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156 viologicalYLclinicalLandLpopulationLrelevanceLofLmiLlociLforLbloodLlipidsbLNatureYL2010YLhjjYLkdkaeg 50.4 2742

155 GenomeawideLanalysisLofLgeneticLlociLassociatedLwithLulzheimerLdiseasebLJAMAgvgJournalgofgtheg
AmericangMedicalgAssociationYL2010YLgdgYLelgfahd 27.4 888

154 LociLinfluencingLlipidLlevelsLandLcoronaryLheartLdiseaseLriskLinLejLyuropeanLpopulationLcohortsbL
NaturegGeneticsYL2009YLheYLhkaii 36.3 708

153 SimpleLriskLmodelLpredictsLincidenceLofLatrialLfibrillationLinLaLraciallyLandLgeographicallyLdiverseL
populationnLtheLwHuRGyauzLconsortiumbLJournalgofgthegAmericangHeartgAssociationYL2013YLfYLedddedf 6 425

152 GenomeawideLassociationLstudyLidentifiesLsixLnewLlociLinfluencingLpulseLpressureLandLmeanLarterialL
pressurebLNaturegGeneticsYL2011YLhgYLeddiaee 36.3 338

151 “nterpretingLincrementalLvalueLofLmarkersLaddedLtoLriskLpredictionLmodelsbLAmericangJournalgofg
EpidemiologyYL2012YLekjYLhkgale 3.8 312

150 GenomeabasedLpredictionLofLcommonLdiseasesnLadvancesLandLprospectsbLHumangMoleculargGeneticsYL
2008YLekYLRejjakg 5.6 250

149 áetaaanalysesLidentifyLegLlociLassociatedLwithLageLatLmenopauseLandLhighlightLxβuLrepairLandL
immuneLpathwaysbLNaturegGeneticsYL2012YLhhYLfjdal 36.3 243

148 PredictingLtypeLfLdiabetesLbasedLonLpolymorphismsLfromLgenomeawideLassociationLstudiesnLaL
populationabasedLstudybLDiabetesYL2008YLikYLgeffal 0.9 231

147 uLcriticalLappraisalLofLtheLscientificLbasisLofLcommercialLgenomicLprofilesLusedLtoLassessLhealthLrisksL
andLpersonalizeLhealthLinterventionsbLAmericangJournalgofgHumangGeneticsYL2008YLlfYLimgam 11 224

146 yyeLcolorLandLtheLpredictionLofLcomplexLphenotypesLfromLgenotypesbLCurrentgBiologyYL2009YLemYLRemfag 6.3 190

145
TheLScientificLzoundationLforLpersonalLgenomicsnLrecommendationsLfromLaLβationalL“nstitutesLofL
HealthawentersLforLxiseaseLwontrolLandLPreventionLmultidisciplinaryLworkshopbLGeneticsgingMedicine
YL2009YLeeYLiimajk

8.1 186

144 ThreeLgenomeawideLassociationLstudiesLandLaLlinkageLanalysisLidentifyLHyRwfLasLaLhumanLirisLcolorL
genebLAmericangJournalgofgHumangGeneticsYL2008YLlfYLheeafg 11 183

143 PredictiveLtestingLforLcomplexLdiseasesLusingLmultipleLgenesnLfactLorLfictionsbLGeneticsgingMedicineYL
2006YLlYLgmiahdd 8.1 181

142 PredictuvyLnLanLRLpackageLforLtheLassessmentLofLriskLpredictionLmodelsbLEuropeangJournalgofg
EpidemiologyYL2011YLfjYLfjeah 12.1 175

141 GenomeawideLassociationLstudyLidentifiesLnovelLlociLassociatedLwithLcirculatingLphosphoaLandL
sphingolipidLconcentrationsbLPLoSgGeneticsYL2012YLlYLeeddfhmd 6 145

140 vatypeLnatriureticLpeptideLandLwareactiveLproteinLinLtheLpredictionLofLatrialLfibrillationLrisknLtheL
wHuRGyauzLwonsortiumLofLcommunityabasedLcohortLstudiesbLEuropaceYL2014YLejYLehfjagg 3.9 112
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139 TheLimpactLofLgenotypeLfrequenciesLonLtheLclinicalLvalidityLofLgenomicLprofilingLforLpredictingL
commonLchronicLdiseasesbLGeneticsgingMedicineYL2007YLmYLiflagi 8.1 112

138 PredictingLhumanLheightLbyLVictorianLandLgenomicLmethodsbLEuropeangJournalgofgHumangGeneticsYL
2009YLekYLedkdai 5.3 91

137 SurvivalLinLelderlyLpersonsLwithLxownLsyndromebLJournalgofgthegAmericangGeriatricsgSocietyYL2008YL
ijYLfgeeaj 5.6 90

136 PrenatalLexposureLtoLtheLemhhahiLxutchLShungerLwinterSLandLaddictionLlaterLinLlifebLAddictionYL2008YL
edgYLhggal 4.6 78

135 UsingLfamilyLhistoryLinformationLtoLpromoteLhealthyLlifestylesLandLpreventLdiseasesoLaLdiscussionLofL
theLevidencebLBMCgPublicgHealthYL2010YLedYLfhl 4.1 74

134 uLtieredalayeredastagedLmodelLforLinformedLconsentLinLpersonalLgenomeLtestingbLEuropeangJournalg
ofgHumangGeneticsYL2013YLfeYLimjajde 5.3 72

133 zamilyLhistoryLandLtheLnaturalLhistoryLofLcolorectalLcancernLsystematicLreviewbLGeneticsgingMedicineYL
2015YLekYLkdfaef 8.1 70

132 áetaaanalysisLofLgenomeawideLassociationLforLmigraineLinLsixLpopulationabasedLyuropeanLcohortsbL
EuropeangJournalgofgHumangGeneticsYL2011YLemYLmdeak 5.3 70

131 “mprovingLreportingLstandardsLforLpolygenicLscoresLinLriskLpredictionLstudiesbLNatureYL2021YLimeYLfeeafem50.4 70

130 PredictionLofLagearelatedLmacularLdegenerationLinLtheLgeneralLpopulationnLtheLThreeLwontinentL
uáxLwonsortiumbLOphthalmologyYL2013YLefdYLfjhhafjii 7.3 69

129 PersonalLutilityLinLgenomicLtestingnLisLthereLsuchLaLthingsbLJournalgofgMedicalgEthicsYL2015YLheYLgffaj 2.5 68

128 GenomeabasedLpredictionLofLcommonLdiseasesnLmethodologicalLconsiderationsLforLfutureLresearchbL
GenomegMedicineYL2009YLeYLfd 14.4 65

127 PlasmaL˛†LamyloidLandLtheLriskLofLulzheimerSsLdiseaseLinLxownLsyndromebLNeurobiologygofgAgingYL
2012YLggYLemllamh 5.6 63

126 yvaluationLofLriskLpredictionLupdatesLfromLcommercialLgenomeawideLscansbLGeneticsgingMedicineYL
2009YLeeYLillamh 8.1 63

125 RevisitingLtheLclinicalLvalidityLofLmultiplexLgeneticLtestingLinLcomplexLdiseasesbLAmericangJournalgofg
HumangGeneticsYL2004YLkhYLilialoLauthorLreplyLillam 11 62

124
GeneticLtestingLandLcommonLdisordersLinLaLpublicLhealthLframeworknLhowLtoLassessLrelevanceLandL
possibilitiesbLvackgroundLxocumentLtoLtheLySHGLrecommendationsLonLgeneticLtestingLandLcommonL
disordersbLEuropeangJournalgofgHumangGeneticsYL2011YLemLSupplLeYLSjahh

5.3 60

123 PredictingLPolygenicLObesityLUsingLGeneticL“nformationbLCellgMetabolismYL2017YLfiYLigiaihg 24.6 57

122 ReplicationLofLwxilLandLwLywejuLasLgenomeawideLsignificantLriskLgenesLforLmultipleLsclerosisbL
JournalgofgHumangGeneticsYL2009YLihYLjkjald 4.3 57
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121 “mprovementLofLriskLpredictionLbyLgenomicLprofilingnLreclassificationLmeasuresLversusLtheLareaL
underLtheLreceiverLoperatingLcharacteristicLcurvebLAmericangJournalgofgEpidemiologyYL2010YLekfYLgigaje 3.8 53

120 “mpactLofLcommunicatingLfamilialLriskLofLdiabetesLonLillnessLperceptionsLandLselfareportedL
behavioralLoutcomesnLaLrandomizedLcontrolledLtrialbLDiabetesgCareYL2009YLgfYLimkam 14.6 53

119 ReflectionLonLmodernLmethodsnLRevisitingLtheLareaLunderLtheLROwLwurvebLInternationalgJournalgofg
EpidemiologyYL2020YLhmYLegmkaehdg 7.8 52

118 VariationsLinLpredictedLrisksLinLpersonalLgenomeLtestingLforLcommonLcomplexLdiseasesbLGeneticsging
MedicineYL2014YLejYLliame 8.1 51

117 TheLapolipoproteinLyLgeneLandLitsLageaspecificLeffectsLonLcognitiveLfunctionbLNeurobiologygofgAgingYL
2010YLgeYLelgeag 5.6 51

116 áigraineLisLnotLassociatedLwithLenhancedLatherosclerosisbLCephalalgiaYL2013YLggYLfflagi 6.1 47

115 PersonalLgenomeLtestingnLtestLcharacteristicsLtoLclarifyLtheLdiscourseLonLethicalYLlegalLandLsocietalL
issuesbLBMCgMedicalgEthicsYL2011YLefYLee 2.9 46

114 yarlyLageLatLmenopauseLisLassociatedLwithLincreasedLriskLofLdementiaLandLmortalityLinLwomenLwithL
xownLsyndromebLJournalgofgAlzheimerosgDiseaseYL2010YLemYLihiaid 4.3 46

113 zatiguenLanLimportantLfeatureLofLlateaonsetLPompeLdiseasebLJournalgofgNeurologyYL2007YLfihYLmheai 5.5 46

112 ResearchLconductedLusingLdataLobtainedLthroughLonlineLcommunitiesnLethicalLimplicationsLofL
methodologicalLlimitationsbLPLoSgMedicineYL2012YLmYLeeddegfl 11.6 43

111 HowLcanLpolygenicLinheritanceLbeLusedLinLpopulationLscreeningLforLcommonLdiseasessbLGeneticsging
MedicineYL2013YLeiYLhgkahg 8.1 40

110 RacialcethnicLvariationLinLtheLassociationLofLlipidarelatedLgeneticLvariantsLwithLbloodLlipidsLinLtheLUSL
adultLpopulationbLCirculation:gCardiovasculargGeneticsYL2011YLhYLifgagg 40

109 StrengtheningLtheLreportingLofLGeneticLR“skLPredictionLStudiesnLtheLGR“PSLStatementbLPLoSg
MedicineYL2011YLlYLeedddhfd 11.6 40

108 ValueLofLgeneticLprofilingLforLtheLpredictionLofLcoronaryLheartLdiseasebLAmericangHeartgJournalYL
2009YLeilYLediaed 4.9 38

107 S“tLmightLhappenLorLitLmightLnotSnLhowLpatientsLwithLmultipleLsclerosisLexplainLtheirLperceptionLofL
prognosticLriskbLSocialgSciencegandgMedicineYL2004YLimYLljeal 5.1 37

106 ValidityLofLpolygenicLriskLscoresnLareLweLmeasuringLwhatLweLthinkLweLaresbLHumangMolecularg
GeneticsYL2019YLflYLRehgaReid 5.6 35

105
uLsystematicLreviewLandLcriticalLassessmentLofLeeLdiscordantLmetaaanalysesLonLreducedafunctionL
wYPfwemLgenotypeLandLriskLofLadverseLclinicalLoutcomesLinLclopidogrelLusersbLGeneticsgingMedicineYL
2015YLekYLgaee

8.1 35

104 PerceptionLofLprognosticLriskLinLpatientsLwithLmultipleLsclerosisnLtheLrelationshipLwithLanxietyYL
depressionYLandLdiseasearelatedLdistressbLJournalgofgClinicalgEpidemiologyYL2004YLikYLeldaj 5.7 35
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103 uLnewLlogisticLregressionLapproachLforLtheLevaluationLofLdiagnosticLtestLresultsbLMedicalgDecisiong
MakingYL2005YLfiYLejlakk 2.5 35

102 unLepidemiologicalLperspectiveLonLtheLfutureLofLdirectatoaconsumerLpersonalLgenomeLtestingbL
InvestigativegGeneticsYL2010YLeYLed 34

101 woxLproportionalLhazardsLmodelsLhaveLmoreLstatisticalLpowerLthanLlogisticLregressionLmodelsLinL
crossasectionalLgeneticLassociationLstudiesbLEuropeangJournalgofgHumangGeneticsYL2008YLejYLeeeeaj 5.3 33

100 uLstudyLofLtheLSORLeLgeneLinLulzheimerSsLdiseaseLandLcognitiveLfunctionbLJournalgofgAlzheimerosg
DiseaseYL2009YLelYLieajh 4.3 32

99 UseLofLgenomicLprofilingLtoLassessLriskLforLcardiovascularLdiseaseLandLidentifyLindividualizedL
preventionLstrategiesaaaLtargetedLevidenceabasedLreviewbLGeneticsgingMedicineYL2010YLefYLkkfalh 8.1 29

98 GenomeabasedLpredictionLofLbreastLcancerLriskLinLtheLgeneralLpopulationnLaLmodelingLstudyLbasedL
onLmetaaanalysesLofLgeneticLassociationsbLCancergEpidemiologygBiomarkersgandgPreventionYL2011YLfdYLmaff4 28

97 GenomeawideLprofilingLofLbloodLpressureLinLadultsLandLchildrenbLHypertensionYL2012YLimYLfheak 8.5 28

96 GeneticLriskLprofilingLforLpredictionLofLtypeLfLdiabetesbLPLOSgCurrentsYL2011YLgYLRRβefdl 28

95 UsefulnessLofLgeneticLpolymorphismsLandLconventionalLriskLfactorsLtoLpredictLcoronaryLheartL
diseaseLinLpatientsLwithLfamilialLhypercholesterolemiabLAmericangJournalgofgCardiologyYL2009YLedgYLgkiald3 27

94 wlinicalLimplicationsLofLoldLandLnewLgenesLforLopenaangleLglaucomabLOphthalmologyYL2011YLeelYLfglmamk7.3 26

93 uLmethodologicalLperspectiveLonLgeneticLriskLpredictionLstudiesLinLtypeLfLdiabetesnL
recommendationsLforLfutureLresearchbLCurrentgDiabetesgReportsYL2011YLeeYLieeal 5.6 26

92 womparisonLofLparticipantLinformationLandLinformedLconsentLformsLofLfiveLyuropeanLstudiesLinL
geneticLisolatedLpopulationsbLEuropeangJournalgofgHumangGeneticsYL2010YLelYLfmjagdf 5.3 26

91 xoesLgeneticLtestingLreallyLimproveLtheLpredictionLofLfutureLtypeLfLdiabetessbLPLoSgMedicineYL2006YL
gYLeeehoLauthorLreplyLeefk 11.6 26

90 uLcollaborativeLtranslationalLresearchLframeworkLforLevaluatingLandLimplementingLtheLappropriateL
useLofLhumanLgenomeLsequencingLtoLimproveLhealthbLPLoSgMedicineYL2018YLeiYLeeddfjge 11.6 25

89 “nformedLconsentLinLdirectatoaconsumerLpersonalLgenomeLtestingnLtheLoutlineLofLaLmodelLbetweenL
specificLandLgenericLconsentbLBioethicsYL2014YLflYLghgaie 2 24

88 TheLroleLofLdiseaseLcharacteristicsLinLtheLethicalLdebateLonLpersonalLgenomeLtestingbLBMCgMedicalg
GenomicsYL2012YLiYLh 3.7 24

87 ussessmentLofLimprovedLpredictionLbeyondLtraditionalLriskLfactorsnLwhenLdoesLaLdifferenceLmakeLaL
differencesbLCirculation:gCardiovasculargGeneticsYL2010YLgYLgai 24

86 PatientsLwithLvarrettSsLesophagusLperceiveLtheirLriskLofLdevelopingLesophagealLadenocarcinomaLasL
lowbLGastrointestinalgEndoscopyYL2007YLjiYLfjagd 5.2 24
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85 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesnLtheLGR“PSLstatementbLEuropeang
JournalgofgClinicalgInvestigationYL2011YLheYLeddham 4.6 22

84 uLcriticalLevaluationLofLtheLalgorithmLbehindLtheLRelativeLwitationLRatioLTRwRUbLPLoSgBiologyYL2017YL
eiYLefddfigj 9.7 22

83 PolygenicLRiskLScoresLThatLPredictLwommonLxiseasesLUsingLáillionsLofLSingleLβucleotideL
PolymorphismsnL“sLáoreYLvettersbLClinicalgChemistryYL2019YLjiYLjdmajee 5.5 21

82 βovelLcitationabasedLsearchLmethodLforLscientificLliteraturenLapplicationLtoLmetaaanalysesbLBMCg
MedicalgResearchgMethodologyYL2015YLeiYLlh 4.7 21

81 uLgenomeawideLscreenLforLdepressionLinLtwoLindependentLxutchLpopulationsbLBiologicalgPsychiatryYL
2010YLjlYLelkamj 7.9 20

80 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesLTGR“PSUnLexplanationLandLelaborationbL
EuropeangJournalgofgClinicalgInvestigationYL2011YLheYLededagi 4.6 19

79 GeneticLarchitectureLofLcirculatingLlipidLlevelsbLEuropeangJournalgofgHumangGeneticsYL2011YLemYLlegam 5.3 19

78 uccuracyLofLselfareportedLfamilyLhistoryLisLstronglyLinfluencedLbyLtheLaccuracyLofLselfareportedL
personalLhealthLstatusLofLrelativesbLJournalgofgClinicalgEpidemiologyYL2012YLjiYLlfam 5.7 18

77 GeneticLarchitectureLofLopenLangleLglaucomaLandLrelatedLdeterminantsbLJournalgofgMedicalgGeneticsYL
2011YLhlYLemdaj 5.8 18

76 RefiningLgenomeawideLlinkageLintervalsLusingLaLmetaaanalysisLofLgenomeawideLassociationLstudiesL
identifiesLlociLinfluencingLpersonalityLdimensionsbLEuropeangJournalgofgHumangGeneticsYL2013YLfeYLlkjalf5.3 17

75 SharedLgeneticLfactorsLinLtheLcoaoccurrenceLofLsymptomsLofLdepressionLandLcardiovascularLriskL
factorsbLJournalgofgAffectivegDisordersYL2010YLeffYLfhkaif 6.6 17

74 GeneticLscoringLanalysisnLaLwayLforwardLinLgenomeLwideLassociationLstudiessbLEuropeangJournalgofg
EpidemiologyYL2009YLfhYLiliak 12.1 16

73 wostayffectivenessLofLRiskaStratifiedLwolorectalLwancerLScreeningLvasedLonLPolygenicLRisknLwurrentL
StatusLandLzutureLPotentialbLJNCIgCancergSpectrumYL2020YLhYLpkzdlj 4.6 16

72 TranslationalLresearchLinLgenomicsLofLulzheimerSsLdiseasenLaLreviewLofLcurrentLpracticeLandLfutureL
perspectivesbLJournalgofgAlzheimerosgDiseaseYL2010YLfdYLmjkald 4.3 14

71 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesnLtheLGR“PSLstatementbLBMJugTheYL
2011YLghfYLdjge 5.9 14

70 PerspectivesLonLtheLuseLofLmultipleLsclerosisLriskLgenesLforLpredictionbLPLoSgONEYL2011YLjYLefjhmg 3.7 14

69 wostLyffectivenessLofLugeaSpecificLScreeningL“ntervalsLforLPeopleLWithLzamilyLHistoriesLofL
wolorectalLwancerbLGastroenterologyYL2018YLeihYLediaeejbefd 13.3 14

68 TheLhiddenLharmLbehindLtheLreturnLofLresultsLfromLpersonalLgenomeLservicesnLaLneedLforLrigorousL
andLresponsibleLevaluationbLGeneticsgingMedicineYL2015YLekYLjfeaf 8.1 13
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67 RoleLofLsharedLgeneticLandLenvironmentalLfactorsLinLsymptomsLofLdepressionLandLbodyL
compositionbLPsychiatricgGeneticsYL2009YLemYLgfal 2.9 13

66 βoLassociationLbetweenLtheLangiotensinaconvertingLenzymeLgeneLandLmajorLdepressionnLaL
caseacontrolLstudyLandLmetaaanalysisbLPsychiatricgGeneticsYL2006YLejYLffiaj 2.9 13

65 βovelLcitationabasedLsearchLmethodLforLscientificLliteraturenLaLvalidationLstudybLBMCgMedicalg
ResearchgMethodologyYL2020YLfdYLfi 4.7 12

64 yvaluationLofLpolygenicLriskLmodelsLusingLmultipleLperformanceLmeasuresnLaLcriticalLassessmentLofL
discordantLresultsbLGeneticsgingMedicineYL2019YLfeYLgmeagmk 8.1 12

63 HeritabilityLofLdietaryLfoodLintakeLpatternsbLActagDiabetologicaYL2013YLidYLkfeaj 3.9 12

62 ythnicLdifferencesLandLparentalLbeliefsLareLimportantLforLoverweightLpreventionLandLmanagementL
inLchildrennLaLcrossasectionalLstudyLinLtheLβetherlandsbLBMCgPublicgHealthYL2012YLefYLljk 4.1 12

61 “sLtheLtimeLrightLforLtranslationLresearchLinLgenomicssbLEuropeangJournalgofgEpidemiologyYL2008YLfgYLkdkaed12.1 12

60 LongevityLcandidateLgenesLandLtheirLassociationLwithLpersonalityLtraitsLinLtheLelderlybLAmericang
JournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsYL2012YLeimvYLemfafdd 3.5 11

59 ystimatingLtheLpredictiveLabilityLofLgeneticLriskLmodelsLinLsimulatedLdataLbasedLonLpublishedL
resultsLfromLgenomeawideLassociationLstudiesbLFrontiersgingGeneticsYL2014YLiYLekm 4.5 11

58 StrengtheningLtheLreportingLofLGeneticLRiskLPredictionLStudiesnLtheLGR“PSLstatementbLGeneticsging
MedicineYL2011YLegYLhigaj 8.1 11

57 HzyLgeneLmutationsLincreaseLtheLriskLofLcoronaryLheartLdiseaseLinLwomenbLEuropeangJournalgofg
EpidemiologyYL2010YLfiYLjhgam 12.1 11

56 unLylectrocardiogramavasedLRiskLyquationLforL“ncidentLwardiovascularLxiseaseLzromLtheLβationalL
HealthLandLβutritionLyxaminationLSurveybLJAMAgCardiologyYL2016YLeYLkkmaklj 16.2 11

55 xiscriminativeLaccuracyLofLgenomicLprofilingLcomparingLmultiplicativeLandLadditiveLriskLmodelsbL
EuropeangJournalgofgHumangGeneticsYL2011YLemYLeldai 5.3 10

54 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesLTGR“PSUnLexplanationLandLelaborationbL
EuropeangJournalgofgEpidemiologyYL2011YLfjYLgegagk 12.1 10

53 GeneticLfactorsLinfluenceLtheLclusteringLofLdepressionLamongLindividualsLwithLlowerLsocioeconomicL
statusbLPLoSgONEYL2009YLhYLeidjm 3.7 10

52 PersonalizingLvreastLwancerLScreeningLvasedLonLPolygenicLRiskLandLzamilyLHistorybLJournalgofgtheg
NationalgCancergInstituteYL2021YLeegYLhghahhf 9.7 10

51 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesnLtheLGR“PSLstatementbLEuropeang
JournalgofgEpidemiologyYL2011YLfjYLfiiam 12.1 9

50 unLempiricalLcomparisonLofLmetaaanalysesLofLpublishedLgeneadiseaseLassociationsLversusL
consortiumLanalysesbLGeneticsgingMedicineYL2009YLeeYLeigajf 8.1 9
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49 ungiotensinogenLáfgiTLpolymorphismLandLsymptomsLofLdepressionLinLaLpopulationabasedLstudyL
andLaLfamilyabasedLstudybLPsychiatricgGeneticsYL2008YLelYLejfaj 2.9 9

48 upolipoproteinLyLgeneLisLrelatedLtoLmortalityLonlyLinLnormalLweightLindividualsnLtheLRotterdamL
StudybLEuropeangJournalgofgEpidemiologyYL2008YLfgYLegiahf 12.1 9

47 wonstructingLHypotheticalLRiskLxataLfromLtheLureaLunderLtheLROwLwurvenLáodellingLxistributionsL
ofLPolygenicLRiskbLPLoSgONEYL2016YLeeYLedeifgim 3.7 9

46 SmallLimprovementLinLtheLareaLunderLtheLreceiverLoperatingLcharacteristicLcurveLindicatedLsmallL
changesLinLpredictedLrisksbLJournalgofgClinicalgEpidemiologyYL2016YLkmYLeimaejh 5.7 8

45 PredictionLimpactLcurveLisLaLnewLmeasureLintegratingLinterventionLeffectsLinLtheLevaluationLofLriskL
modelsbLJournalgofgClinicalgEpidemiologyYL2016YLjmYLlmami 5.7 8

44 “ncrementalLvalueLofLrareLgeneticLvariantsLforLtheLpredictionLofLmultifactorialLdiseasesbLGenomeg
MedicineYL2013YLiYLkj 14.4 8

43 PredictiveLgeneticLtestingLforLtheLidentificationLofLhighariskLgroupsnLaLsimulationLstudyLonLtheL
impactLofLpredictiveLabilitybLGenomegMedicineYL2011YLgYLie 14.4 8

42 StrengtheningLtheLreportingLofLGeneticLR“skLPredictionLStudiesLTGR“PSUnLexplanationLandL
elaborationbLJournalgofgClinicalgEpidemiologyYL2011YLjhYLeeaeff 5.7 8

41 TowardsLpredictiveLgeneticLtestingLofLcomplexLdiseasesbLEuropeangJournalgofgEpidemiologyYL2006YL
feYLljmakd 12.1 8

40 xesigningLbabiesLthroughLgeneLeditingnLscienceLorLscienceLfictionsbLGeneticsgingMedicineYL2016YLelYLeeljaeelk8.1 8

39
ScientificLreportingLisLsuboptimalLforLaspectsLthatLcharacterizeLgeneticLriskLpredictionLstudiesnLaL
reviewLofLpublishedLarticlesLbasedLonLtheLGeneticLR“skLPredictionLStudiesLstatementbLJournalgofg
ClinicalgEpidemiologyYL2014YLjkYLhlkamm

5.7 7

38 ProprietaryLulgorithmsLforLPolygenicLRisknLProtectingLScientificL“nnovationLorLHidingLtheLLackLofL“tsbL
GenesYL2019YLedYL 4.2 6

37 HowLattitudesLresearchLcontributesLtoLoveroptimisticLexpectationsLofLpersonalLgenomeLtestingbL
AmericangJournalgofgBioethicsYL2009YLmYLfgai 1.1 6

36 ValueLofLtheLHLuaxRveLsharedLepitopeLforLpredictingLradiographicLdamageLinLrheumatoidLarthritisL
dependsLonLtheLindividualLpatientLriskLprofilebLJournalgofgRheumatologyYL2006YLggYLfglgam 4.1 6

35 HowLtheL“ntendedLUseLofLPolygenicLRiskLScoresLGuidesLtheLxesignLandLyvaluationLofLPredictionL
StudiesbLCurrentgEpidemiologygReportsYL2019YLjYLelhaemd 2.9 5

34 yxternalLvalidationLisLonlyLneededLwhenLpredictionLmodelsLareLworthLitLTLetterLcommentingLonnL”L
wlinLypidemiolbLfdeiojlnfiaghUbLJournalgofgClinicalgEpidemiologyYL2016YLjmYLfhmaid 5.7 5

33 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesnLtheLGR“PSLstatementbLGenomeg
MedicineYL2011YLgYLej 14.4 5

32 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesnLtheLGR“PSLstatementbLEuropeang
JournalgofgHumangGeneticsYL2011YLemYLlggaj 5.3 5
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31 writicalLexaminationLofLcurrentLresponseLshiftLmethodsLandLproposalLforLadvancingLnewLmethodsbL
QualitygofgLifegResearchYL2021YLgdYLggfiagghf 3.7 5

30 UninformedLconsentLinLnutrigenomicLresearchbLEuropeangJournalgofgHumangGeneticsYL2017YLfiYLklmakmd 5.3 4

29 ROwLcurvesLforLclinicalLpredictionLmodelsLpartLfbLTheLROwLplotnLtheLpictureLthatLcouldLbeLworthLaL
edddLwordsbLJournalgofgClinicalgEpidemiologyYL2020YLefjYLfekafem 5.7 4

28 StrengtheningLtheLreportingLofLgeneticLriskLpredictionLstudiesLTGR“PSUnLexplanationLandLelaborationbL
EuropeangJournalgofgHumangGeneticsYL2011YLemYLelLpLprecedingLhmh 5.3 4

27 unalyticalLandLsimulationLmethodsLforLestimatingLtheLpotentialLpredictiveLabilityLofLgeneticL
profilingnLaLcomparisonLofLmethodsLandLresultsbLEuropeangJournalgofgHumangGeneticsYL2012YLfdYLefkdah 5.3 4

26 ThreeLGenomeawideLussociationLStudiesLandLaLLinkageLunalysisL“dentifyLHyRwfLasLaLHumanL“risL
wolorLGenebLAmericangJournalgofgHumangGeneticsYL2008YLlfYLlde 11 4

25 “mprovingLreportingLstandardsLforLpolygenicLscoresLinLriskLpredictionLstudies 4

24 ziveLgeneticLvariantsLassociatedLwithLprostateLcancerbLNewgEnglandgJournalgofgMedicineYL2008YLgilYL
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