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h Paper IF Citations

117 RapidLfactorLdepletionLhighlightsLintricaciesLofLnucleoplasmicLRNtLdegradationZZLNucleicgAcidsg
ResearchXL2022XL 20.1 1

116 TheLlongLnonYcodingLRNtLMαRec zLregulatesLtheLsenescenceLassociatedLsecretoryLphenotypeZL
NaturegCommunicationsXL2021XLcdXLdfgl 17.4 6

115 MvMeLupregulationLconfersLendocrineLresistanceLinLbreastLcancerLandLisLaLpredictiveLmarkerLofL
diminishedLtamoxifenLbenefitZLNpjgBreastgCancerXL2021XLiXLd 7.8 3

114 vxPikLfunctionsLdownstreamLofLvxPegbLtoLcontrolLbiogenesisLofLprimaryLciliaLbyLnegativelyL
regulatingLvPccbLlevelsZLELifeXL2021XLcbXL 8.9 11

113 SpatialLvharacterizationLofLtheL umanLventrosomeLProteomeLOpensLUpLNewL orizonsLforLaLSmallL
butLVersatileLOrganelleZLProteomicsXL2020XLdbXLeclbbehc 4.8 2

112  umanLRTxLcLassociatesLwithLPoldipeLtoLfacilitateLresponsesLtoLreplicationLstressLandLRYloopL
resolutionZLGenesgandgDevelopmentXL2020XLefXLcbhgYcbif 12.6 8

111
tLsystemsLapproachLdeliversLaLfunctionalLmicroRNtLcatalogLandLexpandedLtargetsLforLseizureL
suppressionLinLtemporalLlobeLepilepsyZLProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaXL2020XLcciXLcgliiYcglkk

11.5 19

110 TheLhumanLZve eLandLRuMdhadiLproteinsLareLcriticalLforLPtXTYmediatedLnuclearLRNtLdecayZL
NucleicgAcidsgResearchXL2020XLfkXLdgckYdgeb 20.1 18

109 SelectiveLautophagyLmaintainsLcentrosomeLintegrityLandLaccurateLmitosisLbyLturnoverLofLcentriolarL
satellitesZLNaturegCommunicationsXL2019XLcbXLfcih 17.4 32

108 RabegLcontrolsLciliumLlengthXLfunctionLandLmembraneLcompositionZLEMBOgReportsXL2019XLdbXLefihdg 6.5 16

107 vxPcdkLLocalizesLtoLtheLSubdistalLtppendagesLofLtheLMotherLventrioleLandLRegulatesLTzyY˛†auMPL
SignalingLatLtheLPrimaryLviliumZLCellgReportsXL2018XLddXLdgkfYdgld 10.6 36

106 vharacterizingLZve ckXLaLMultiYdomainLProteinLatLtheLαnterfaceLofLRNtLProductionLandLwestructionL
wecisionsZLCellgReportsXL2018XLddXLffYgk 10.6 19

105 eαygtLisLrequiredLforLautophagyLbyLmediatingLtTze´ translationZLEMBOgReportsXL2018XLclXL 6.5 44

104 wNtLdamageYinducedLdynamicLchangesLinLabundanceLandLcytosolYnuclearLtranslocationLofLproteinsL
involvedLinLtranslationalLprocessesXLmetabolismXLandLautophagyZLCellgCycleXL2018XLciXLdcfhYdche 4.7 4

103 wegradationLofLproteinLtranslationLmachineryLbyLaminoLacidLstarvationYinducedLmacroautophagyZL
AutophagyXL2017XLceXLcbhfYcbig 10.2 20

102 MutuallyLxxclusiveLvuvYvontainingLvomplexesLvontributeLtoLRNtLyateZLCellgReportsXL2017XLckXLdhegYdhgb10.6 45

101 αdentificationLofLaLNuclearLxxosomeLwecayLPathwayLforLProcessedLTranscriptsZLMoleculargCellXL2016XL
hfXLgdbYgee 17.6 133
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100 SwvvtzkLαnteractsLwithLRtuLxffectorLProteinsLRtuxPdLandLxRvcLandLαsLRequiredLforL edgehogL
SignalingZLPLoSgONEXL2016XLccXLebcghbkc 3.7 13

99 ventrosomesZLRegulatedLassemblyLofLaLsupramolecularLcentrosomeLscaffoldLinLvitroZLScienceXL2015XL
efkXLkbkYcd 33.3 125

98 RegulationLofLautophagyLbyLcytosolicLacetylYcoenzymeLtZLMoleculargCellXL2014XLgeXLicbYdg 17.6 331

97 tLdivergentLcalponinLhomologyLTNNYv ULdomainLdefinesLaLnovelLfamilymLimplicationsLforLevolutionL
ofLciliaryLαyTLcomplexLuLproteinsZLBioinformaticsXL2014XLebXLkllYlbd 7.2 28

96 vharacterizationLofLearlyLautophagyLsignalingLbyLquantitativeLphosphoproteomicsZLAutophagyXL2014
XLcbXLeghYic 10.2 26

95 RenalYretinalLciliopathyLgeneLSdccagkLregulatesLwNtLdamageLresponseLsignalingZLJournalgofgtheg
AmericangSocietygofgNephrology:gJASNXL2014XLdgXLdgieYke 12.7 46

94 TheLvaenorhabditisLelegansLpericentriolarLmaterialLcomponentsLSPwYdLandLSPwYgLareLmonomericLinL
theLcytoplasmLbeforeLincorporationLintoLtheLPvMLmatrixZLMoleculargBiologygofgthegCellXL2014XLdgXLdlkfYld3.5 26

93 QuantitativeLproteomicsLidentifiesLunanticipatedLregulatorsLofLnitrogenYLandLglucoseLstarvationZL
MoleculargBioSystemsXL2014XLcbXLdcihYkk 3

92 αnducingLautophagymLaLcomparativeLphosphoproteomicLstudyLofLtheLcellularLresponseLtoLammoniaL
andLrapamycinZLAutophagyXL2014XLcbXLeelYgg 10.2 57

91 tNv RLmediatesLturoraYuYdependentLabscissionLcheckpointLcontrolLthroughLretentionLofLVPSfZL
NaturegCellgBiologyXL2014XLchXLggbYhb 23.4 78

90 TheLhumanLcapYbindingLcomplexLisLfunctionallyLconnectedLtoLtheLnuclearLRNtLexosomeZLNatureg
StructuralgandgMoleculargBiologyXL2013XLdbXLcehiYih 17.6 157

89 ventrosomeLisolationLandLanalysisLbyLmassLspectrometryYbasedLproteomicsZLMethodsgingEnzymology
XL2013XLgdgXLeicYle 1.7 9

88 ProteinLtyrosineLphosphataseLS PdaPTPNccLmistargetingLasLaLconsequenceLofLS dYdomainLpointL
mutationsLassociatedLwithLNoonanLSyndromeLandLleukemiaZLJournalgofgProteomicsXL2013XLkfXLcedYfi 3.9 11

87 tcetylationLdynamicsLofLhumanLnuclearLproteinsLduringLtheLionizingLradiationYinducedLwNtLdamageL
responseZLCellgCycleXL2013XLcdXLchkkYlg 4.7 24

86 xxomeLcaptureLrevealsLZNyfdeLandLvxPchfLmutationsXLlinkingLrenalLciliopathiesLtoLwNtLdamageL
responseLsignalingZLCellXL2012XLcgbXLgeeYfk 56.2 266

85
zlobalLmappingLofLproteinLphosphorylationLeventsLidentifiesLStedbXLSchlLandLtheLcellYcycleL
regulatoryLkinasesLvdcdkaPhokgLasLmediatorsLofLfattyLacidLstarvationLresponsesLinLSaccharomycesL
cerevisiaeZLMoleculargBioSystemsXL2012XLkXLilhYkbe

9

84 TemporalLprofilingLandLpulsedLSαLtvLlabelingLidentifyLnovelLsecretedLproteinsLduringLexLvivoL
osteoblastLdifferentiationLofLhumanLstromalLstemLcellsZLMoleculargandgCellulargProteomicsXL2012XLccXLlklYcbbi7.6 64

83 MassLspectrometricLidentificationLofLproteinsLthatLinteractLthroughLspecificLdomainsLofLtheLpolyTtUL
bindingLproteinZLMoleculargGeneticsgandgGenomicsXL2012XLdkiXLiccYieb 3.1 18

(2012-2016)
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82 PhosphoproteomicLanalysisLofLcellsLtreatedLwithLlongevityYrelatedLautophagyLinducersZLCellgCycleXL
2012XLccXLckdiYfb 4.7 28

81 tdvancingLcellLbiologyLthroughLproteomicsLinLspaceLandLtimeLTPROSPxvTSUZLMoleculargandgCellularg
ProteomicsXL2012XLccXLOccdZbciiec 7.6 52

80 PhosphoSitetnalyzermLaLbioinformaticLplatformLforLdecipheringLphosphoLproteomesLusingLkinaseL
predictionsLretrievedLfromLNetworKαNZLJournalgofgProteomegResearchXL2012XLccXLefkbYh 5.6 17

79 yriendLorLfoodmLdifferentLcuesLtoLtheLautophagosomalLproteomeZLAutophagyXL2012XLkXLllgYh 10.2 3

78 αdentificationLofLautophagosomeYassociatedLproteinsLandLregulatorsLbyLquantitativeLproteomicL
analysisLandLgeneticLscreensZLMoleculargandgCellulargProteomicsXL2012XLccXLMcccZbcfbeg 7.6 99

77 TaperinLTclorfigUXLaLmutatedLgeneLinLnonsyndromicLdeafnessXLencodesLaLvertebrateLspecificXL
nuclearLlocalizedLproteinLphosphataseLoneLalphaLTPPc˛–ULdockingLproteinZLBiologygOpenXL2012XLcXLcdkYel 2.2 13

76 αnteractionLprofilingLidentifiesLtheLhumanLnuclearLexosomeLtargetingLcomplexZLMoleculargCellXL2011XL
feXLhdfYei 17.6 275

75 SpermidineLandLresveratrolLinduceLautophagyLbyLdistinctLpathwaysLconvergingLonLtheL
acetylproteomeZLJournalgofgCellgBiologyXL2011XLcldXLhcgYdl 7.3 362

74 wecellularizedLmatrixLfromLtumorigenicLhumanLmesenchymalLstemLcellsLpromotesL
neovascularizationLwithLgalectinYcLdependentLendothelialLinteractionZLPLoSgONEXL2011XLhXLedckkk 3.7 38

73 vomparativeLproteomicsLandLactivityLofLaLgreenLsulfurLbacteriumLthroughLtheLwaterLcolumnLofLLakeL
vadagnoXLSwitzerlandZLEnvironmentalgMicrobiologyXL2011XLceXLdbeYdcg 5.2 32

72 QuantitativeLproteomicsLofLvhlorobaculumLtepidummLinsightsLintoLtheLsulfurLmetabolismLofLaL
phototrophicLgreenLsulfurLbacteriumZLFEMSgMicrobiologygLettersXL2011XLedeXLcfdYgb 2.9 12

71 NovelLasymmetricallyLlocalizingLcomponentsLofLhumanLcentrosomesLidentifiedLbyLcomplementaryL
proteomicsLmethodsZLEMBOgJournalXL2011XLebXLcgdbYeg 13 235

70 xrbudYassociatedLchangesLinLtheLlysosomalLproteomeZLProteomicsXL2011XLccXLdkebYk 4.8 21

69 QuantitativeLproteomicsLidentifiesLferritinLinLtheLinnateLimmuneLresponseLofLvZLelegansZLVirulenceXL
2011XLdXLcdbYeb 4.7 38

68 LongevityYrelevantLregulationLofLautophagyLatLtheLlevelLofLtheLacetylproteomeZLAutophagyXL2011XLiXLhfiYl10.2 30

67 TheLhumanLcoreLexosomeLinteractsLwithLdifferentiallyLlocalizedLprocessiveLRNasesmLhwαSeLandL
hwαSeLZLEMBOgJournalXL2010XLdlXLdefdYgi 13 189

66 SiteYspecificLphosphorylationLdynamicsLofLtheLnuclearLproteomeLduringLtheLwNtLdamageLresponseZL
MoleculargandgCellulargProteomicsXL2010XLlXLcecfYde 7.6 195

65 TheLchromatinYremodelingLfactorLv wfLcoordinatesLsignalingLandLrepairLafterLwNtLdamageZL
JournalgofgCellgBiologyXL2010XLclbXLiecYfb 7.3 175
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64 MSQuantXLanLopenLsourceLplatformLforLmassLspectrometryYbasedLquantitativeLproteomicsZLJournalg
ofgProteomegResearchXL2010XLlXLeleYfbe 5.6 225

63 TheLminotaurLproteomemLavoidingLcrossYspeciesLidentificationsLderivingLfromLbovineLserumLinLcellL
cultureLmodelsZLProteomicsXL2010XLcbXLebfbYf 4.8 36

62 OrganelleLproteomicsLbyLlabelYfreeLandLSαLtvYbasedLproteinLcorrelationLprofilingZLMethodsging
MoleculargBiologyXL2010XLhgkXLdggYhg 1.4 9

61 wepletionLofLkinesinLguLaffectsLlysosomalLdistributionLandLstabilityLandLinducesLperiYnuclearL
accumulationLofLautophagosomesLinLcancerLcellsZLPLoSgONEXL2009XLfXLeffdf 3.7 82

60 ytvTLfacilitatesLchromatinLtranscriptionLbyLRNtLpolymerasesLαLandLαααZLEMBOgJournalXL2009XLdkXLkgfYhg 13 93

59 MatrixLproteinLdLofLinfluenzaLtLvirusLblocksLautophagosomeLfusionLwithLlysosomesZLCellgHostgandg
MicrobeXL2009XLhXLehiYkb 23.4 387

58 αdentificationLofLSUMOLtargetLproteinsLbyLquantitativeLproteomicsZLMethodsgingMoleculargBiologyXL
2009XLfliXLclYec 1.4 25

57  wtvLactivityLisLrequiredLforLphgaReltYdependentLrepressionLofLPPtRdeltaYmediatedL
transactivationLinLhumanLkeratinocytesZLJournalgofgInvestigativegDermatologyXL2008XLcdkXLcblgYcbh 4.3 18

56 TemporalLprofilingLofLtheLchromatinLproteomeLrevealsLsystemYwideLresponsesLtoLreplicationL
inhibitionZLCurrentgBiologyXL2008XLckXLkekYfe 6.3 32

55 αdentificationLofLaLmembraneLproteomicLsignatureLforLhumanLembryonicLstemLcellsLindependentLofL
cultureLconditionsZLStemgCellgResearchXL2008XLcXLdclYdi 1.6 31

54 OrderedLorganelleLdegradationLduringLstarvationYinducedLautophagyZLMoleculargandgCellularg
ProteomicsXL2008XLiXLdfclYdk 7.6 145

53 αdentificationLofLletYiYregulatedLoncofetalLgenesZLCancergResearchXL2008XLhkXLdgkiYlc 10.1 177

52 TheLubiquitinYproteasomeLsystemLisLaLkeyLcomponentLofLtheLSUMOYdaeLcycleZLMoleculargandgCellularg
ProteomicsXL2008XLiXLdcbiYdd 7.6 124

51 OrderedLbulkLdegradationLviaLautophagyZLAutophagyXL2008XLfXLcbgiYl 10.2 31

50 QuantitativeLproteomicLassessmentLofLveryLearlyLcellularLsignalingLeventsZLNaturegBiotechnologyXL
2007XLdgXLghhYk 44.5 103

49 tLmassLspectrometryYfriendlyLdatabaseLforLcSNPLidentificationZLNaturegMethodsXL2007XLfXLfhgYh 21.6 57

48 tnalysisLofLnucleolarLproteinLdynamicsLrevealsLtheLnuclearLdegradationLofLribosomalLproteinsZL
CurrentgBiologyXL2007XLciXLiflYhb 6.3 279

47 SignalLtransductionLbyLgrowthLfactorLreceptorsmLsignalingLinLanLinstantZLCellgCycleXL2007XLhXLdlceYh 4.7 9

(2007-2010)
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46 uodcXLaLnovelLkinetochoreLproteinLrequiredLforLchromosomeLbiorientationZLJournalgofgCellgBiologyXL
2007XLcilXLckiYli 7.3 44

45 NOPdbmLNucleolarLProteomeLwatabaseZLNucleicgAcidsgResearchXL2006XLefXLwdckYdb 20.1 85

44 TheLRNtYbindingLproteinLKSRPLpromotesLdecayLofLbetaYcateninLmRNtLandLisLinactivatedLbyL
PαeKYtKTLsignalingZLPLoSgBiologyXL2006XLgXLeg 9.7 123

43 RepoYManLrecruitsLPPcLgammaLtoLchromatinLandLisLessentialLforLcellLviabilityZLJournalgofgCellgBiologyXL
2006XLcidXLhilYld 7.3 218

42
ReversibleLlysineLacetylationLcontrolsLtheLactivityLofLtheLmitochondrialLenzymeLacetylYvotL
synthetaseLdZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2006XL
cbeXLcbddfYcbddl

11.5 564

41 wistinctLandLoverlappingLsetsLofLSUMOYcLandLSUMOYdLtargetLproteinsLrevealedLbyLquantitativeL
proteomicsZLMoleculargandgCellulargProteomicsXL2006XLgXLddlkYecb 7.6 236

40 αdentificationLofLmiRNtLtargetsLwithLstableLisotopeLlabelingLbyLaminoLacidsLinLcellLcultureZLNucleicg
AcidsgResearchXL2006XLefXLecbi 20.1 108

39 tLwiringLofLtheLhumanLnucleolusZLMoleculargCellXL2006XLddXLdkgYlg 17.6 52

38 OrganellarLproteomicsmLturningLinventoriesLintoLinsightsZLEMBOgReportsXL2006XLiXLkifYl 6.5 175

37 tLProteomicLtpproachLtoLtheLαnventoryLofLtheL umanLventrosomeL2005XLcdeYcfd 3

36 RapidLdesaltingLofLproteinLsamplesLforLonYlineLmicroflowLelectrosprayLionizationLmassL
spectrometryZLAnalyticalgBiochemistryXL2005XLefdXLchbYd 3.1 26

35 NucleolarLproteomeLdynamicsZLNatureXL2005XLfeeXLiiYke 50.4 946

34 ProteomicLanalysisLofLtheLtrabidopsisLnucleolusLsuggestsLnovelLnucleolarLfunctionsZLMolecularg
BiologygofgthegCellXL2005XLchXLdhbYl 3.5 313

33 utSPcLisLaLtranscriptionalLcosuppressorLforLtheLWilmsSLtumorLsuppressorLproteinLWTcZLMolecularg
andgCellulargBiologyXL2004XLdfXLgeiYfl 4.8 102

32 tLproteomicLstudyLofLSUMOYdLtargetLproteinsZLJournalgofgBiologicalgChemistryXL2004XLdilXLeeilcYk 5.4 181

31 ProteinLkinaseLvKdLisLcoassembledLwithLsmallLconductanceLvaTdWUYactivatedLKWLchannelsLandL
regulatesLchannelLgatingZLNeuronXL2004XLfeXLkfiYgk 13.9 155

30 uioinformaticLanalysisLofLtheLnucleolusZLBiochemicalgJournalXL2003XLeihXLggeYhl 3.8 114

29 ProteomicLcharacterizationLofLtheLhumanLcentrosomeLbyLproteinLcorrelationLprofilingZLNatureXL2003
XLfdhXLgibYf 50.4 1077
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28 MultiYProteinLvomplexesLStudiedLbyLMassLSpectrometryZLScientificgWorldgJournalugTheXL2002XLdXLlcYld 2.2 1

27 ParaspecklesmLaLnovelLnuclearLdomainZLCurrentgBiologyXL2002XLcdXLceYdg 6.3 383

26 wirectedLproteomicLanalysisLofLtheLhumanLnucleolusZLCurrentgBiologyXL2002XLcdXLcYcc 6.3 883

25 RzMLisLaLrepulsiveLguidanceLmoleculeLforLretinalLaxonsZLNatureXL2002XLfclXLeldYg 50.4 244

24 tnalysisLofLtheLPlasmodiumLfalciparumLproteomeLbyLhighYaccuracyLmassLspectrometryZLNatureXL
2002XLfclXLgeiYfd 50.4 538

23 MicrocolumnsLwithLselfYassembledLparticleLfritsLforLproteomicsZLJournalgofgChromatographygAXL2002XL
lilXLdeeYl 4.5 260

22 TheLVtcLproteinsLinLvacuoleLfusionmLcouplingLNSyLactivityLtoLVTbULtransYcomplexLformationZLEMBOg
JournalXL2002XLdcXLdglYhl 13 107

21 αnhibitionLofLadipocyteLdifferentiationLbyLresistinYlikeLmoleculeLalphaZLuiochemicalLcharacterizationL
ofLitsLoligomericLnatureZLJournalgofgBiologicalgChemistryXL2002XLdiiXLfdbccYh 5.4 51

20 PseudosubstrateLregulationLofLtheLSvyTbetaYTrvPULubiquitinLligaseLbyLhnRNPYUZLGenesgandg
DevelopmentXL2002XLchXLfelYgc 12.6 101

19 tLproteomicLapproachLforLidentificationLofLsecretedLproteinsLduringLtheLdifferentiationLofLeTeYLcL
preadipocytesLtoLadipocytesZLMoleculargandgCellulargProteomicsXL2002XLcXLdceYdd 7.6 202

18 tnalysisLofLtyrosineLphosphorylationLsitesLinLsignalingLmoleculesLbyLaLphosphotyrosineYspecificL
immoniumLionLscanningLmethodZLSciencegSignalingXL2002XLdbbdXLplch 8.8 28

17 txinYmediatedLvKαLphosphorylationLofLbetaYcateninLatLSerLfgmLaLmolecularLswitchLforLtheLWntL
pathwayZLGenesgandgDevelopmentXL2002XLchXLcbhhYih 12.6 548

16
tLmassLspectrometryYbasedLproteomicLapproachLforLidentificationLofL
serineathreonineYphosphorylatedLproteinsLbyLenrichmentLwithLphosphoYspecificLantibodiesmL
identificationLofLaLnovelLproteinXLyriggXLasLaLproteinLkinaseLtLsubstrateZLMoleculargandgCellularg
ProteomicsXL2002XLcXLgciYdi

7.6 318

15 MassLspectrometryLallowsLdirectLidentificationLofLproteinsLinLlargeLgenomesZLProteomicsXL2001XLcXLhfcYgb4.8 115

14 TransYcomplexLformationLbyLproteolipidLchannelsLinLtheLterminalLphaseLofLmembraneLfusionZL
NatureXL2001XLfblXLgkcYk 50.4 440

13 pibShLkinaseLsignalsLcellLsurvivalLasLwellLasLgrowthXLinactivatingLtheLproYapoptoticLmoleculeLutwZL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2001XLlkXLlhhhYib 11.5 431

12 plgYtPPcLlinksLmembraneLtransportLtoLRacYmediatedLreorganizationLofLactinZLNaturegCellgBiologyXL
2000XLdXLgdcYeb 23.4 115

11 yunctionalLgenomicsLbyLmassLspectrometryZLFEBSgLettersXL2000XLfkbXLdgYec 3.8 91

(2000-2002)
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10 NucleolinLandLYuYcLareLrequiredLforLβNKYmediatedLinterleukinYdLmRNtLstabilizationLduringLTYcellL
activationZLGenesgandgDevelopmentXL2000XLcfXLcdehYcdfk 12.6 202

9 αdentificationLofLtheLreceptorLcomponentLofLtheLαkappaualphaYubiquitinLligaseZLNatureXL1998XLelhXLglbYf 50.4 591

8 OverexpressionXLpurificationXLandLcharacterizationLofLrecombinantLbarleyLalphaYamylasesLcLandLdL
secretedLbyLtheLmethylotrophicLyeastLPichiaLpastorisZLProteingExpressiongandgPurificationXL1996XLkXLdbfYcf2 64

7 xlectrosprayLionizationLandLmatrixLassistedLlaserLdesorptionaionizationLmassLspectrometrymL
powerfulLanalyticalLtoolsLinLrecombinantLproteinLchemistryZLNaturegBiotechnologyXL1996XLcfXLfflYgi 44.5 99

6 xvaluationLofLmassLspectrometricLtechniquesLforLcharacterizationLofLengineeredLproteinsZL
MoleculargBiotechnologyXL1995XLfXLcYcd 3 14

5
TheLphosphorylatedLribosomalLproteinLSiLinLTetrahymenaLisLhomologousLwithLmammalianLSfLandL
theLphosphorylatedLresiduesLareLlocatedLinLtheLvYterminalLregionZLStructuralLcharacterizationLofL
proteinsLseparatedLbyLtwoYdimensionalLpolyacrylamideLgelLelectrophoresisZLJournalgofgBiologicalg
ChemistryXL1995XLdibXLhbbbYg

5.4 14

4 vharacterizationLofLtheLdifferentLspectralLformsLofLglutamateLcYsemialdehydeLaminotransferaseLbyL
massLspectrometryZLBiochemistryXL1995XLefXLcglckYdf 3.2 14

3
LocalizationLofLanLOYglycosylatedLsiteLinLtheLrecombinantLbarleyLalphaYamylaseLcLproducedLinLyeastL
andLcorrectionLofLtheLaminoLacidLsequenceLusingLmatrixYassistedLlaserLdesorptionaionizationLmassL
spectrometryLofLpeptideLmixturesZLBiologicalgMassgSpectrometryXL1994XLdeXLgfiYgf

16

2 TheLcompleteLaminoLacidLsequenceLandLdisulphideLbondLarrangementLofLoatLalcoholYsolubleL
aveninYeZLFEBSgJournalXL1994XLddfXLhecYk 22

1 xlectrosprayLmassLspectrometryLcharacterizationLofLpostYtranslationalLmodificationsLofLbarleyL
alphaYamylaseLcLproducedLinLyeastZLNaturegBiotechnologyXL1993XLccXLcchdYg 44.5 18
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