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reveals functional tradeoffs in an obligate symbiont. New Phytologist, 2012, 193, 755-769 98 262
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Ecology, 2011, 20, 3469-83 57 90

Intraspecific ITS polymorphism in Scutellospora castanea (Glomales, Zygomycota) is structured
within multinucleate spores. Fungal Genetics and Biology, 1999, 26, 141-51

The arbuscular mycorrhizal fungus Glomus intraradices is haploid and has a small genome size in 3
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A Diverse Soil Microbiome Degrades More Crude Oil than Specialized Bacterial Assemblages 3
79 Obtained in Culture. Applied and Environmental Microbiology, 2016, 82, 5530-41 4- 42
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The arbuscular mycorrhizal fungus, Glomus irregulare, controls the mycotoxin production of 5 5
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The use of fluorescent in situ hybridization in plant fungal identification and genotyping. Methods
27 in Molecular Biology, 2009, 508, 131-45 14

Similar Arbuscular Mycorrhizal Fungal Communities in 31 Durum Wheat Cultivars ( L. var. durum)
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