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Inner nuclear envelope protein SUN1 plays a prominent role in mammalian mRNA export. Nucleic Acids

Research, 2015, 43, gkv1058.

The Role of ATG16 in Autophagy and The Ubiquitin Proteasome System. Cells, 2019, 8, 2. 4.1 48

WDR45 Mutation Impairs the Autophagic Degradation of Transferrin Receptor and Promotes
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<p>Bacteria Exploit Autophagy For Their Own Benefit</p>. Infection and Drug Resistance, 2019, Volume
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Functional evidence for a de novo mutation in <i>WDR45<[i> leading to BPAN in a Chinese girl.
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RNAseq and quantitative proteomic analysis of Dictyostelium knock-out cells lacking the core
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A novel pathogenic splice site variation in <i>STK11</i> gene results in Peutza€“Jeghers syndrome.
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Identification of Two Novel Compound Heterozygous EIF2AK3 Mutations Underlying
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