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l Paper IF Citations

146 TickcborneLencephalitisLvirusLcLaLreviewLofLanLemergingLzoonosisdLJournaldofdGeneraldVirologybL2009bL
ofbLgmngcgmoj 4.9 324

145 yurrentLstatusLofLrabiesLandLprospectsLforLeliminationdLLancetrdThebL2014bLinjbLginocoo 40 270

144 MitochondrialLintermembraneLjunctionalLcomplexesLandLtheirLinvolvementLinLcellLdeathdLBiochimiebL
2002bLnjbLgjickh 4.6 216

143 TickcPathogenLInteractionsLandLVectorLyompetencepLIdentificationLofLMolecularLzriversLforL
TickcxorneLziseasesdLFrontiersdindCellulardanddInfectiondMicrobiologybL2017bLmbLggj 5.9 186

142 TheLmitochondrialLpermeabilityLtransitionLporedLBiochemicaldSocietydSymposiabL1999bLllbLglmcmo 172

141  laviviruscinducedLantibodyLcrosscreactivitydLJournaldofdGeneraldVirologybL2011bLohbLhnhgchnho 4.9 163

140 yyclophilinczLpromotesLtheLmitochondrialLpermeabilityLtransitionLbutLhasLoppositeLeffectsLonL
apoptosisLandLnecrosisdLBiochemicaldJournalbL2004bLinibLgfgco 3.8 138

139 yaseLreportpLisolationLofLaL—uropeanLbatLlyssavirusLtypeLhaLfromLaLfatalLhumanLcaseLofLrabiesL
encephalitisdLJournaldofdMedicaldVirologybL2003bLmgbLhngco 19.7 123

138 —uropeanLbatLlyssavirusespLanLemergingLzoonosisdLEpidemiologydanddInfectionbL2003bLgigbLgfhocio 4.3 115

137 TheLimmuneLresponseLtoLrabiesLvirusLinfectionLandLvaccinationdLVaccinebL2010bLhnbLinolcofg 4.1 112

136 zevelopmentLofLaLrealctimebLTaqManLreverseLtranscriptioncPyRLassayLforLdetectionLandL
differentiationLofLlyssavirusLgenotypesLgbLkbLandLldLJournaldofdClinicaldMicrobiologybL2005bLjibLhmnlcoh 9.7 112

135 —uropeanLsurveillanceLforLWestLNileLvirusLinLmosquitoLpopulationsdLInternationaldJournaldofd
EnvironmentaldResearchdanddPublicdHealthbL2013bLgfbLjnlocok 4.6 104

134 xatsLandLlyssavirusesdLAdvancesdindVirusdResearchbL2011bLmobLhiocno 10.7 95

133 VampireLbatLrabiespLecologybLepidemiologyLandLcontroldLVirusesbL2014bLlbLgoggchn 6.2 93

132 RiftLValleyLfeverLviruspLwLreviewLofLdiagnosisLandLvaccinationbLandLimplicationsLforLemergenceLinL
—uropedLVaccinebL2015bLiibLkkhfckkig 4.1 91

131 —mergingLtechnologiesLforLtheLdetectionLofLrabiesLviruspLchallengesLandLhopesLinLtheLhgstLcenturydL
PLoSdNeglecteddTropicaldDiseasesbL2009bLibLekif 4.8 89

130 wdjuvantsLandLdeliveryLsystemsLinLveterinaryLvaccinologypLcurrentLstateLandLfutureLdevelopmentsdL
ArchivesdofdVirologybL2011bLgklbLgnichfh 2.6 87
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129 JapaneseLencephalitisLvirusLinfectionbLdiagnosisLandLcontrolLinLdomesticLanimalsdLVeterinaryd
MicrobiologybL2017bLhfgbLnkcoh 3.3 86

128
yomparativeLanalysisLofLtheLfullLgenomeLsequenceLofL—uropeanLbatLlyssavirusLtypeLgLandLtypeLhL
withLotherLlyssavirusesLandLevidenceLforLaLconservedLtranscriptionLterminationLandLpolyadenylationL
motifLinLtheLGcLLiTLnonctranslatedLregiondLJournaldofdGeneraldVirologybL2007bLnnbLgifhcgigj

4.9 83

127 VirusesLselectivelyLupregulateLTollclikeLreceptorsLinLtheLcentralLnervousLsystemdLBiochemicaldandd
BiophysicaldResearchdCommunicationsbL2005bLiilbLohkcii 3.4 82

126 SpillcoverLofL—uropeanLbatLlyssavirusLtypeLgLintoLaLstoneLmartenLUMartesLfoinaVLinLGermanydL
ZoonosesdanddPublicdHealthbL2004bLkgbLjockj 78

125 —mergenceLofLwestLnileLvirusLlineageLhLinLeuropepLaLreviewLonLtheLintroductionLandLspreadLofLaL
mosquitocborneLdiseasedLFrontiersdindPublicdHealthbL2014bLhbLhmg 6 75

124 HumanLrabiesLdueLtoLlyssavirusLinfectionLofLbatLorigindLVeterinarydMicrobiologybL2010bLgjhbLgkgco 3.3 75

123 zevelopmentsLinLrabiesLvaccinesdLClinicaldanddExperimentaldImmunologybL2012bLglobLgoochfj 6.2 62

122 —mergingLTickcxorneLVirusesLinLtheLTwentyc irstLyenturydLFrontiersdindCellulardanddInfectiond
MicrobiologybL2017bLmbLhon 5.9 62

121 LoupingLillLviruspLanLendemicLtickcborneLdiseaseLofLGreatLxritaindLJournaldofdGeneraldVirologybL2014bL
okbLgffkcgfgj 4.9 60

120 —pidemiologyLofLbatLrabiesLinLGermanydLArchivesdofdVirologybL2007bLgkhbLhmicnn 2.6 59

119 PhylogeneticLcomparisonLofLtheLgenusLLyssavirusLusingLdistalLcodingLsequencesLofLtheLglycoproteinL
andLnucleoproteinLgenesdLArchivesdofdVirologybL2002bLgjmbLhgggchi 2.6 58

118 zetectionLofLmosquitoconlyLflavivirusesLinL—uropedLJournaldofdGeneraldVirologybL2012bLoibLghgkcghhk 4.9 57

117 TheLRoleLofLyulexLpipiensLLdLUzipterapLyulicidaeVLinLVirusLTransmissionLinL—uropedLInternationald
JournaldofdEnvironmentaldResearchdanddPublicdHealthbL2018bLgkbL 4.6 55

116 —xperimentalLinfectionLofLserotineLbatsLU—ptesicusLserotinusVLwithL—uropeanLbatLlyssavirusLtypeLgadL
JournaldofdGeneraldVirologybL2009bLofbLhjoichkfh 4.9 55

115 RabiesLemergenceLamongLfoxesLinLTurkeydLJournaldofdWildlifedDiseasesbL2003bLiobLhlhcmf 1.3 55

114 LyssavirusLinLIndianL lyingL oxesbLSriLLankadLEmergingdInfectiousdDiseasesbL2016bLhhbLgjklco 10.2 51

113 GeneticLcharacterisationLofLattenuatedLSwzLrabiesLvirusLstrainsLusedLforLoralLvaccinationLofLwildlifedL
VaccinebL2008bLhlbLihhmcik 4.1 50

112 wirborneLtransmissionLofLlyssavirusesdLJournaldofdMedicaldMicrobiologybL2006bLkkbLmnkcmof 3.2 49

(2006-2017)
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111 wssessmentLofLaLnovelLrealctimeLpancflavivirusLRTcpolymeraseLchainLreactiondLVectorsBornedandd
ZoonoticdDiseasesbL2010bLgfbLllkcmg 2.4 48

110 yamptothecinLcausesLcellLcycleLperturbationsLwithinLTclymphoblastoidLcellsLfollowedLbyLdoseL
dependentLinductionLofLapoptosisdLLeukemiadResearchbL1997bLhgbLolgcmh 2.7 48

109 ImmunovirologicalLcorrelatesLinLhumanLrabiesLtreatedLwithLtherapeuticLcomadLJournaldofdMedicald
VirologybL2010bLnhbLghkkclk 19.7 47

108 —xperimentalLstudyLofL—uropeanLbatLlyssavirusLtypechLinfectionLinLzaubentonTsLbatsLUMyotisL
daubentoniiVdLJournaldofdGeneraldVirologybL2008bLnobLhllhchlmh 4.9 47

107 IsolationLofLaL—uropeanLbatLlyssavirusLtypeLhLfromLaLzaubentonTsLbatLinLtheLUnitedLKingdomdL
VeterinarydRecordbL2003bLgkhbLinicm 0.9 43

106 ImportLandLprocessingLofLheartLmitochondrialLcyclophilinLzdLFEBSdJournalbL1999bLhlibLikico 43

105 wnticretroviralLtherapyLreversesLHIVcassociatedLabnormalitiesLinLlymphocyteLapoptosisdLClinicaldandd
ExperimentaldImmunologybL1998bLggibLhhocij 6.2 42

104 RiftLValleyLfeverLviruspLstrategiesLforLmaintenancebLsurvivalLandLverticalLtransmissionLinLmosquitoesdL
JournaldofdGeneraldVirologybL2017bLonbLnmkcnnm 4.9 42

103 MosquitoLcellLlinespLhistorybLisolationbLavailabilityLandLapplicationLtoLassessLtheLthreatLofLarboviralL
transmissionLinLtheLUnitedLKingdomdLParasitesdanddVectorsbL2014bLmbLinh 4 39

102 SusceptibilityLofLNorthLwmericanLbigLbrownLbatsLU—ptesicusLfuscusVLtoLinfectionLwithL—uropeanLbatL
lyssavirusLtypeLgdLJournaldofdGeneraldVirologybL2008bLnobLgoonchfgf 4.9 39

101 xabesiaLcanisLdetectedLinLdogsLandLassociatedLticksLfromL—ssexdLVeterinarydRecordbL2016bLgmnbLhjicj 0.9 38

100 —mergenceLofLxabesiaLcanisLinLsouthernL—nglanddLParasitesdanddVectorsbL2017bLgfbLhjg 4 37

99 —volutionaryLhistoryLofLrabiesLinLGhanadLPLoSdNeglecteddTropicaldDiseasesbL2011bLkbLegffg 4.8 37

98 LyssavirusLinfectionLactivatesLinterferonLgeneLexpressionLinLtheLbraindLJournaldofdGeneraldVirologybL
2006bLnmbLhllichllm 4.9 36

97 zefiningLtheLchemokineLbasisLforLleukocyteLrecruitmentLduringLviralLencephalitisdLJournaldofd
VirologybL2014bLnnbLokkiclm 6.6 35

96 SusceptibilityLofLsheepLtoL—uropeanLbatLlyssavirusLtypecgLandLchLinfectionpLaLclinicalLpathogenesisL
studydLVeterinarydMicrobiologybL2007bLghkbLhgfchi 3.3 34

95 MolecularLepidemiologicalLstudyLofLwrcticLrabiesLvirusLisolatesLfromLGreenlandLandLcomparisonLwithL
isolatesLfromLthroughoutLtheLwrcticLandLxalticLregionsdLVirusdResearchbL2006bLgglbLgcgf 6.4 34

94 ReviewLofLhumanLrabiesLcasesLinLtheLUKLandLinLGermanydLVeterinarydRecordbL2005bLgkmbLmgk 0.9 34

Nicholas Johnson

4



93 yomparativeLpathologicalLstudyLofLtheLmurineLbrainLafterLexperimentalLinfectionLwithLclassicalL
rabiesLvirusLandL—uropeanLbatLlyssavirusesdLJournaldofdComparativedPathologybL2009bLgjfbLggichl 1 33

92 —pidemiologyLandLecologyLofLWestLNileLvirusLinLsubcSaharanLwfricadLParasitesdanddVectorsbL2018bLggbLjgj 4 32

91 —uropeanLbatLlyssavirusesLâ��LanLecologicalLenigmadLActadChiropterologicabL2007bLobLhnichol 1 32

90 InvestigationLofLaLhumanLcaseLofLrabiesLinLtheLUnitedLKingdomdLJournaldofdClinicaldVirologybL2002bLhkbLikgcl14.5 31

89 —nhancedLWestLNileLvirusLsurveillanceLinLtheLNorthLKentLmarshesbLUKdLParasitesdanddVectorsbL2015bLnbLog 4 30

88 —valuationLofLaLtemperateLclimateLmosquitobLOchlerotatusLdetritusLUswedesLdetritusVbLasLaLpotentialL
vectorLofLJapaneseLencephalitisLvirusdLMedicaldanddVeterinarydEntomologybL2015bLhobLgco 2.4 30

87 zetectionLofLtickcborneLbacteriaLandLbabesiaLwithLzoonoticLpotentialLinLwrgasLUyariosVLvespertilionisL
ULatreillebLgnfhVLticksLfromLxritishLbatsdLScientificdReportsbL2018bLnbLgnlk 4.9 28

86 MolecularLspeciesLidentificationbLhostLpreferenceLandLdetectionLofLmyxomaLvirusLinLtheLwnophelesL
maculipennisLcomplexLUzipterapLyulicidaeVLinLsouthernL—nglandbLUKdLParasitesdanddVectorsbL2015bLnbLjhg 4 27

85 zNwLbarcodingLofLxritishLmosquitoesLUzipterabLyulicidaeVLtoLsupportLspeciesLidentificationbL
discoveryLofLcrypticLgeneticLdiversityLandLmonitoringLinvasiveLspeciesdLZooKeysbL2019bLnihbLkmcml 1.2 27

84 HumanLrabiesLcaseLwithLlongLincubationbLwustraliadLEmergingdInfectiousdDiseasesbL2008bLgjbLgokfcg 10.2 26

83 RabiesLinLNorthLwmericaLandL—uropedLJournaldofdthedRoyaldSocietydofdMedicinebL2002bLokbLocgi 2.3 26

82 TickcborneLpathogensLinduceLdifferentialLexpressionLofLgenesLpromotingLcellLsurvivalLandLhostL
resistanceLinLIxodesLricinusLcellsdLParasitesdanddVectorsbL2017bLgfbLng 4 25

81 —nhancedLpassiveLbatLrabiesLsurveillanceLinLindigenousLbatLspeciesLfromLGermanyccaLretrospectiveL
studydLPLoSdNeglecteddTropicaldDiseasesbL2014bLnbLehnik 4.8 25

80 RabiesLepidemiologyLandLcontrolLinLTurkeypLpastLandLpresentdLEpidemiologydanddInfectionbL2010bLginbLifkcgh4.3 24

79 GeneticLanalysisLofLaLrabiesLvirusLhostLshiftLeventLrevealsLwithinchostLviralLdynamicsLinLaLnewLhostdL
VirusdEvolutionbL2017bLibLvexfin 3.7 23

78
TissuecSpecificLSignaturesLinLtheLTranscriptionalLResponseLtoLwnaplasmaLphagocytophilumL
InfectionLofLIxodesLscapularisLandLIxodesLricinusLTickLyellLLinesdLFrontiersdindCellulardanddInfectiond
MicrobiologybL2016bLlbLhf

5.9 23

77 zNwLbarcodingLofLNeotropicalLblackLfliesLUzipterapLSimuliidaeVpLSpeciesLidentificationLandLdiscoveryL
ofLcrypticLdiversityLinLMesoamericadLZootaxabL2015bLioilbLoicggj 0.5 22

76 RepeatedLdetectionLofL—uropeanLbatLlyssavirusLtypeLhLinLdeadLbatsLfoundLatLaLsingleLroostLsiteLinL
theLUKdLArchivesdofdVirologybL2009bLgkjbLgnjmckf 2.6 22
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75 zevelopmentLofLaLzNwLmicroarrayLforLsimultaneousLdetectionLandLgenotypingLofLlyssavirusesdLVirusd
ResearchbL2009bLgjjbLhfhcn 6.4 22

74 —uropeanLbatLlyssavirusLtypeLhLRNwLinLMyotisLdaubentoniidLEmergingdInfectiousdDiseasesbL2006bLghbLggjhcj10.2 22

73 MolecularLapproachesLforLbloodLmealLanalysisLandLspeciesLidentificationLof´ mosquitoesLUInsectapL
zipterapLyulicidaeVLinLruralLlocationsLinLsouthernL—nglandbLUnitedLKingdomdLZootaxabL2017bLjhkfbLlmcml 0.5 21

72 —mergingLMosquitocxorneLThreatsLandLtheLResponseLfromL—uropeanLandL—asternLMediterraneanL
yountriesdLInternationaldJournaldofdEnvironmentaldResearchdanddPublicdHealthbL2018bLgkbL 4.6 21

71 zetectionLofLTheileriaLluwenshuniLinLsheepLfromLGreatLxritaindLParasitesdanddVectorsbL2016bLobLhfi 4 20

70 wLnewLoutbreakLofLrabiesLinLrareL—thiopianLwolvesLUyanisLsimensisVdLArchivesdofdVirologybL2010bLgkkbLggmkcm2.6 20

69 IsolationLofL—uropeanLbatLlyssavirusLtypeLhLfromLaLzaubentonTsLbatLUMyotisLdaubentoniiVLinL
ShropshiredLVeterinarydRecordbL2007bLglgbLinjcl 0.9 20

68 MolecularLepidemiologyLofLrabiesLinLxotswanapLaLcomparisonLbetweenLantibodyLtypingLandL
nucleotideLsequenceLphylogenydLVeterinarydMicrobiologybL2004bLgfgbLigcn 3.3 20

67 —pidemiologicalLperspectivesLonLWestLNileLvirusLsurveillanceLinLwildLbirdsLinLGreatLxritaindL
EpidemiologydanddInfectionbL2013bLgjgbLggijcjh 4.3 19

66
TranscriptionalLupregulationLofLSOySLgLandLsuppressorsLofLcytokineLsignalingLiLmRNwLinLtheL
absenceLofLsuppressorsLofLcytokineLsignalingLhLmRNwLafterLinfectionLwithLWestLNileLvirusLorL
tickcborneLencephalitisLvirusdLVectorsBornedanddZoonoticdDiseasesbL2010bLgfbLljocki

2.4 19

65 RabiesLinLfoxesbLwegeanLregionbLTurkeydLEmergingdInfectiousdDiseasesbL2009bLgkbLglhfch 10.2 19

64 RapidLmolecularLdetectionLmethodsLforLarbovirusesLofLlivestockLofLimportanceLtoLnorthernL—uropedL
JournaldofdBiomedicinedanddBiotechnologybL2012bLhfghbLmgojfh 19

63 ImportedLrabiesbL—uropeanLUnionLandLSwitzerlandbLhffgchfgfdLEmergingdInfectiousdDiseasesbL2011bL
gmbLmkicj 10.2 18

62 HighLseroprevelanceLofLWestLNileLvirusLantibodiesLobservedLinLhorsesLfromLsouthwesternLNigeriadL
VectorsBornedanddZoonoticdDiseasesbL2015bLgkbLhgnchf 2.4 17

61 zetectionLofLSchmallenbergLvirusLserumLneutralisingLantibodiesdLJournaldofdVirologicaldMethodsbL
2013bLgnnbLgiocjj 2.6 17

60 WildlifeLrabiesLinLWesternLTurkeypLtheLspreadLofLrabiesLthroughLtheLwesternLprovincesLofLTurkeydL
EpidemiologydanddInfectionbL2006bLgijbLilocmk 4.3 17

59 yompetenceLofLmosquitoesLnativeLtoLtheLUnitedLKingdomLtoLsupportLreplicationLandLtransmissionL
ofLRiftLValleyLfeverLvirusdLParasitesdanddVectorsbL2018bLggbLifn 4 16

58 —mergingLThreatsLtoLwnimalsLinLtheLUnitedLKingdomLbyLwrthropodcxorneLziseasesdLFrontiersdind
VeterinarydSciencebL2020bLmbLhf 3.1 15
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57
HowLoftenLdoLmosquitoesLbiteLhumansLinLsouthernL—nglanduLwLstandardisedLsummerLtrialLatLfourL
sitesLrevealsLspatialbLtemporalLandLsitecrelatedLvariationLinLbitingLratesdLParasitesdanddVectorsbL2017bL
gfbLjhf

4 15

56 MolecularLepidemiologyLofLrabiesLvirusLinLRomaniaLprovidesLevidenceLforLaLhighLdegreeLofL
heterogeneityLandLvirusLdiversitydLVirusdResearchbL2010bLgkfbLhncii 6.4 14

55 IdentificationLandLcharacterizationLofLaLnovelLtickcborneLflavivirusLsubtypeLinLgoatsLUyapraLhircusVLinL
SpaindLJournaldofdGeneraldVirologybL2015bLolbLglmlcng 4.9 13

54
ImplementationLandLmonitoringLofLoralLrabiesLvaccinationLofLfoxesLinLKosovoLbetweenLhfgfLandL
hfgiccanLinternationalLandLintersectorialLeffortdLInternationaldJournaldofdMedicaldMicrobiologybL2014bL
ifjbLofhcgf

3.7 13

53 TheLRoleLofLxirdsLofLPreyLinLWestLNileLVirusL—pidemiologydLVaccinesbL2020bLnbL 5.3 13

52 JetLsetLpetspLexaminingLtheLzoonosisLriskLinLanimalLimportLandLtravelLacrossLtheL—uropeanLUniondL
VeterinarydMedicine:dResearchdanddReportsbL2015bLlbLgmchk 2.3 12

51
wnLoutbreakLofLbovineLbabesiosisLinL ebruarybLhfgobLtriggeredLbyLaboveLaverageLwinterL
temperaturesLinLsouthernL—nglandLandLcocinfectionLwithLxabesiaLdivergensLandLwnaplasmaL
phagocytophilumdLParasitesdanddVectorsbL2020bLgibLifk

4 11

50 —uropeanLbatLlyssavirusLtypeLhLinLaLzaubentonTsLbatLinLScotlanddLVeterinarydRecordbL2009bLglkbLinicj 0.9 11

49 IdentificationLofL—uropeanLbatLlyssavirusLisolatesLwithLshortLgenomicLinsertionsdLVirusdResearchbL
2007bLghnbLgjfci 6.4 11

48 IdentificationLofLaL—uropeanLbatLlyssavirusLtypeLhLinLaLzaubentonTsLbatLfoundLinLStainesbLSurreybLUKdL
VeterinarydRecordbL2004bLgkkbLjijck 0.9 11

47 xatLrabiesccaLGordianLknotudLBerlinerdUnddMunchenerdTierarztlichedWochenschriftbL2009bLghhbLjhkcii 11

46 xovineLrabiesLinLTurkeypLpatternsLofLinfectionLandLimplicationsLforLcostsLandLcontroldLEpidemiologyd
anddInfectionbL2014bLgjhbLgohkcii 4.3 10

45 IdentificationLofLaL—uropeanLbatLlyssavirusLtypeLhLinLaLzaubentonTsLbatLfoundLinLLancashiredL
VeterinarydRecordbL2004bLgkkbLlflcm 0.9 10

44 yompleteLgenomicLsequenceLofLrabiesLvirusLfromLanLethiopianLwolfdLGenomedAnnouncementsbL2015bL
ibL 9

43 xatLRabiesL2013bLhgkchlm 9

42 WestLNileLVirusLspreadLandLdifferentialLchemokineLresponseLinLtheLcentralLnervousLsystemLofLmicepL
RoleLinLpathogenicLmechanismsLofLencephalitisdLTransboundarydanddEmergingdDiseasesbL2020bLlmbLmoocngf4.2 9

41 TemperateLconditionsLrestrictLJapaneseLencephalitisLvirusLinfectionLtoLtheLmidcgutLandLpreventsL
systemicLdisseminationLinLyulexLpipiensLmosquitoesdLScientificdReportsbL2021bLggbLlgii 4.9 9

40 InnateLandLadaptiveLimmuneLresponsesLtoLtickcborneLflavivirusLinfectionLinLsheepdLVeterinaryd
MicrobiologybL2016bLgnkbLhfcn 3.3 8

(2016-2017)
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39 —uropeanLbatLlyssavirusLtypeLhLinLaLbatLfoundLinLLancashiredLVeterinarydRecordbL2002bLgkgbLjkkcl 0.9 8

38 wntigenicLcharacterisationLofLyeastcexpressedLlyssavirusLnucleoproteinsdLVirusdGenesbL2007bLikbLkhgco 2.3 7

37 zetectionLofLUsutuLvirusLinfectionLinLwildLbirdsLinLtheLUnitedLKingdombLhfhfdLEurosurveillancebL2020bL
hkbL 19.8 7

36 xabesiaLcanisLinfectionLinLticksLinL—ssexdLVeterinarydRecordbL2016bLgmnbLihi 0.9 7

35 TickcVirusLInteractionspLTollLSensingdLFrontiersdindCellulardanddInfectiondMicrobiologybL2017bLmbLhoi 5.9 6

34 InvestigationLofLanLImportedLyaseLofLRabiesLinLaLJuvenileLzogLwithLwtypicalLPresentationdLAnimalsbL
2011bLgbLjfhcgi 3.1 5

33 LoupingLillLvirusLgenomeLsequenceLderivedLfromLtheLspinalLcordLofLanLinfectedLlambdLGenomed
AnnouncementsbL2013bLgbL 4

32 —xpansionLofLredLsheepLtickLrangeLinL—nglanddLVeterinarydRecordbL2020bLgnlbLlkgclkh 0.9 4

31 xirdcbitingLmosquitoesLonLfarmsLinLsouthernL—nglanddLVeterinarydRecordbL2018bLgnibLjmj 0.9 3

30 wLShortLIntroductionLtoLziseaseL—mergenceL2014bLgcgo 3

29 xabesiaLvogeliLinLaLquarantinedLdogdLVeterinarydRecordbL2013bLgmhbLhjgch 0.9 3

28 InvestigationLofLbovineLephemeralLfeverLvirusLtransmissionLbyLputativeLdipteranLvectorsLunderL
experimentalLconditionsdLParasitesdanddVectorsbL2020bLgibLkom 4 3

27 —xplorationLofLbinaryLproteincproteinLinteractionsLbetweenLtickcborneLflavivirusesLandLIxodesL
ricinusdLParasitesdanddVectorsbL2021bLgjbLgjj 4 3

26 UsingLspeciesLdistributionLmodelsLtoLpredictLpotentialLhotcspotsLforLRiftLValleyL everLestablishmentL
inLtheLUnitedLKingdomdLPLoSdONEbL2019bLgjbLefhhkhkf 3.7 3

25
 irstLreportLofLfatalLtickLpyaemiaLcausedLbyLheavyLinfestationLwithLtheLredLsheepLtickbL
HaemaphysalisLpunctataLandLcocinfectionLwithLxabesiaLandLTheileriaLspeciesdLVeterinarydRecorddCased
ReportsbL2020bLnbLeffghlm

0.2 2

24 PreventingLtickLexposureLinLvetsLandLfarmersdLVeterinarydRecordbL2020bLgnmbLgok 0.9 2

23 InterplayLbetweenLrabiesLvirusLandLtheLmammalianLimmuneLsystemdLWorlddJournaldofdClinicald
InfectiousdDiseasesbL2015bLkbLlm 0.7 2

22 IncursionLofL—uropeanLxatLLyssavirusLgLU—xLVcgVLinLSerotineLxatsLinLtheLUnitedLKingdomdLVirusesbL
2021bLgibL 6.2 2
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21 —quineLseroprevalenceLofLWestLNileLvirusLantibodiesLinLtheLUKLinLhfgodLParasitesdanddVectorsbL2020bL
gibLkol 4 2

20 OneLHealthLwpproachLtoLTickLandLTickcxorneLziseaseLSurveillanceLinLtheLUnitedLKingdomdL
InternationaldJournaldofdEnvironmentaldResearchdanddPublicdHealthbL2022bLgobLknii 4.6 2

19 PrevalenceLofLwnaplasmaLphagocytophilumLinLquestingLIxodesLricinusLnymphsLacrossLtwentyL
recreationalLareasLinL—nglandLandLWalesdLTicksdanddTicksbornedDiseasesbL2022bLgfgolk 3.6 2

18 yompleteLGenomeLSequenceLofLRiftLValleyL everLVirusLStrainLLunyodLGenomedAnnouncementsbL2016bL
jbL 1

17 TheLRoleLofLxirdsLinLtheLSpreadLofLWestLNileLVirusL2014bLgjicglm 1

16 PotentialLpathwayLforLyrimeanLyongoLhaemorrhagicLfeverLvirusLtoLenterLtheLUKdLVeterinarydRecordbL
2014bLgmkbLgffcg 0.9 1

15 OligonucleotideLMicroarrayL2014bLgoichfi 1

14 StateLofLtheLGlobepLRabiesLisLStillLRampantLandLNeedsLwctiondLJournaldofdGlobaldInfectiousdDiseasesbL
2010bLhbLhfgch 2.8 1

13 zetectionLofLRiftLValleyL everLVirusLRNwLinL ormalinc ixedLMosquitoesLbyLInLSituLHybridizationL
URNwscopeVdLVirusesbL2021bLgibL 6.2 1

12 pLanotherLunwelcomeLparasiticLvisitorLtoLtheLUKdLVeterinarydRecordbL2018bLgnibLmgjcmgk 0.9 1

11 RabiesLinL—uropepLdistributionbLriskbLdiagnosisLandLpreventiondLCompaniondAnimalbL2014bLgobLghfcghj 0.2 0

10 OralLsusceptibilityLofLaedineLandLculicineLmosquitoesLUzipterapLyulicidaeVLtoLxataiLOrthobunyavirusdL
ParasitesdanddVectorsbL2021bLgjbLkll 4 0

9 HighLmorbidityLassociatedLwithLanLoutbreakLofLtickcborneLdiseaseLinLaLdairyLherdbLyornwalldL
VeterinarydRecorddCasedReportsbegmg 0.2 0

8 InductionLofLapoptosisLwithinLTLlymphoblastoidLcellsLbyLaLtopoisomeraseLILinhibitordLBiochemicald
SocietydTransactionsbL1997bLhkbLhjfS 5.1

7 MitochondrialLimportLofLcyclophilinczdLBiochemicaldSocietydTransactionsbL1998bLhlbLSiho 5.1

6 PopulationLgenomicsLofLloupingLillLvirusLprovideLnewLinsightsLintoLtheLevolutionLofLtickcborneL
flavivirusesL2020bLgjbLefffngii

5 PopulationLgenomicsLofLloupingLillLvirusLprovideLnewLinsightsLintoLtheLevolutionLofLtickcborneL
flavivirusesL2020bLgjbLefffngii

4 PopulationLgenomicsLofLloupingLillLvirusLprovideLnewLinsightsLintoLtheLevolutionLofLtickcborneL
flavivirusesL2020bLgjbLefffngii
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flavivirusesL2020bLgjbLefffngii
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