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Clinicopathological characteristics and genomic profile of primary sinonasal tract diffuse large B
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<scp>RGS< poor overall survival in
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The receptor of the colony-stimulating factor-1 (CSF-1R) is a novel prognostic factor and therapeutic
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PD-L1/L2 protein levels rapidly increase on monocytes via trogocytosis from tumor cells in classical
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Journal of Clinical and Experimental Hematopathology: JCEH, 2017, 57, 54-63.

Artificial lntelligence Analysis of Gene Expression Predicted the Overall Survival of Mantle Cell

Lymphoma and a Large Pan-Cancer Series. Healthcare (Switzerland), 2022, 10, 155. 1.0 19

Intratumoral heterogeneity of <scp>HER<[scp>2 protein and amplification of <i><scp>HER</[scp>2</i>
gene in salivary duct carcinoma. Pathology International, 2014, 64, 453-459.

A Sin%le Gene Expression Set Derived from Artificial Intelligence Predicted the Prognosis of Several
Lymphoma Subtypes; and High Immunohistochemical Expression of TNFAIP8 Associated with Poor 2.1 15
Prognosis in Diffuse Large B-Cell Lymphoma. Al, 2020, 1, 342-360.
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