolorectalGcancerGwithGsurgicalG
resectiongGnGsystematicGreviewGandGmetaTanalysisUGSurgicalVOncologySG2019SGYfSGXfcTYWY 2.5 13

182
postGofG₁espiratoryGαyncytialGVirusTnssociatedGncuteGyowerG₁espiratoryGvnfectionGzanagementGinG
YoungGphildrenGatGtheG₁egionalGandGtlobalGyevelgGnGαystematicG₁eviewGandGzetaTnnalysisUGJournalV
ofVInfectiousVDiseasesSG2020SGYYYSGαceWTαced

7 13

181 vnferenceGofGidentityGbyGdescentGinGpopulationGisolatesGandGoptimalGsequencingGstudiesUGEuropeanV
JournalVofVHumanVGeneticsSG2013SGYXSGXXaWTb 5.3 13

180 polorectalGcancerGsusceptibilityGlociGinGaGpopulationTbasedGstudygGnssociationsGwithGmorphologicalG
parametersUGAmericanVJournalVofVPathologySG2010SGXddSGYceeTfZ 5.8 13

179 pommentarygGrareGallelesSGmodestGgeneticGeffectsGandGtheGneedGforGcollaborationUGInternationalV
JournalVofVEpidemiologySG2007SGZcSGaabTe 7.8 13

178 uighT erformanceGzixedGzodelsGoasedGtenomeTWideGnssociationGnnalysisGwithGomicnoryG
softwareUGFpoooResearchSG2014SGZSGYWW 3.6 13

177 qevelopingGbiobanksGinGdevelopingGcountriesUGJournalVofVGlobalVHealthSG2011SGXSGYTa 4.3 13

(2011-2002)
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176 αettingGprioritiesGforGdevelopmentGofGemergingGinterventionsGagainstGchildhoodGpneumoniaSG
meningitisGandGinfluenzaUGJournalVofVGlobalVHealthSG2012SGYSGWXWZWa 4.3 13

175
–ptimizingGcommunityGcaseGmanagementGstrategiesGtoGachieveGequitableGreductionGofGchildhoodG
pneumoniaGmortalitygGnnGapplicationGofGrquitableGvmpactGαensitiveGToolGOrQUvαTPGinGfiveGlowTGandG
middleTincomeGcountriesUGJournalVofVGlobalVHealthSG2012SGYSGWYWaWY

4.3 13

174
nGprospectiveGvalidationGstudyGinGαouthTWestG~igeriaGonGcaregiverGreportGofGchildhoodGpneumoniaG
andGantibioticGtreatmentGusingGqemographicGandGuealthGαurveyGOquαPGandGzultipleGvndicatorG
plusterGαurveyGOzvpαPGquestionsUGJournalVofVGlobalVHealthSG2018SGeSG

4.3 13

173 nssociationGofGseasonalGviralGacuteGrespiratoryGinfectionGwithGpneumococcalGdiseasegGaGsystematicG
reviewGofGpopulationTbasedGstudiesUGBMJVOpenSG2018SGeSGeWXfdaZ 3 13

172 uigherG ostT–perativeGαerumGVitaminGqGyevelGisGnssociatedGwithGoetterGαurvivalG–utcomeGinG
polorectalGpancerG atientsUGNutritionVandVCancerSG2019SGdXSGXWdeTXWeb 2.8 12

171 yinkingGproteinGtoGphenotypeGwithGzendelianG₁andomizationGdetectsGZeGproteinsGwithGcausalGrolesG
inGhumanGdiseasesGandGtraitsUGPLoSVGeneticsSG2020SGXcSGeXWWedeb 6 12

170 phildGpneumoniaGatGaGtimeGofGepidemiologicalGtransitionUGTheVLancetVGlobalVHealthSG2015SGZSGecbTc 13.6 12

169 nnGevaluationGofGrespiratoryGadministrationGofGmeaslesGvaccineGforGpreventionGofGacuteGlowerG
respiratoryGinfectionsGinGchildrenUGBMCVPublicVHealthSG2011SGXXGαupplGZSGαZX 4.1 12

168 UptakeGofGtestingGforGo₁pnXVYGmutationsGinGαouthGrastGαcotlandUGEuropeanVJournalVofVHumanV
GeneticsSG2008SGXcSGfWcTXY 5.3 12

167  hysicalGactivityGandGp–VvqTXfgGanGobservationalGandGzendelianGrandomisationGstudyUGJournalVofV
GlobalVHealthSG2020SGXWSGWYWbXa 4.3 12

166
VariationGinGtheGαr₁ v~ncVαr₁ v~nXGlocusGaltersGmorningGplasmaGcortisolSGhepaticGcorticosteroidG
bindingGglobulinGexpressionSGgeneGexpressionGinGperipheralGtissuesSGandGriskGofGcardiovascularG
diseaseUGJournalVofVHumanVGeneticsSG2021SGccSGcYbTcZc

4.3 12

165 αystematicGmetaTanalysesSGfieldGsynopsisGandGglobalGassessmentGofGtheGevidenceGofGgeneticG
associationGstudiesGinGcolorectalGcancerUGGutSG2020SGcfSGXacWTXadX 19.2 11

164 ~ovelGteneticGyocusGvnfluencingG₁etinalGVenularGTortuosityGvsGnlsoGnssociatedGWithG₁iskGofG
poronaryGnrteryGqiseaseUGArteriosclerosiskVThrombosiskVandVVascularVBiologySG2019SGZfSGYbaYTYbbY 9.4 11

163 nnGevaluationGofGemergingGvaccinesGforGchildhoodGmeningococcalGdiseaseUGBMCVPublicVHealthSG2011SG
XXGαupplGZSGαYf 4.1 11

162 ₁eplyGtoGWebbGetGalUUGAmericanVJournalVofVHumanVGeneticsSG2006SGdfSGddX 11 11

161 ₁ationalGuseGofGmeaslesSGmumpsGandGrubellaGOzz₁PGvaccineUGDrugsSG1993SGabSGcddTeZ 12.1 11

160 rstimatingGpneumoniaGdeathsGofGpostTneonatalGchildrenGinGcountriesGofGlowGorGnoGdeathG
certificationGinGYWWeUGPLoSVONESG2011SGcSGeYbWfb 3.7 11

159 αznqdGvariantGrsafZfeYdGisGassociatedGwithGcolorectalGcancerGriskGinGproatianGpopulationUGPLoSVONE
SG2013SGeSGedaWaY 3.7 11
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158 tlobalGandGregionalGchildGdeathsGdueGtoGinjuriesgGanGassessmentGofGtheGevidenceUGJournalVofVGlobalV
HealthSG2018SGeSGWYXXWa 4.3 11

157 siveGreasonsGwhyGinbreedingGmayGhaveGconsiderableGeffectGonGpostTreproductiveGhumanGhealthUG
CollegiumVAntropologicumSG2004SGYeSGfaZTbW 0.1 11

156 qeterminantsGofGretinalGmicrovascularGfeaturesGandGtheirGrelationshipsGinGtwoGruropeanG
populationsUGJournalVofVHypertensionSG2017SGZbSGXcacTXcbf 1.9 10

155 TheGgeneticGlandscapeGofGαcotlandGandGtheGvslesUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofV
theVUnitedVStatesVofVAmericaSG2019SGXXcSGXfWcaTXfWdW 11.5 10

154 rstimatingGtheGincidenceGofGcolorectalGcancerGinGαouthGrastGnsiaUGCroatianVMedicalVJournalSG2013SGbaSGbZYTaW1.6 10

153 rffectsGofGisolationGandGinbreedingGonGhumanGquantitativeGtraitsgGanGexampleGofGbiochemicalG
markersGofGhemostasisGandGinflammationUGHumanVBiologySG2008SGeWSGbXZTZZ 1.2 10

152 vnfluenzaGandGpneumococcalGvaccinationGinGαcottishGnursingGhomesgGcoverageSGpoliciesGandGreasonsG
forGreceiptGandGnonTreceiptGofGvaccineUGVaccineSG2002SGYWSGYbXcTYY 4.1 10

151 npproachesGtoGuseGtheGWu–GrespiratoryGsyncytialGvirusGsurveillanceGplatformGtoGestimateGdiseaseG
burdenUGInfluenzaVandVOtherVRespiratoryVVirusesSG2020SGXaSGcXbTcYX 5.6 10

150 αettingGprioritiesGforGdevelopmentGofGemergingGinterventionsGagainstGchildhoodGdiarrhoeaUGJournalV
ofVGlobalVHealthSG2013SGZSGWXWZWY 4.3 9

149 αequencingGofGhighTcomplexityGq~nGpoolsGforGidentificationGofGnucleotideGandGstructuralGvariantsGinG
regionsGassociatedGwithGcomplexGtraitsUGEuropeanVJournalVofVHumanVGeneticsSG2012SGYWSGddTeZ 5.3 9

148
nGprospectiveGvalidationGstudyGinGαouthTWestG~igeriaGonGcaregiverGreportGofGchildhoodGpneumoniaG
andGantibioticGtreatmentGusingGqemographicGandGuealthGαurveyGOquαPGandGzultipleGvndicatorG
plusterGαurveyGOzvpαPGquestionsUGJournalVofVGlobalVHealthSG2018SGeSGWYWeWc

4.3 9

147 UnderstandingGtheGdeterminantsGofGtheGcomplexGinterplayGbetweenGcostTeffectivenessGandG
equitableGimpactGinGmaternalGandGchildGmortalityGreductionUGJournalVofVGlobalVHealthSG2012SGYSG 4.3 9

146 UnderstandingGtheGdeterminantsGofGtheGcomplexGinterplayGbetweenGcostTeffectivenessGandG
equitableGimpactGinGmaternalGandGchildGmortalityGreductionUGJournalVofVGlobalVHealthSG2012SGYSGWXWaWc 4.3 9

145 nGαystematicGnnalysisGofGvnteractionsGbetweenGrnvironmentalG₁iskGsactorsGandGteneticGVariationGinG
αusceptibilityGtoGpolorectalGpancerUGCancerVEpidemiologyVBiomarkersVandVPreventionSG2020SGYfSGXXabTXXbZ4 9

144 ₁eplicationGofGXbGlociGinvolvedGinGhumanGplasmaGproteinG~TglycosylationGinGaeWYGsamplesGfromGfourG
cohortsUGGlycobiologySG2021SGZXSGeYTee 5.8 9

143 tlobalGandGregionalGestimatesGofGtheGmorbidityGdueGtoGtypeGvGdiabetesGamongGchildrenGagedGWTaG
yearsgGaGsystematicGreviewGandGanalysisUGJournalVofVGlobalVHealthSG2018SGeSGWYXXWX 4.3 9

142 αystematicGmetaTanalysesGandGfieldGsynopsisGofGgeneticGandGepigeneticGstudiesGinGpaediatricG
inflammatoryGbowelGdiseaseUGScientificVReportsSG2016SGcSGZaWdc 4.9 8

141 rffectsGofGcommonGgeneticGvariantsGassociatedGwithGcolorectalGcancerGriskGonGsurvivalGoutcomesG
afterGdiagnosisgGnGlargeGpopulationTbasedGcohortGstudyUGInternationalVJournalVofVCancerSG2019SGXabSGYaYdTYaZY7.5 8

(2019-2018)
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140 rthicalGconsiderationsGinGtheGuseGofGt αTbasedGmovementGtrackingGinGhealthGresearchGTGlessonsGfromG
aGcareTseekingGstudyGinGruralGwestGvndiaUGJournalVofVGlobalVHealthSG2019SGfSGWXWZYZ 4.3 8

139 zodelGselectionGapproachGsuggestsGcausalGassociationGbetweenGYbThydroxyvitaminGqGandGcolorectalG
cancerUGPLoSVONESG2013SGeSGecZadb 3.7 8

138 nnGevaluationGofGtheGemergingGvaccinesGandGimmunotherapyGagainstGstaphylococcalGpneumoniaGinG
childrenUGBMCVPublicVHealthSG2011SGXXGαupplGZSGαYd 4.1 8

137
uistoricSGdemographicSGandGgeneticGevidenceGforGincreasedGpopulationGfrequenciesGofGpp₁bqeltaZYG
mutationGinGproatianGvslandGisolatesGafterGlethalGXbthGcenturyGepidemicsUGCroatianVMedicalVJournalSG
2009SGbWSGZaTaY

1.6 8

136 TheGdeadlyGtollGofGαGpneumoniaeGandGuGinfluenzaeGtypeGbUGLancetkVTheSG2009SGZdaSGebaTc 40 8

135 tuidelinesGandGcareGpathwaysGforGgeneticGdiseasesgGtheGαcottishGcollaborativeGprojectGonGtuberousG
sclerosisUGEuropeanVJournalVofVHumanVGeneticsSG1998SGcSGaabTbe 5.3 8

134 ₁eferralsGofGpatientsGtoGcolorectalGcancerGgeneticsGservicesGinGsouthTeastGαcotlandUGFamilialVCancerSG
2005SGaSGXbXTcX 3 8

133 TheGimmunogenicityGandGsafetyGofGuaemophilusGinfluenzaeGtypeGbTtetanusGtoxoidGconjugateGvaccineG
inGtambianGinfantsUGAnnalsVofVTropicalVPaediatricsSG1994SGXaSGXeZTe 8

132 yocalGexomeGsequencesGfacilitateGimputationGofGlessGcommonGvariantsGandGincreaseGpowerGofG
genomeGwideGassociationGstudiesUGPLoSVONESG2013SGeSGececWa 3.7 8

131 αystematicGreviewGofGbirthGcohortGstudiesGinGαouthGrastGnsiaGandGrasternGzediterraneanGregionsUG
JournalVofVGlobalVHealthSG2011SGXSGbfTdX 4.3 8

130 αettingGprioritiesGforGdevelopmentGofGemergingGinterventionsGagainstGchildhoodGpneumoniaSG
meningitisGandGinfluenzaUGJournalVofVGlobalVHealthSG2012SGYSG 4.3 8

129 TheGdiseaseGburdenGofGchildhoodGasthmaGinGphinagGaGsystematicGreviewGandGmetaTanalysisUGJournalVofV
GlobalVHealthSG2020SGXWSGWXWeWX 4.3 8

128 vnvasiveGmeningococcalGdiseaseGinGαcotlandSGXffaGtoGXfffSGwithGemphasisGonGgroupGoG
meningococcalGdiseaseUGJournalVofVClinicalVMicrobiologySG2002SGaWSGXeZaTd 9.7 7

127
 ersistenceGofGantibodyGatGXeGmonthsGfollowingGvaccinationGofGyoungGtambianGinfantsGwithG
 ₁ T–z pGuaemophilusGinfluenzaeGtypeGbGconjugateGvaccineUGAnnalsVofVTropicalVPaediatricsSG1993SG
XZSGXbZTe

7

126 uealthGtargetsGinGtheG~uαgGlessonsGlearnedGfromGexperienceGwithGbreastGfeedingGtargetsGinGαcotlandUG
BMJ:VBritishVMedicalVJournalSG1997SGZXaSGXWZWTZ 7

125 αtrategyGforGmappingGquantitativeGtraitGlociGOQTyPGbyGusingGhumanGmetapopulationsUGCroatianV
MedicalVJournalSG2006SGadSGbZYTaY 1.6 7

124 qevelopingGandGrvaluatingGzappingsGofGvpqTXWGandGvpqTXWTpzGpodesGtoG hepodes 7

123
₁espiratoryGαyncytialGVirusTnssociatedGncuteGyowerG₁espiratoryGvnfectionsGinGphildrenGWithG
oronchopulmonaryGqysplasiagGαystematicG₁eviewGandGzetaTnnalysisUGJournalVofVInfectiousVDiseasesSG
2020SGYYYSGαcYWTαcYd

7 7
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122 yeveragingGtheGtlobalGvnfluenzaGαurveillanceGandG₁esponseGαystemGforGglobalGrespiratoryGsyncytialG
virusGsurveillanceTopportunitiesGandGchallengesUGInfluenzaVandVOtherVRespiratoryVVirusesSG2020SGXaSGcYYTcYf5.6 7

121  olygenicGpredictionGofGeducationalGattainmentGwithinGandGbetweenGfamiliesGfromGgenomeTwideG
associationGanalysesGinGZGmillionGindividualsUUGNatureVGeneticsSG2022SG 36.3 7

120 ~onTgeneticGbiomarkersGandGcolorectalGcancerGriskgGUmbrellaGreviewGandGevidenceGtriangulationUG
CancerVMedicineSG2020SGfSGaeYZTaeZb 4.8 6

119 qeterminantsGandGpatternsGofGcareTseekingGforGchildhoodGillnessGinGruralG uneGqistrictSGvndiaUGJournalV
ofVGlobalVHealthSG2020SGXWSGWXWcWX 4.3 6

118 nssociationGbetweenGhomeGbirthGandGbreastGfeedingGoutcomesgGaGcrossTsectionalGstudyGinGYeGXYbG
motherTinfantGpairsGfromGvrelandGandGtheGUxUGBMJVOpenSG2016SGcSGeWXWbbX 3 6

117  ublicGinvestmentSGtaxationSGandGlongTrunGoutputGinGeconomiesGwithGmultiTlevelGgovernmentsUG
EconomicVModellingSG2012SGYfSGXcWZTXcXX 3.4 6

116
tenomeTwideGassociationGstudyGidentifiesGsUTeGandGrα₁YGasGcoTregulatorsGofGaGbiTantennaryG
~TlinkedGglycanGnYGOtlc~nc~Y~zan~Z~tlc~nc~Y~PGinGhumanGplasmaGproteinsUGNatureVPrecedingsSG
2009SG

6

115 teneticGcomparisonGofGaGproatianGisolateGandGpr uGruropeanGfoundersUGGeneticVEpidemiologySG2010SG
ZaSGXaWTb 2.6 6

114 vnequalityGofGuseGofGcancerGgeneticsGservicesGbyGmembersGofGbreastSGovarianGandGcolorectalGcancerG
familiesGinGαouthGrastGαcotlandUGFamilialVCancerSG2008SGdSGYbfTca 3 6

113 ~inetyTnineGindependentGgeneticGlociGinfluencingGgeneralGcognitiveGfunctionGincludeGgenesG
associatedGwithGbrainGhealthGandGstructureGO~GjGYeWSZcWP 6

112 ~ationalSGregionalSGandGstateTlevelGpneumoniaGandGsevereGpneumoniaGmorbidityGinGchildrenGinGvndiagG
modelledGestimatesGforGYWWWGandGYWXbUGTheVLancetVChildVandVAdolescentVHealthSG2020SGaSGcdeTced 14.5 6

111 v~qr TuG~etworkgGcontributingGtoGtheGdataGrevolutionUGLancetVDiabetesVandVEndocrinologyktheSG
2016SGaSGfd 18.1 6

110 pareGseekingGbehaviourGandGaspectsGofGqualityGofGcareGbyGcaregiversGforGchildrenGunderGfiveGwithGandG
withoutGpneumoniaGinGvbadanSG~igeriaUGJournalVofVGlobalVHealthSG2018SGeSGWYWeWb 4.3 6

109 WithinTsibshipGgenomeTwideGassociationGanalysesGdecreaseGbiasGinGestimatesGofGdirectGgeneticG
effectsUUGNatureVGeneticsSG2022SGbaSGbeXTbfY 36.3 6

108 nGlandscapeGreviewGofGtheGpublishedGresearchGoutputGrelatingGtoGrespiratoryGsyncytialGvirusGO₁αVPGinG
~orthGMGpentralGnmericaGandGruropeGbetweenGYWXXTYWXbUGJournalVofVGlobalVHealthSG2019SGfSGWXWaYb 4.3 5

107 postTeffectivenessGanalysisGofGrevisedGWu–GguidelinesGforGmanagementGofGchildhoodGpneumoniaGinG
daGpountdownGcountriesUGJournalVofVGlobalVHealthSG2017SGdSGWXWaWf 4.3 5

106 ₁etrospectiveGcohortGstudyGofGbreastGcancerGincidenceSGhealthGserviceGuseGandGoutcomesGinGruropegG
aGstudyGofGfeasibilityUGEuropeanVJournalVofVPublicVHealthSG2018SGYeSGZYdTZZY 2.1 5

105 WholeTexomeGsequencingGinGanGisolatedGpopulationGfromGtheGqalmatianGislandGofGVisUGEuropeanV
JournalVofVHumanVGeneticsSG2016SGYaSGXadfTed 5.3 5

(2016-2020)
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104 ~oGevidenceGforGgenomeTwideGinteractionsGonGplasmaGfibrinogenGbyGsmokingSGalcoholGconsumptionG
andGbodyGmassGindexgGresultsGfromGmetaTanalysesGofGeWScWdGsubjectsUGPLoSVONESG2014SGfSGeXXXXbc 3.7 5

103 ₁ationalGuseGofGuaemophilusGinfluenzaeGtypeGbGvaccineUGDrugsSG1993SGacSGZdeTZeZ 12.1 5

102 teneticGepidemiologyGandGprimaryGcareUGBritishVJournalVofVGeneralVPracticeSG2006SGbcSGYXaTYX 1.6 5

101 ₁educingGtheGburdenGofGmaternalGandGneonatalGinfectionsGinGlowGincomeGsettingsUGJournalVofVGlobalV
HealthSG2011SGXSGXWcTf 4.3 5

100 rstimatingGTransmissionG arametersGforG₁espiratoryGαyncytialGVirusGandG redictingGtheGvmpactGofG
zaternalGandG ediatricGVaccinationUGJournalVofVInfectiousVDiseasesSG2020SGYYYSGαceeTαcfa 7 5

99 nnGanalysisGofGclinicalGpredictiveGvaluesGforGradiographicGpneumoniaGinGchildrenUGBMJVGlobalVHealthSG
2020SGbSG 6.6 5

98 nntibioticGuseGforGinpatientGnewbornGcareGwithGsuspectedGinfectiongGr~Tov₁TuGmultiTcountryG
validationGstudyUGBMCVPregnancyVandVChildbirthSG2021SGYXSGYYf 3.2 5

97 tlobalGαeasonalGvnfluenzaGzortalityGrstimatesgGnGpomparisonGofGZGqifferentGnpproachesUGAmericanV
JournalVofVEpidemiologySG2021SGXfWSGdXeTdYd 3.8 5

96 poncordanceGbetweenGt αTbasedGsmartphoneGappGforGcontinuousGlocationGtrackingGandGmotherNsG
recallGofGcareTseekingGforGchildGillnessGinGvndiaUGJournalVofVGlobalVHealthSG2018SGeSGWYWeWY 4.3 5
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