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n Paper IF Citations

138 MutationNtrackingNinNcirculatingNtumorNvNsNpredictsNrelapseNinNearlyNbreastNcancer]NSciencel
TranslationallMedicineZN2015ZNiZNebdracee 17.5 679

137 uerebrospinalNfluid[derivedNcirculatingNtumourNvNsNbetterNrepresentsNtheNgenomicNalterationsNofN
brainNtumoursNthanNplasma]NNaturelCommunicationsZN2015ZNhZNjjek 17.4 416

136 uapturingNintra[tumorNgeneticNheterogeneityNbyNdeNnovoNmutationNprofilingNofNcirculatingNcell[freeN
tumorNvNslNaNproof[of[principle]NAnnalsloflOncologyZN2014ZNdgZNcidk[cieg 10.3 258

135 yenomicNcharacterizationNofNmetastaticNbreastNcancers]NNatureZN2019ZNghkZNghb[ghf 50.4 256

134 SpatialNandNtemporalNheterogeneityNinNhigh[gradeNserousNovarianNcancerlNaNphylogeneticNanalysis]N
PLoSlMedicineZN2015ZNcdZNecbbcijk 11.6 230

133 uhromosomalNinstabilityNdeterminesNtaxaneNresponse]NProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaZN2009ZNcbhZNjhic[h 11.5 192

132 treastNcancerNintra[tumorNheterogeneity]NBreastlCancerlResearchZN2014ZNchZNdcb 8.3 188

131 sNframeworkNtoNrankNgenomicNalterationsNasNtargetsNforNcancerNprecisionNmedicinelNtheNwSMONScaleN
forNulinicalNsctionabilityNofNmolecularNTargetsNVwSusTW]NAnnalsloflOncologyZN2018ZNdkZNcjkg[ckbd 10.3 181

130 OrganoidNModelsNofNzumanNLiverNuancersNverivedNfromNTumorNNeedleNtiopsies]NCelllReportsZN2018ZN
dfZNcehe[ceih 10.6 166

129 zotspotNactivatingNPRKvcNsomaticNmutationsNinNpolymorphousNlow[gradeNadenocarcinomasNofNtheN
salivaryNglands]NNaturelGeneticsZN2014ZNfhZNcchh[k 36.3 150

128 ProgressionNfromNductalNcarcinomaNinNsituNtoNinvasiveNbreastNcancerlNrevisited]NMolecularlOncologyZN
2013ZNiZNjgk[hk 7.9 146

127 viverseNandNReversionNMutationsNinNuirculatingNuell[xreeNvNsNofNTherapy[ResistantNtreastNorN
OvarianNuancer]NClinicallCancerlResearchZN2017ZNdeZNhibj[hidb 12.9 132

126 SxetcNmutationsNconstituteNaNnovelNtherapeuticNtargetNinNbreastNcancer]NJournalloflPathologyZN2015ZN
degZNgic[jb 9.4 124

125 yenomicNanalysisNofNgeneticNheterogeneityNandNevolutionNinNhigh[gradeNserousNovarianNcarcinoma]N
OncogeneZN2010ZNdkZNfkbg[ce 9.2 122

124 MassivelyNParallelNSequencing[tasedNulonalityNsnalysisNofNSynchronousNwndometrioidNwndometrialN
andNOvarianNuarcinomas]NJournalloflthelNationallCancerlInstituteZN2016ZNcbjZNdjvfdi 9.7 111

123 sNrecurrentNneomorphicNmutationNinNMYOvcNdefinesNaNclinicallyNaggressiveNsubsetNofNembryonalN
rhabdomyosarcomaNassociatedNwithNPIeK[sKTNpathwayNmutations]NNaturelGeneticsZN2014ZNfhZNgkg[hbb 36.3 107

122 yenomicNlandscapeNofNadenoidNcysticNcarcinomaNofNtheNbreast]NJournalloflPathologyZN2015ZNdeiZNcik[jk 9.4 101
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121 TheNproteinNhistidineNphosphataseNLzPPNisNaNtumourNsuppressor]NNatureZN2018ZNgggZNhij[hjd 50.4 96

120 tenchmarkingNmutationNeffectNpredictionNalgorithmsNusingNfunctionallyNvalidatedNcancer[relatedN
missenseNmutations]NGenomelBiologyZN2014ZNcgZNfjf 18.3 95

119 TheNLandscapeNofNSomaticNyeneticNslterationsNinNMetaplasticNtreastNuarcinomas]NClinicallCancerl
ResearchZN2017ZNdeZNejgk[ejib 12.9 92

118 TheNyenomicNLandscapeNofNMaleNtreastNuancers]NClinicallCancerlResearchZN2016ZNddZNfbfg[gh 12.9 85

117 Intra[tumorNgeneticNheterogeneityNandNalternativeNdriverNgeneticNalterationsNinNbreastNcancersNwithN
heterogeneousNzwRdNgeneNamplification]NGenomelBiologyZN2015ZNchZNcbi 18.3 83

116 Whole[genomeNsingle[cellNcopyNnumberNprofilingNfromNformalin[fixedNparaffin[embeddedNsamples]N
NaturelMedicineZN2017ZNdeZNeih[ejg 50.5 82

115 RecurrentNhotspotNmutationsNinNzRsSNQhcNandNPIeK[sKTNpathwayNgenesNasNdriversNofNbreastN
adenomyoepitheliomas]NNaturelCommunicationsZN2018ZNkZNcjch 17.4 82

114
MassivelyNparallelNsequencingNofNphyllodesNtumoursNofNtheNbreastNrevealsNactionableNmutationsZNandN
TwRTNpromoterNhotspotNmutationsNandNTwRTNgeneNamplificationNasNlikelyNdriversNofNprogression]N
JournalloflPathologyZN2016ZNdejZNgbj[cj

9.4 80

113 uharacterizationNofNtheNgenomicNfeaturesNandNexpressedNfusionNgenesNinNmicropapillaryNcarcinomasN
ofNtheNbreast]NJournalloflPathologyZN2014ZNdedZNgge[hg 9.4 75

112 treastNcancerNgenomicsNfromNmicroarraysNtoNmassivelyNparallelNsequencinglNparadigmsNandNnewN
insights]NJournalloflthelNationallCancerlInstituteZN2015ZNcbiZN 9.7 72

111 TandemNduplicationNofNchromosomalNsegmentsNisNcommonNinNovarianNandNbreastNcancerNgenomes]N
JournalloflPathologyZN2012ZNddiZNffh[gg 9.4 72

110 UterineNadenosarcomasNareNmesenchymalNneoplasms]NJournalloflPathologyZN2016ZNdejZNejc[j 9.4 70

109 IvzdNMutationsNvefineNaNUniqueNSubtypeNofNtreastNuancerNwithNslteredNNuclearNPolarity]NCancerl
ResearchZN2016ZNihZNiccj[icdk 10.1 70

108 yeneticNzeterogeneityNinNTherapy[NaˆflveNSynchronousNPrimaryNtreastNuancersNandNTheirN
Metastases]NClinicallCancerlResearchZN2017ZNdeZNffbd[ffcg 12.9 69

107 uancerNviagnosisNUsingNaNLiquidNtiopsylNuhallengesNandNwxpectations]NDiagnosticsZN2018ZNjZN 3.8 69

106 yeneticNalterationsNofNtripleNnegativeNbreastNcancerNbyNtargetedNnext[generationNsequencingNandN
correlationNwithNtumorNmorphology]NModernlPathologyZN2016ZNdkZNfih[jj 9.8 67

105 zwRdNReactivationNthroughNscquisitionNofNtheNzwRdNLiggSNMutationNasNaNMechanismNofNscquiredN
ResistanceNtoNzwRd[targetedNTherapyNinNzwRdNtreastNuancer]NClinicallCancerlResearchZN2017ZNdeZNgcde[gcef12.9 64

104 MechanismNofNactionNofNaNWWTRcVTsZW[usMTscNfusionNoncoprotein]NOncogeneZN2016ZNegZNkdk[ej 9.2 63

(2016-2018)
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103 Intra[tumourNgeneticNheterogeneityNandNpoorNchemoradiotherapyNresponseNinNcervicalNcancer]N
BritishlJournalloflCancerZN2011ZNcbfZNehc[j 8.7 58

102 treastNcancerNintratumorNgeneticNheterogeneitylNcausesNandNimplications]NExpertlReviewlofl
AnticancerlTherapyZN2012ZNcdZNcbdc[ed 3.5 57

101 MetaplasticNbreastNcarcinomasNdisplayNgenomicNandNtranscriptomicNheterogeneityN[corrected]]]N
ModernlPathologyZN2015ZNdjZNefb[gc 9.8 56

100 LossNofNosteoclastsNcontributesNtoNdevelopmentNofNosteosarcomaNpulmonaryNmetastases]NCancerl
ResearchZN2010ZNibZNibhe[id 10.1 56

99 yenomicNprofilingNofNhistologicalNspecialNtypesNofNbreastNcancer]NBreastlCancerlResearchlandl
TreatmentZN2013ZNcfdZNdgi[hk 4.4 55

98 ReliabilityNofNWhole[wxomeNSequencingNforNsssessingNIntratumorNyeneticNzeterogeneity]NCelll
ReportsZN2018ZNdgZNcffh[cfgi 10.6 55

97 yeneticNeventsNinNtheNprogressionNofNadenoidNcysticNcarcinomaNofNtheNbreastNtoNhigh[gradeN
triple[negativeNbreastNcancer]NModernlPathologyZN2016ZNdkZNcdkd[cebg 9.8 52

96 TPgeNMutationalNSpectrumNinNwndometrioidNandNSerousNwndometrialNuancers]NInternationallJournall
oflGynecologicallPathologyZN2016ZNegZNdjk[ebb 3.2 51

95 yeneticNprofilingNusingNplasma[derivedNcell[freeNvNsNinNtherapy[naˆflveNhepatocellularNcarcinomaN
patientslNaNpilotNstudy]NAnnalsloflOncologyZN2018ZNdkZNcdjh[cdkc 10.3 49

94 TheNRoleNofNLongNNon[uodingNRNssNinNzepatocarcinogenesis]NInternationallJournalloflMolecularl
SciencesZN2018ZNckZN 6.3 49

93 MetaplasticNbreastNcarcinomalNmoreNthanNaNspecialNtype]NNaturelReviewslCancerZN2014ZNcfZNcfi[j 31.3 49

92 TheNroleNofNtandemNduplicatorNphenotypeNinNtumourNevolutionNinNhigh[gradeNserousNovarianNcancer]N
JournalloflPathologyZN2012ZNddhZNibe[cd 9.4 48

91 MYtLcNrearrangementsNandNMYtNamplificationNinNbreastNadenoidNcysticNcarcinomasNlackingNtheN
MYt[NxItNfusionNgene]NJournalloflPathologyZN2018ZNdffZNcfe[cgb 9.4 46

90 TheNrepertoireNofNsomaticNgeneticNalterationsNofNacinicNcellNcarcinomasNofNtheNbreastlNanNexploratoryZN
hypothesis[generatingNstudy]NJournalloflPathologyZN2015ZNdeiZNchh[ij 9.4 42

89 MicroglandularNadenosisNassociatedNwithNtriple[negativeNbreastNcancerNisNaNneoplasticNlesionNofN
triple[negativeNphenotypeNharbouringNTPgeNsomaticNmutations]NJournalloflPathologyZN2016ZNdejZNhii[jj 9.4 42

88 TheNyenomicNLandscapeNofNMucinousNtreastNuancer]NJournalloflthelNationallCancerlInstituteZN2019ZN
cccZNiei[ifc 9.7 41

87 IntegrativeNgenomicNandNtranscriptomicNcharacterizationNofNpapillaryNcarcinomasNofNtheNbreast]N
MolecularlOncologyZN2014ZNjZNcgjj[hbd 7.9 38

86 yenomicNandNtranscriptomicNheterogeneityNinNmetaplasticNcarcinomasNofNtheNbreast]NNpjlBreastl
CancerZN2017ZNeZNfj 7.8 38
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85 MutationNProfilingNofNKeyNuancerNyenesNinNPrimaryNtreastNuancersNandNTheirNvistantNMetastases]N
CancerlResearchZN2018ZNijZNeccd[ecdc 10.1 37

84 PIeKNpathwayNactivationNinNhigh[gradeNductalNcarcinomaNinNsitu[[implicationsNforNprogressionNtoN
invasiveNbreastNcarcinoma]NClinicallCancerlResearchZN2014ZNdbZNdedh[ei 12.9 37

83 TargetedNcaptureNmassivelyNparallelNsequencingNanalysisNofNLuISNandNinvasiveNlobularNcancerlN
RepertoireNofNsomaticNgeneticNalterationsNandNclonalNrelationships]NMolecularlOncologyZN2016ZNcbZNehb[ib7.9 36

82 ti[allelicNalterationsNinNvNsNrepairNgenesNunderpinNhomologousNrecombinationNvNsNrepairNdefectsN
inNbreastNcancer]NJournalloflPathologyZN2017ZNdfdZNchg[cii 9.4 35

81 TheNgeneticNlandscapeNofNbreastNcarcinomasNwithNneuroendocrineNdifferentiation]NJournallofl
PathologyZN2017ZNdfcZNfbg[fck 9.4 35

80 sNtumorNvNsNcomplexNaberrationNindexNisNanNindependentNpredictorNofNsurvivalNinNbreastNandN
ovarianNcancer]NMolecularlOncologyZN2015ZNkZNccg[di 7.9 35

79 wstablishingNtheNoriginNofNmetastaticNdepositsNinNtheNsettingNofNmultipleNprimaryNmalignancieslNtheN
roleNofNmassivelyNparallelNsequencing]NMolecularlOncologyZN2014ZNjZNcgb[j 7.9 34

78
yeneticNanalysisNofNmicroglandularNadenosisNandNacinicNcellNcarcinomasNofNtheNbreastNprovidesN
evidenceNforNtheNexistenceNofNaNlow[gradeNtriple[negativeNbreastNneoplasiaNfamily]NModernlPathology
ZN2017ZNebZNhk[jf

9.8 34

77 PhyllodesNtumorsNwithNandNwithoutNfibroadenoma[likeNareasNdisplayNdistinctNgenomicNfeaturesNandN
mayNevolveNthroughNdistinctNpathways]NNpjlBreastlCancerZN2017ZNeZNfb 7.8 33

76 uomprehensiveNclinicalNandNmolecularNanalysesNofNneuroendocrineNcarcinomasNofNtheNbreast]N
ModernlPathologyZN2018ZNecZNhj[jd 9.8 32

75 ProteasomeNsddictionNvefinedNinNwwingNSarcomaNIsNwffectivelyNTargetedNbyNaNNovelNulassNofNckSN
ProteasomeNInhibitors]NCancerlResearchZN2016ZNihZNfgdg[ef 10.1 31

74 uirculatingNuell[xreeNvNsNinNzepatocellularNuarcinomalNuurrentNInsightsNandNOutlook]NFrontierslinl
MedicineZN2018ZNgZNij 4.9 31

73 LeiomyomaNwithNbizarreNnucleilNaNmorphologicalZNimmunohistochemicalNandNmolecularNanalysisNofNecN
cases]NModernlPathologyZN2017ZNebZNcfih[cfjj 9.8 31

72 LobularNuarcinomasNvisplayNIntralesionNyeneticNzeterogeneityNandNulonalNwvolutionNinNtheN
ProgressionNtoNInvasiveNLobularNuarcinoma]NClinicallCancerlResearchZN2019ZNdgZNhif[hjh 12.9 31

71 zighNexpressionNofNzOXsceNcorrelatesNwithNpoorlyNdifferentiatedNhepatocellularNcarcinomasNandN
modulatesNsorafenibNresponseNinNinNvitroNmodels]NLaboratorylInvestigationZN2018ZNkjZNkg[cbg 5.9 30

70 NeoantigenNpredictionNandNcomputationalNperspectivesNtowardsNclinicalNbenefitlNrecommendationsN
fromNtheNwSMONPrecisionNMedicineNWorkingNyroup]NAnnalsloflOncologyZN2020ZNecZNkij[kkb 10.3 29

69 zigh[throughputNsequencingNofNnodalNmarginalNzoneNlymphomasNidentifiesNrecurrentNtRsxN
mutations]NLeukemiaZN2018ZNedZNdfcd[dfdh 10.7 29

68 yeneNexpressionNprofilingNofNlobularNcarcinomaNinNsituNrevealsNcandidateNprecursorNgenesNforN
invasion]NMolecularlOncologyZN2015ZNkZNiid[jd 7.9 29

(2015-2018)
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67 StructuralNanalysisNofNtheNgenomeNofNbreastNcancerNcellNlineNZR[ig[ebNidentifiesNtwelveNexpressedN
fusionNgenes]NBMClGenomicsZN2012ZNceZNick 4.5 28

66 yeneticNheterogeneityNandNactionableNmutationsNinNzwRd[positiveNprimaryNbreastNcancersNandNtheirN
brainNmetastases]NOncotargetZN2018ZNkZNdbhci[dbheb 3.3 26

65 zMyscNwxpressionNinNzumanNzepatocellularNuarcinomaNuorrelatesNwithNPoorNPrognosisNandN
PromotesNTumorNyrowthNandNMigrationNinNinNvitroNModels]NNeoplasiaZN2016ZNcjZNidf[iec 6.4 25

64 sreNacinicNcellNcarcinomasNofNtheNbreastNandNsalivaryNglandsNdistinctNdiseasesq]NHistopathologyZN2015ZN
hiZNgdk[ei 7.3 25

63 uontralateralNbreastNcancerslNIndependentNcancersNorNmetastasesq]NInternationallJournalloflCancerZN
2018ZNcfdZNefi[egh 7.5 23

62 MassivelyNparallelNsequencingNanalysisNofNsynchronousNfibroepithelialNlesionsNsupportsNtheNconceptN
ofNprogressionNfromNfibroadenomaNtoNphyllodesNtumor]NNpjlBreastlCancerZN2016ZNdZNchbeg 7.8 23

61 InfiltrationNbyNmyeloperoxidase[positiveNneutrophilsNisNanNindependentNprognosticNfactorNinNbreastN
cancer]NBreastlCancerlResearchlandlTreatmentZN2019ZNciiZNgjc[gjk 4.4 22

60 LsTScNbutNnotNLsTSdNrepressesNautophagyNbyNaNkinase[independentNscaffoldNfunction]NNaturel
CommunicationsZN2019ZNcbZNgigg 17.4 22

59 TheNrepertoireNofNgeneticNalterationsNinNsalivaryNductNcarcinomaNincludingNaNnovelNzNRNPze[sLKN
rearrangement]NHumanlPathologyZN2019ZNjjZNhh[ii 3.7 21

58 yenomicNsnalysisNRevealedNNewNOncogenicNSignaturesNinN[MutantNzepatocellularNuarcinoma]N
FrontierslinlGeneticsZN2018ZNkZNd 4.5 21

57 TheNTumorNProfilerNStudylNintegratedZNmulti[omicZNfunctionalNtumorNprofilingNforNclinicalNdecisionN
support]NCancerlCellZN2021ZNekZNdjj[dke 24.3 21

56 LackNofNPRKvdNandNPRKveNkinaseNdomainNsomaticNmutationsNinNPRKvcNwild[typeNclassicN
polymorphousNlow[gradeNadenocarcinomasNofNtheNsalivaryNgland]NHistopathologyZN2016ZNhjZNcbgg[hd 7.3 21

55 InfiltratingNepitheliosisNofNtheNbreastlNcharacterizationNofNhistologicalNfeaturesZNimmunophenotypeN
andNgenomicNprofile]NHistopathologyZN2016ZNhjZNcbeb[k 7.3 21

54 Patient[derivedNxenograftsNandNorganoidsNmodelNtherapyNresponseNinNprostateNcancer]NNaturel
CommunicationsZN2021ZNcdZNccci 17.4 18

53 zighNwxpressionNofNxsPNinNuolorectalNuancerNIsNsssociatedNWithNsngiogenesisNandN
ImmunoregulationNProcesses]NFrontierslinlOncologyZN2020ZNcbZNkik 5.3 17

52 PhosphoproteinNenrichedNinNdiabetesNVPwvaPwscgWNpromotesNmigrationNinNhepatocellularNcarcinomaN
andNconfersNresistanceNtoNsorafenib]NCelllDeathlandlDiseaseZN2017ZNjZNeecej 9.8 17

51 vNsNuopyNNumberNsberrationsZNandNzumanNPapillomavirusNStatusNinNPenileNuarcinoma]N
ulinico[PathologicalNuorrelationsNandNPotentialNvriverNyenes]NPLoSlONEZN2016ZNccZNebcfhifb 3.7 17

50 ResponseNtoNdualNzwRdNblockadeNinNaNpatientNwithNzwRe[mutantNmetastaticNbreastNcancer]NAnnalslofl
OncologyZN2015ZNdhZNcibf[k 10.3 16
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49 ResolvingNquandarieslNbasaloidNadenoidNcysticNcarcinomaNorNbreastNcylindromaqNTheNroleNofN
massivelyNparallelNsequencing]NHistopathologyZN2016ZNhjZNdhd[ic 7.3 16

48 zepatocellularNuarcinomaNXenograftsNwstablishedNxromNNeedleNtiopsiesNPreserveNtheN
uharacteristicsNofNtheNOriginatingNTumors]NHepatologylCommunicationsZN2019ZNeZNkic[kjh 6 15

47 PIKingNtheNtypeNandNpatternNofNPIeKNpathwayNmutationsNinNendometrioidNendometrialNcarcinomas]N
GynecologiclOncologyZN2015ZNceiZNedc[j 4.9 14

46 PredictiveNperformanceNofNmicroarrayNgeneNsignatureslNimpactNofNtumorNheterogeneityNandNmultipleN
mechanismsNofNdrugNresistance]NCancerlResearchZN2014ZNifZNdkfh[dkhc 10.1 14

45 VascularNendothelialNgrowthNfactorNsNamplificationNinNcolorectalNcancerNisNassociatedNwithNreducedN
McNandNMdNmacrophagesNandNdiminishedNPv[c[expressingNlymphocytes]NPLoSlONEZN2017ZNcdZNebcigghe 3.7 12

44 TherapeuticNTargetingNofNuvcfhaMusMNReducesNtoneNMetastasisNinNProstateNuancer]NMolecularl
CancerlResearchZN2019ZNciZNcbfk[cbhd 6.6 12

43 NyS[pipelNaNflexibleZNeasilyNextendableNandNhighlyNconfigurableNframeworkNforNNySNanalysis]N
BioinformaticsZN2018ZNefZNcbi[cbj 7.2 11

42 TheNvilemmaNofNzwRdNvouble[equivocalNtreastNuarcinomaslNyenomicNProfilingNandNImplicationsNforN
Treatment]NAmericanlJournalloflSurgicallPathologyZN2018ZNfdZNcckb[cdbb 6.7 10

41 viagnosticNTargetedNSequencingNPanelNforNzepatocellularNuarcinomaNyenomicNScreening]NJournallofl
MolecularlDiagnosticsZN2018ZNdbZNjeh[jfj 5.1 9

40 wxpressionNofNRwTNisNassociatedNwithNOestrogenNreceptorNexpressionNbutNlacksNprognosticN
significanceNinNbreastNcancer]NBMClCancerZN2019ZNckZNfc 4.8 8

39 SuIMlNuniversalNsingle[cellNmatchingNwithNunpairedNfeatureNsets]NBioinformaticsZN2020ZNehZNikck[ikdi 7.2 8

38 PreoperativeNplasmaNfattyNacidNmetabolitesNinformNriskNofNprostateNcancerNprogressionNandNmayNbeN
usedNforNpersonalizedNpatientNstratification]NBMClCancerZN2019ZNckZNcdch 4.8 8

37 Nectin[fNwxpressionNIsNanNIndependentNPrognosticNtiomarkerNandNsssociatedNWithNtetterNSurvivalNinN
Triple[NegativeNtreastNuancer]NFrontierslinlMedicineZN2019ZNhZNdbb 4.9 7

36 RadiogenomicsNsnalysisNofNIntratumorNzeterogeneityNinNaNPatientNWithNzigh[yradeNSerousNOvarianN
uancer]NJCOlPrecisionlOncologyZN2019ZNeZN 3.6 7

35 sdenylosuccinateNlyaseNisNoncogenicNinNcolorectalNcancerNbyNcausingNmitochondrialNdysfunctionNandN
independentNactivationNofNNRxdNandNmTOR[MYu[axis]NTheranosticsZN2021ZNccZNfbcc[fbdk 12.1 7

34 yeneticNanalysisNofNuterineNadenosarcomasNandNphyllodesNtumorsNofNtheNbreast]NMolecularlOncologyZN
2017ZNccZNkce[kdh 7.9 6

33 PregnancyNatNearlyNageNisNassociatedNwithNaNreductionNofNprogesterone[responsiveNcellsNandN
epithelialNWntNsignalingNinNhumanNbreastNtissue]NOncotargetZN2017ZNjZNddege[ddehb 3.3 6

32
zigh[resolutionNgenomicNprofilingNofNthyroidNlesionsNuncoversNpreferentialNcopyNnumberNgainsN
affectingNmitochondrialNbiogenesisNlociNinNtheNoncocyticNvariants]NAmericanlJournalloflCancerl
ResearchZN2015ZNgZNckgf[ic

4.4 6

(2015-2016)
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31 yeneticNslterationsNinNtenignNtreastNtiopsiesNofNSubsequentNtreastNuancerNPatients]NFrontierslinl
MedicineZN2019ZNhZNchh 4.9 5

30 PipeITlNsNSingularityNuontainerNforNMolecularNviagnosticNSomaticNVariantNuallingNonNtheNIonNTorrentN
Next[yenerationNSequencingNPlatform]NJournalloflMolecularlDiagnosticsZN2019ZNdcZNjjf[jkf 5.1 5

29 RNsSeqNanalysisNrevealsNbiologicalNprocessesNgoverningNtheNclinicalNbehaviourNofNendometrioidNandN
serousNendometrialNcancers]NEuropeanlJournalloflCancerZN2016ZNhfZNcfk[gj 7.5 4

28 PrognosticNsignaturesNinNbreastNcancerlNcorrelationNdoesNnotNimplyNcausation]NBreastlCancerl
ResearchZN2012ZNcfZNece 8.3 4

27 StromaNTranscriptomicNandNProteomicNProfileNofNProstateNuancerNMetastasisNXenograftNModelsN
RevealsNPrognosticNValueNofNStromaNSignatures]NCancersZN2020ZNcdZN 6.6 4

26
sbstractNSf[belNsNfunctionalNassayNforNhomologousNrecombinationNVzRWNvNsNrepairNandNwholeN
exomeNsequencingNrevealNthatNzR[defectiveNsporadicNbreastNcancersNareNenrichedNforNgeneticN
alterationsNinNvNsNrepairNgenesN2016ZN

3

25 InfiltrationNbyNILdd[ProducingNTNuellsNPromotesNNeutrophilNRecruitmentNandNPredictsNxavorableN
ulinicalNOutcomeNinNzumanNuolorectalNuancer]NCancerlImmunologylResearchZN2020ZNjZNcfgd[cfhd 12.5 3

24
TranscriptionalNwnhancerNxactorNvomainNxamilyNmemberNfNwxertsNanNOncogenicNRoleNinN
zepatocellularNuarcinomaNbyNzippo[IndependentNRegulationNofNzeatNShockNProteinNibNxamilyN
Members]NHepatologylCommunicationsZN2021ZNgZNhhc[hif

6 3

23 slterationsNinNhomologousNrecombinationNrepairNgenesNinNprostateNcancerNbrainNmetastases]]NNaturel
CommunicationsZN2022ZNceZNdfbb 17.4 3

22 sbstractNkdilNTargetedNcaptureNnextNgenerationNsequencingNofNfreshNfrozenNlobularNcarcinomaNinN
situNandNinvasiveNlobularNcancerNidentifiesNaNcommonNrepertoireNofNmutationsN2014ZN 2

21 ReliabilityNofNWhole[wxomeNSequencingNforNsssessingNIntratumorNyeneticNzeterogeneity]NSSRNl
ElectroniclJournalZ 1 2

20 TheNyenomicNLandscapeNofNProstateNuancerNtrainNMetastases 2
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