192 10,250 54 96

papers citations h-index g-index

209 12,732 5.3 6.72

ext. papers ext. citations avg, IF L-index



191

189

187

185

183

181

L7

177

/HONGTANG YU

Paper IF Citations

Improved extraction of PCR-quality community DNA from digesta and fecal samples. BioTechniques,
2004, 36, 808-12

Comparisons of different hypervariable regions of rrs genes for use in fingerprinting of microbial
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Development and application of real-time PCR assays for quantification of genes encoding
tetracycline resistance. Applied and Environmental Microbiology, 2005, 71, 6926-33

Effect of external resistance on bacterial diversity and metabolism in cellulose-fed microbial fuel L L
173 cells. Bioresource Technology, 2011, 102, 278-83 1 37

Evaluations of different hypervariable regions of archaeal 16S rRNA genes in profiling of
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145 sub-therapeutic antimicrobials. Journal of Environmental Quality, 2009, 38, 567-75 34 60

Green tea extract prevents obesity in male mice by alleviating gut dysbiosis in association with
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Effects of quillaja and yucca saponins on communities and select populations of rumen bacteria and
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Investigation of ruminal bacterial diversity in dairy cattle fed supplementary monensin alone and in > 1
combination with fat, using pyrosequencing analysis. Canadian Journal of Microbiology, 2014, 60, 65-71 3 J
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