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n Paper IF Citations

119 unalysisMofMproteinacodingMgeneticMvariationMinMjdZkdjMhumansbMNatureZM2016ZMigjZMfliame 50.4 6940

118 TheMmutationalMconstraintMspectrumMquantifiedMfromMvariationMinMeheZhijMhumansbMNatureZM2020ZM
ileZMhghahhg 50.4 2278

117 xeMnovoMmutationsMinMcongenitalMheartMdiseaseMwithMneurodevelopmentalMandMotherMcongenitalM
anomaliesbMScienceZM2015ZMgidZMefjfaj 33.3 406

116 ReassessmentMofMMendelianMgeneMpathogenicityMusingMkZliiMcardiomyopathyMcasesMandMjdZkdjM
referenceMsamplesbMGeneticsiiniMedicineZM2017ZMemZMemfafdg 8.1 386

115 TheMmutationalMconstraintMspectrumMquantifiedMfromMvariationMinMeheZhijMhumans 381

114 SharedM’eneticMPredispositionMinMPeripartumMandMxilatedMwardiomyopathiesbMNewiEnglandiJournali
ofiMedicineZM2016ZMgkhZMfggahe 59.2 290

113 IntegratedMallelicZMtranscriptionalZMandMphenomicMdissectionMofMtheMcardiacMeffectsMofMtitinM
truncationsMinMhealthMandMdiseasebMScienceiTranslationaliMedicineZM2015ZMkZMfkdraj 17.5 267

112 ’enotypeMandMLifetimeMvurdenMofMxiseaseMinM ypertrophicMwardiomyopathynMInsightsMfromMtheM
SarcomericM umanMwardiomyopathyMRegistryMUS aReVbMCirculationZM2018ZMeglZMeglkaegml 16.7 210

111 UsingMhigharesolutionMvariantMfrequenciesMtoMempowerMclinicalMgenomeMinterpretationbMGeneticsiini
MedicineZM2017ZMemZMeeieaeeil 8.1 208

110 WithdrawalMofMpharmacologicalMtreatmentMforMheartMfailureMinMpatientsMwithMrecoveredMdilatedM
cardiomyopathyMUTRyxa zVnManMopenalabelZMpilotZMrandomisedMtrialbMLancetviTheZM2019ZMgmgZMjeakg 40 198

109 TitinatruncatingMvariantsMaffectMheartMfunctionMinMdiseaseMcohortsMandMtheMgeneralMpopulationbM
NatureiGeneticsZM2017ZMhmZMhjaig 36.3 179

108
udaptationMandMvalidationMofMtheMuwM’cuMPMvariantMclassificationMframeworkMforMMY kaassociatedM
inheritedMcardiomyopathiesnMrecommendationsMbyMwlin’enTsMInheritedMwardiomyopathyMyxpertM
PanelbMGeneticsiiniMedicineZM2018ZMfdZMgieagim

8.1 173

107 ReappraisalMofMReportedM’enesMforMSuddenMurrhythmicMxeathnMyvidenceavasedMyvaluationMofM’eneM
ValidityMforMvrugadaMSyndromebMCirculationZM2018ZMeglZMeemiaefdi 16.7 158

106 yvaluatingMtheMwlinicalMValidityMofM ypertrophicMwardiomyopathyM’enesbMCirculationiGenomiciandi
PrecisioniMedicineZM2019ZMefZMeddfhjd 5.2 132

105 UtilityMofMPostaMortemM’eneticMTestingMinMwasesMofMSuddenMurrhythmicMxeathMSyndromebMJournaliofi
theiAmericaniCollegeiofiCardiologyZM2017ZMjmZMfeghafehi 15.1 126

104 yndonucleaseM’MisMaMnovelMdeterminantMofMcardiacMhypertrophyMandMmitochondrialMfunctionbMNatureZM
2011ZMhklZMeehal 50.4 114

103 ’eneticMytiologyMforMulcoholaInducedMwardiacMToxicitybMJournaliofitheiAmericaniCollegeiofiCardiologyZM
2018ZMkeZMffmgafgdf 15.1 112
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102 ’eneticMVariantsMussociatedMWithMwancerMTherapyaInducedMwardiomyopathybMCirculationZM2019ZMehdZMgeahe16.7 110

101 xefiningMtheMgeneticMarchitectureMofMhypertrophicMcardiomyopathynMreaevaluatingMtheMroleMofM
nonasarcomericMgenesbMEuropeaniHeartiJournalZM2017ZMglZMghjeaghjl 9.5 101

100 unMInternationalZMMulticenteredZMyvidenceavasedMReappraisalMofM’enesMReportedMtoMwauseM
wongenitalMLongMQTMSyndromebMCirculationZM2020ZMeheZMhelahfl 16.7 95

99 yffectsMofMmyosinMvariantsMonMinteractingaheadsMmotifMexplainMdistinctMhypertrophicMandMdilatedM
cardiomyopathyMphenotypesbMELifeZM2017ZMjZM 8.9 87

98 ReevaluatingMtheM’eneticMwontributionMofMMonogenicMxilatedMwardiomyopathybMCirculationZM2020ZM
eheZMglkagml 16.7 71

97 SuddenMxeathMandMLeftMVentricularMInvolvementMinMurrhythmogenicMwardiomyopathybMCirculationZM
2019ZMegmZMekljaekmk 16.7 70

96 RoleMofMtitinMinMcardiomyopathynMfromMxNuMvariantsMtoMpatientMstratificationbMNatureiReviewsi
CardiologyZM2018ZMeiZMfheafif 14.8 69

95 xevelopmentMofMaMwomprehensiveMSequencingMussayMforMInheritedMwardiacMwonditionM’enesbMJournali
ofiCardiovasculariTranslationaliResearchZM2016ZMmZMgaee 3.3 63

94 wongenitalMTitinopathynMwomprehensiveMcharacterizationMandMpathogenicMinsightsbMAnnalsiofi
NeurologyZM2018ZMlgZMeediaeefh 9.4 59

93 PhenotypeMandMwlinicalMOutcomesMofMTitin´ wardiomyopathybMJournaliofitheiAmericaniCollegeiofi
CardiologyZM2017ZMkdZMffjhaffkh 15.1 57

92 InterpretingMdeMnovoMVariationMinM umanMxiseaseMUsingMdenovolyzeRbMCurrentiProtocolsiiniHumani
GeneticsZM2015ZMlkZMkbfibeakbfibei 3.2 56

91 QuantitativeMapproachesMtoMvariantMclassificationMincreaseMtheMyieldMandMprecisionMofMgeneticMtestingM
inMMendelianMdiseasesnMtheMcaseMofMhypertrophicMcardiomyopathybMGenomeiMedicineZM2019ZMeeZMi 14.4 54

90 xilatedMwardiomyopathyMxue´ to´ vLwfaussociatedMuthanogene´ g´ Uvu’gV´ MutationsbMJournaliofithei
AmericaniCollegeiofiCardiologyZM2018ZMkfZMfhkeafhle 15.1 53

89 TowardsMclinicalMmolecularMdiagnosisMofMinheritedMcardiacMconditionsnMaMcomparisonMofMbenchatopM
genomeMxNuMsequencersbMPLoSiONEZM2013ZMlZMejkkhh 3.7 48

88 TheMeffectMofMLRRKfMlossaofafunctionMvariantsMinMhumansbMNatureiMedicineZM2020ZMfjZMljmalkk 50.5 47

87 wardiowlassifiernMdiseaseaMandMgeneaspecificMcomputationalMdecisionMsupportMforMclinicalMgenomeM
interpretationbMGeneticsiiniMedicineZM2018ZMfdZMefhjaefih 8.1 45

86  ypertrophicMwardiomyopathyMWithMLeftMVentricularMSystolicMxysfunctionnMInsightsMzromMtheMS aReM
RegistrybMCirculationZM2020ZMeheZMegkeaeglg 16.7 43

85 TruncatingMVariantsMinMTitinMIndependentlyMPredictMyarlyMurrhythmiasMinMPatientsMWithMxilatedM
wardiomyopathybMJournaliofitheiAmericaniCollegeiofiCardiologyZM2017ZMjmZMfhjjafhjl 15.1 40

(2017-2019)
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84 NaturalMgeneticMvariationMofMtheMcardiacMtranscriptomeMinMnonadiseasedMdonorsMandMpatientsMwithM
dilatedMcardiomyopathybMGenomeiBiologyZM2017ZMelZMekd 18.3 40

83 NextMgenerationMsequencingMforMclinicalMdiagnosticsMandMpersonalisedMmedicinenMimplicationsMforMtheM
nextMgenerationMcardiologistbMHeartZM2012ZMmlZMfkjale 5.1 39

82 xetectionMofMmutationsMinMKL LgMandMwULgMinMfamiliesMwithMz  tMUfamilialMhyperkalaemicM
hypertensionMorM’ordonTsMsyndromeVbMClinicaliScienceZM2014ZMefjZMkfeaj 6.5 38

81 wharacterisingMtheMlossaofafunctionMimpactMofMiTMuntranslatedMregionMvariantsMinMeiZkdlMindividualsbM
NatureiCommunicationsZM2020ZMeeZMfifg 17.4 35

80 PhenotypicMandMpharmacogeneticMevaluationMofMpatientsMwithMthiazideainducedMhyponatremiabM
JournaliofiClinicaliInvestigationZM2017ZMefkZMggjkaggkh 15.9 35

79 SharedMgeneticMpathwaysMcontributeMtoMriskMofMhypertrophicMandMdilatedMcardiomyopathiesMwithM
oppositeMdirectionsMofMeffectbMNatureiGeneticsZM2021ZMigZMeflaegh 36.3 35

78 yvidenceavasedMussessmentMofM’enesMinMxilatedMwardiomyopathybMCirculationZM2021ZMehhZMkaem 16.7 34

77 LossMofMRNuMexpressionMandMalleleaspecificMexpressionMassociatedMwithMcongenitalMheartMdiseasebM
NatureiCommunicationsZM2016ZMkZMeflfh 17.4 33

76 wommonMgeneticMvariantsMandMmodifiableMriskMfactorsMunderpinMhypertrophicMcardiomyopathyM
susceptibilityMandMexpressivitybMNatureiGeneticsZM2021ZMigZMegiaehf 36.3 33

75 ParalogueMannotationMidentifiesMnovelMpathogenicMvariantsMinMpatientsMwithMvrugadaMsyndromeMandM
catecholaminergicMpolymorphicMventricularMtachycardiabMJournaliofiMedicaliGeneticsZM2014ZMieZMgiahh 5.8 31

74 QualityMassuranceMofMitemMwritingnMduringMtheMintroductionMofMmultipleMchoiceMquestionsMinMmedicineM
forMhighMstakesMexaminationsbMMedicaliTeacherZM2009ZMgeZMfglahg 3 31

73 NextMgenerationMdiagnosticsMinMinheritedMarrhythmiaMsyndromesMnMaMcomparisonMofMtwoMapproachesbM
JournaliofiCardiovasculariTranslationaliResearchZM2013ZMjZMmhaedg 3.3 28

72 ModerateMPhysicalMuctivityMinM ealthyMudultsMIsMussociatedMWithMwardiacMRemodelingbMCirculation:i
CardiovasculariImagingZM2016ZMmZM 3.9 27

71 ParalogousMannotationMofMdiseaseacausingMvariantsMinMlongMQTMsyndromeMgenesbMHumaniMutationZM
2012ZMggZMeellaeeme 4.7 26

70 ’eneticMandMfunctionalMinsightsMintoMtheMfractalMstructureMofMtheMheartbMNatureZM2020ZMilhZMilmaimh 50.4 26

69 unalysisMofMieMproposedMhypertrophicMcardiomyopathyMgenesMfromMgenomeMsequencingMdataMinM
sarcomereMnegativeMcasesMhasMnegligibleMdiagnosticMyieldbMGeneticsiiniMedicineZM2019ZMfeZMeikjaeilh 8.1 25

68 RoleMofMTargetedMTherapyMinMxilatedMwardiomyopathynMTheMwhallengingMRoadMTowardMaMPersonalizedM
upproachbMJournaliofitheiAmericaniHeartiAssociationZM2019ZMlZMedefieh 6 21

67 RecoveryMofMwardiacMzunctionMinMwardiomyopathyMwausedMbyMTitinMTruncationbMJAMAiCardiologyZM
2016ZMeZMfghai 16.2 21
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66 IdentificationMofManMIadependentMandMIamediatedMproarrhythmicMmechanismMinMcardiomyocytesM
derivedMfromMpluripotentMstemMcellsMofMaMvrugadaMsyndromeMpatientbMScientificiReportsZM2018ZMlZMeefhj 4.9 20

65 ussociationMofMTitinaTruncatingM’eneticMVariantsMWithMLifeathreateningMwardiacMurrhythmiasMinM
PatientsMWithMxilatedMwardiomyopathyMandMImplantedMxefibrillatorsbMJAMAiNetworkiOpenZM2019ZMfZMeemjifd10.4 20

64 wlinicalMcharacteristicsMandMoutcomesMinMchildhoodaonsetMhypertrophicMcardiomyopathybMEuropeani
HeartiJournalZM2021ZMhfZMemllaemmj 9.5 20

63 vayesianMmodelsMforMsyndromeaMandMgeneaspecificMprobabilitiesMofMnovelMvariantMpathogenicitybM
GenomeiMedicineZM2015ZMkZMi 14.4 19

62 SpatialMandMzunctionalMxistributionMofMPathogenicMVariantsMandMwlinicalMOutcomesMinMPatientsMWithM
 ypertrophicMwardiomyopathybMCirculationiGenomiciandiPrecisioniMedicineZM2020ZMegZMgmjahdi 5.2 19

61 TitinMtruncatingMmutationsnMuMrareMcauseMofMdilatedMcardiomyopathyMinMtheMyoungbMProgressiini
PediatriciCardiologyZM2016ZMhdZMheahi 0.4 17

60 ujmalineMblocksMIMandMIMwithoutMelicitingMdifferencesMbetweenMvrugadaMsyndromeMpatientMandM
controlMhumanMpluripotentMstemMcelladerivedMcardiacMclustersbMStemiCelliResearchZM2017ZMfiZMfggafhh 1.6 17

59 wlinicalMzeaturesMandMNaturalM istoryMofMPRKu’fMVariantMwardiacM’lycogenosisbMJournaliofithei
AmericaniCollegeiofiCardiologyZM2020ZMkjZMeljaemk 15.1 16

58 wlinVarMdataMparsingbMWellcomeiOpeniResearchZM2017ZMfZMgg 4.8 16

57 ’enomicMvariantMsharingnMaMpositionMstatementbMWellcomeiOpeniResearchZM2019ZMhZMff 4.8 16

56 TemporalMTrendMofMugeMatMxiagnosisMinM ypertrophicMwardiomyopathynMunMunalysisMofMtheM
InternationalMSarcomericM umanMwardiomyopathyMRegistrybMCirculation:iHeartiFailureZM2020ZMegZMeddkfgd 7.6 16

55 TheMyieldMofMpostmortemMgeneticMtestingMinMsuddenMdeathMcasesMwithMstructuralMfindingsMatMautopsybM
EuropeaniJournaliofiHumaniGeneticsZM2020ZMflZMekaff 5.3 16

54  istiocytoidMcardiomyopathyMandMmicrophthalmiaMwithMlinearMskinMdefectsMsyndromenMphenotypesM
linkedMbyMtruncatingMvariantsMinbMJournaliofiPhysicaliEducationiandiSportsiManagementZM2017ZMgZMaddefke 2.8 15

53 ’eneMfamilyMinformationMfacilitatesMvariantMinterpretationMandMidentificationMofMdiseaseaassociatedM
genesMinMneurodevelopmentalMdisordersbMGenomeiMedicineZM2020ZMefZMfl 14.4 13

52 PredictorsMofMleftMventricularMremodellingMinMpatientsMwithMdilatedMcardiomyopathyMaMaMcardiovascularM
magneticMresonanceMstudybMEuropeaniJournaliofiHeartiFailureZM2020ZMffZMeejdaeekd 12.3 13

51 ynhancingMrareMvariantMinterpretationMinMinheritedMarrhythmiasMthroughMquantitativeManalysisMofM
consortiumMdiseaseMcohortsMandMpopulationMcontrolsbMGeneticsiiniMedicineZM2021ZMfgZMhkail 8.1 13

50 SystematicMlargeascaleMassessmentMofMtheMgeneticMarchitectureMofMleftMventricularMnoncompactionM
revealsMdiverseMetiologiesbMGeneticsiiniMedicineZM2021ZMfgZMlijaljh 8.1 12

49 ussociationsMvetweenMzemaleMSexZMSarcomereMVariantsZMandMwlinicalMOutcomesMinM ypertrophicM
wardiomyopathybMCirculationiGenomiciandiPrecisioniMedicineZM2021ZMehZMeddgdjf 5.2 10
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48 xiagnosticMyieldMofMhypertrophicMcardiomyopathyMinMfirstadegreeMrelativesMofMdecedentsMwithM
idiopathicMleftMventricularMhypertrophybMEuropaceZM2020ZMffZMjgfajhf 3.9 10

47 ZvTvekMUMIZeVMIsMImportantMforMtheMwardiacMStressMResponseMandMaMNovelMwandidateM’eneMforM
wardiomyopathyMandM eartMzailurebMCirculation:iCardiovasculariGeneticsZM2015ZMlZMjhgaif 9

46 IntegrativeMgenomicsMinMcardiovascularMmedicinebMCardiovasculariResearchZM2013ZMmkZMjfgagd 9.9 8

45 TitinMwircularMRNusMwreateMaMvackaSpliceMMotifMyssentialMforMSRSzedMSplicingbMCirculationZM2021ZMehgZMeidfaeief16.7 8

44 UsingM ighaResolutionMVariantMzrequenciesMympowersMwlinicalM’enomeMInterpretationMandMynablesM
InvestigationMofM’eneticMurchitecturebMAmericaniJournaliofiHumaniGeneticsZM2019ZMedhZMelkaemd 11 8

43 unnotatingMhighaimpactMiTuntranslatedMregionMvariantsMwithMtheMUTRannotatorbMBioinformaticsZM2021
ZMgkZMeekeaeekg 7.2 8

42  umanMlossaofafunctionMvariantsMsuggestMthatMpartialMLRRKfMinhibitionMisMaMsafeMtherapeuticMstrategyM
forMParkinsonâ��sMdisease 7

41 ’eneMfamilyMinformationMfacilitatesMvariantMinterpretationMandMidentificationMofMdiseaseaassociatedMgenes 6

40 UnderstandingMtheMgeneticsMofMadultaonsetMdilatedMcardiomyopathynMwhatMaMclinicianMneedsMtoMknowbM
EuropeaniHeartiJournalZM2021ZMhfZMfglhafgmj 9.5 6

39 WorldwideMdifferencesMinMprimaryMpreventionMimplantableMcardioverterMdefibrillatorMutilizationMandM
outcomesMinMhypertrophicMcardiomyopathybMEuropeaniHeartiJournalZM2021ZMhfZMgmgfagmhh 9.5 6

38 NextagenerationMsequencingMusingMmicrofluidicMPwRMenrichmentMforMmolecularMautopsybMBMCi
CardiovasculariDisordersZM2019ZMemZMekh 2.3 5

37 ’enomicMvariantMsharingnMaMpositionMstatementbMWellcomeiOpeniResearchZhZMff 4.8 5

36 ReassessmentMofMMendelianMgeneMpathogenicityMusingMkZliiMcardiomyopathyMcasesMandMjdZkdjM
referenceMsamples 5

35 wharacterisingMtheMlossaofafunctionMimpactMofMiâ��MuntranslatedMregionMvariantsMinMwholeMgenomeM
sequenceMdataMfromMeiZkdlMindividuals 5

34 yvaluationMofMgeneMvalidityMforMwPVTMandMshortMQTMsyndromeMinMsuddenMarrhythmicMdeathbMEuropeani
HeartiJournalZM2021ZM 9.5 5

33 unMassessmentMofMtheMroleMofMvinculinMlossMofMfunctionMvariantsMinMinheritedMcardiomyopathybMHumani
MutationZM2020ZMheZMeikkaeilk 4.7 4

32 UsingMhigharesolutionMvariantMfrequenciesMtoMempowerMclinicalMgenomeMinterpretation 4

31 ’eneticMStudiesMofM ypertrophicMwardiomyopathyMinMSingaporeansMIdentifyMVariantsMinMandMThatMureM
wommonMinMwhineseMPatientsbMCirculationiGenomiciandiPrecisioniMedicineZM2020ZMegZMhfhahgh 5.2 4
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30 xiseaseaspecificMvariantMpathogenicityMpredictionMsignificantlyMimprovesMvariantMinterpretationMinM
inheritedMcardiacMconditionsbMGeneticsiiniMedicineZM2021ZMfgZMjmakm 8.1 4

29 TheM’eneMwurationMwoalitionnMuMglobalMeffortMtoMharmonizeMgeneadiseaseMevidenceMresourcesbbM
GeneticsiiniMedicineZM2022ZM 8.1 4

28 ImprovingMtheMUnderstandingMofM’eneticMVariantsMinMRareMxiseaseMWithMLargeascaleMReferenceM
PopulationsbMJAMAiwiJournaliofitheiAmericaniMedicaliAssociationZM2019ZMgffZMegdiaegdj 27.4 3

27 zounderMMutationMinMNMTerminusMofMwardiacMTroponinMIMwausesMMalignantM ypertrophicM
wardiomyopathybMCirculationiGenomiciandiPrecisioniMedicineZM2020ZMegZMhhhahif 5.2 3

26
womputationalMpredictionMofMproteinMsubdomainMstabilityMinMMYvPwgMenablesMclinicalMriskM
stratificationMinMhypertrophicMcardiomyopathyMandMenhancesMvariantMinterpretationbMGeneticsiini
MedicineZM2021ZMfgZMefleaeflk

8.1 3

25 wlinicalMimpactMofMreaevaluatingMgenesMandMvariantsMimplicatedMinMdilatedMcardiomyopathybMGeneticsiini
MedicineZM2021ZMfgZMfeljafemg 8.1 3

24 uddendumnMTheMmutationalMconstraintMspectrumMquantifiedMfromMvariationMinMeheZhijMhumansbM
NatureZM2021ZMimkZMygayh 50.4 3

23 PhenotypicMyxpressionMandMOutcomesMinMIndividualsMWithMRareM’eneticMVariantsMofM ypertrophicM
wardiomyopathybMJournaliofitheiAmericaniCollegeiofiCardiologyZM2021ZMklZMedmkaeeed 15.1 3

22
ResponseMbyM oMetMalMtoMLetterMRegardingMurticleZMO’enotypeMandMLifetimeMvurdenMofMxiseaseMinM
 ypertrophicMwardiomyopathynMInsightsMzromMtheMSarcomericM umanMwardiomyopathyMRegistryM
US aReVObMCirculationZM2019ZMegmZMeiimaeijd

16.7 2

21 NywTuRnMaMdatabaseMofMcodonacentricMmissenseMvariantMannotationsbMNucleiciAcidsiResearchZM2014ZM
hfZMxedegam 20.1 2

20 RepublishedMreviewnMNextMgenerationMsequencingMforMclinicalMdiagnosticsMandMpersonalisedMmedicinenM
implicationsMforMtheMnextMgenerationMcardiologistbMPostgraduateiMedicaliJournalZM2012ZMllZMfgham 2 2

19 unalysisMofM wMMinManMunderstudiedMpopulationMrevealsMaMnewMmechanismMofMpathogenicity 2

18 TheMygyptianMwollaborativeMwardiacM’enomicsMUywwOa’yNVMProjectnMdefiningMaMhealthyMvolunteerM
cohortbMNpjiGenomiciMedicineZM2020ZMiZMhj 6.2 2

17 ModerateMexcessMalcoholMconsumptionMandMadverseMcardiacMremodellingMinMdilatedMcardiomyopathybM
HeartZM2021ZM 5.1 2

16 PrecisionMPhenotypingMofMxilatedMwardiomyopathyMUsingMMultidimensionalMxatabMJournaliofithei
AmericaniCollegeiofiCardiologyZM2022ZMkmZMffemaffgf 15.1 2

15 idMIncrementalMdiagnosticMvalueMofMcardiovascularMmagneticMresonanceMinMyoungMadultMsurvivorsMofM
suddenMcardiacMarrestbMHeartZM2017ZMedgZMugmaugm 5.1 1

14 yxposureMtoMylevatedMNitrogenMxioxideMwoncentrationsMandMwardiacMRemodelingMinMPatientsMWithM
xilatedMwardiomyopathybbMJournaliofiCardiaciFailureZM2022ZM 3.3 1

13 QuantitativeMapproachesMtoMvariantMclassificationMincreaseMtheMyieldMandMprecisionMofMgeneticMtestingM
inMMendelianMdiseasesnMTheMcaseMofMhypertrophicMcardiomyopathy 1

(-2021)
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12 ’enomicsMofMygyptianM ealthyMVolunteersnMTheMy VolMStudy 1

11 TheMgeneticMarchitectureMofMleftMventricularMnonacompactionMrevealsMbothMsubstantialMoverlapMwithM
otherMcardiomyopathiesMandMaMdistinctMaetiologyMinMaMsubsetMofMcases 1

10
 armonizingMtheMwollectionMofMwlinicalMxataMonM’eneticMTestingMRequisitionMzormsMtoMynhanceM
VariantMInterpretationMinM ypertrophicMwardiomyopathyMU wMVnMuMStudyMfromMtheMwlin’enM
wardiomyopathyMVariantMwurationMyxpertMPanelbMJournaliofiMoleculariDiagnosticsZM2021ZMfgZMilmaiml

5.1 1

9 ’eneticMandMenvironmentalMdeterminantsMofMdiastolicMheartMfunction 1

8 NewMVariantMWithMaMPreviouslyMUnrecognizedMMechanismMofMPathogenicityMinM ypertrophicM
wardiomyopathybMCirculationZM2021ZMehhZMkihakik 16.7 1

7 OutcomesMandMphenotypicMexpressionMofMrareMvariantsMinMhypertrophicMcardiomyopathyMgenesM
amongstMUKMviobankMparticipants 1

6
worrespondenceMonMOuwM’MSzMvgbdMlistMforMreportingMofMsecondaryMfindingsMinMclinicalMexomeMandM
genomeMsequencingnMaMpolicyMstatementMofMtheMumericanMwollegeMofMMedicalM’eneticsMandM’enomicsM
UuwM’VOMby´ MillerMet´ albbMGeneticsiiniMedicineZM2021ZM

8.1 0

5 PrognosticMSignificanceMofMNonischemicMMyocardialMzibrosisMinMPatientsMWith´ NormalMLVMVolumesM
andMyjectionazractionbMJACC:iCardiovasculariImagingZM2021ZMehZMfgigafgji 8.4 0

4 ’eneticMandMenvironmentalMdeterminantsMofMdiastolicMheartMfunctionbM2022ZMeZMgjeagke 0

3 efkMRelationshipMbetweenMplasmaMconcentrationsMofMbatypeMnatriureticMpeptideMandMexerciseM
capacityMinMhypertrophicMcardiomyopathybMHeartZM2017ZMedgZMumjaumk 5.1

2 yffectMofMtaurineMadministrationMonMsymptomsZMseverityZMorMclinicalMoutcomeMofMdilatedM
cardiomyopathyMandMheartMfailureMinMhumansnMaMsystematicMreviewbMWellcomeiOpeniResearchZkZMm 4.8

1 yffectMofMtaurineMadministrationMonMsymptomsZMseverityZMorMclinicalMoutcomeMofMdilatedM
cardiomyopathyMandMheartMfailureMinMhumansnMaMsystematicMreviewbMWellcomeiOpeniResearchZkZMm 4.8
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