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l Paper IF Citations

303 eIygMinitiationMfactorsmMeffectorsMofMmRαtMrecruitmentMtoMribosomesMandMregulatorsMofMtranslationaM
AnnualdReviewdofdBiochemistryYM1999YMikYMldfZif 29.1 1729

302 TheMgeneticMlandscapeMofMaMcellaMScienceYM2010YMfejYMgehZfd 33.3 1627

301 RegulationMofMtranslationMinitiationMbyMyRtγbmTβRaMGenesdanddDevelopmentYM2001YMdhYMkcjZei 12.6 1230

300 InsulinZdependentMstimulationMofMproteinMsynthesisMbyMphosphorylationMofMaMregulatorMofMhTZcapM
functionaMNatureYM1994YMfjdYMjieZj 50.4 1079

299 HistoneMrecognitionMandMlargeZscaleMstructuralManalysisMofMtheMhumanMbromodomainMfamilyaMCellYM
2012YMdglYMedgZfd 56.2 1054

298 RegulationMofMgxZuγdMphosphorylationmMaMnovelMtwoZstepMmechanismaMGenesdanddDevelopmentYM1999YM
dfYMdgeeZfj 12.6 947

297 TheMvRtγomemMaMcontaminantMrepositoryMforMaffinityMpurificationZmassMspectrometryMdataaMNatured
MethodsYM2013YMdcYMjfcZi 21.6 894

296 gxZuγdYMaMrepressorMofMmRαtMtranslationYMisMphosphorylatedMandMinactivatedMbyMtheMtktUγ”uVM
signalingMpathwayaMGenesdanddDevelopmentYM1998YMdeYMhceZdf 12.6 691

295 tMglobalMgeneticMinteractionMnetworkMmapsMaMwiringMdiagramMofMcellularMfunctionaMScienceYM2016YMfhfYM 33.3 626

294 HierarchicalMphosphorylationMofMtheMtranslationMinhibitorMgxZuγdaMGenesdanddDevelopmentYM2001YMdhYMekheZig12.6 595

293
tMrapamycinZsensitiveMsignalingMpathwayMcontributesMtoMlongZtermMsynapticMplasticityMinMtheM
hippocampusaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2002YM
llYMgijZje

11.5 589

292 vocrystalMstructureMofMtheMmessengerMRαtMhTMcapZbindingMproteinMUeIygxVMboundMtoMjZmethylZzwγaM
CellYM1997YMklYMlhdZid 56.2 574

291 tnalysisMofMproteinMcomplexesMusingMmassMspectrometryaMNaturedReviewsdMoleculardCelldBiologyYM
2007YMkYMighZhg 48.7 553

290 tMglobalMproteinMkinaseMandMphosphataseMinteractionMnetworkMinMyeastaMScienceYM2010YMfekYMdcgfZi 33.3 523

289 HumanMeukaryoticMtranslationMinitiationMfactorMgzMUeIygzVMrecruitsMmnkdMtoMphosphorylateMeIygxaM
EMBOdJournalYM1999YMdkYMejcZl 13 507

288 TheMmRαtMhTMcapZbindingMproteinMeIygxMandMcontrolMofMcellMgrowthaMCurrentdOpiniondindCelldBiologyYM
1998YMdcYMeikZjh 9 506

287 TheMtargetMofMrapamycinMUTβRVMproteinsaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthed
UniteddStatesdofdAmericaYM2001YMlkYMjcfjZgg 11.5 492
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286 StIαTmMprobabilisticMscoringMofMaffinityMpurificationZmassMspectrometryMdataaMNaturedMethodsYM2011YM
kYMjcZf 21.6 480

285 vapZdependentMtranslationMinitiationMinMeukaryotesMisMregulatedMbyMaMmolecularMmimicMofMeIygzaM
MoleculardCellYM1999YMfYMjcjZdi 17.6 406

284 γersistenceMofMserumMandMsalivaMantibodyMresponsesMtoMStRSZvoVZeMspikeMantigensMinMvβVIwZdlM
patientsaMSciencedImmunologyYM2020YMhYM 28 396

283 wItZUmpiremMcomprehensiveMcomputationalMframeworkMforMdataZindependentMacquisitionM
proteomicsaMNaturedMethodsYM2015YMdeYMehkZigYMjMpMfollowingMeig 21.6 371

282 γhosphorylationMofMeucaryoticMtranslationMinitiationMfactorMguMSergeeMisMmodulatedMbyMSiMkinasesaM
EMBOdJournalYM2004YMefYMdjidZl 13 363

281 WilmsMtumorMsuppressorMWTXMnegativelyMregulatesMWαTbbetaZcateninMsignalingaMScienceYM2007YMfdiYMdcgfZi33.3 341

280 HighZwensityMγroximityM appingMRevealsMtheMSubcellularMβrganizationMofMmRαtZtssociatedM
zranulesMandMuodiesaMMoleculardCellYM2018YMilYMhdjZhfeaedd 17.6 331

279 uiophysicalMstudiesMofMeIygxMcapZbindingMproteinmMrecognitionMofMmRαtMhTMcapMstructureMandM
syntheticMfragmentsMofMeIygzMandMgxZuγdMproteinsaMJournaldofdMoleculardBiologyYM2002YMfdlYMidhZfh 6.5 322

278 tMwynamicMγroteinMInteractionM–andscapeMofMtheMHumanMventrosomeZviliumMInterfaceaMCellYM2015YM
difYMdgkgZll 56.2 316

277 tdiposeMtissueMreductionMinMmiceMlackingMtheMtranslationalMinhibitorMgxZuγdaMNaturedMedicineYM2001YM
jYMddekZfe 50.5 310

276 StructureMofMtranslationMfactorMeIygxMboundMtoMmjzwγMandMinteractionMwithMgxZbindingMproteinaM
NaturedStructuraldBiologyYM1997YMgYMjdjZeg 309

275 γroteinMinteractionMnetworkMofMtheMmammalianMHippoMpathwayMrevealsMmechanismsMofM
kinaseZphosphataseMinteractionsaMSciencedSignalingYM2013YMiYMrsdh 8.8 305

274 StIαTexpressmMimprovementsMandMadditionalMfeaturesMinMSignificanceMtnalysisMofMIαTeractomeM
softwareaMJournaldofdProteomicsYM2014YMdccYMfjZgf 3.9 296

273 TheMshieldinMcomplexMmediatesMhfuγdZdependentMwαtMrepairaMNatureYM2018YMhicYMddjZded 50.4 277

272 tMquantitativeMchaperoneMinteractionMnetworkMrevealsMtheMarchitectureMofMcellularMproteinM
homeostasisMpathwaysaMCellYM2014YMdhkYMgfgZggk 56.2 258

271 SystematicMexplorationMofMessentialMyeastMgeneMfunctionMwithMtemperatureZsensitiveMmutantsaM
NaturedBiotechnologyYM2011YMelYMfidZj 44.5 258

270
tMγγetMphosphataseMhighMdensityMinteractionMnetworkMidentifiesMaMnovelMstriatinZinteractingM
phosphataseMandMkinaseMcomplexMlinkedMtoMtheMcerebralMcavernousMmalformationMfMUvv fVMproteinaM
MoleculardanddCellulardProteomicsYM2009YMkYMdhjZjd

7.6 257

269 αonZcanonicalMinhibitionMofMwαtMdamageZdependentMubiquitinationMbyMβTUudaMNatureYM2010YMgiiYMlgdZi 50.4 256

(2010-2011)
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268  ultiZlaboratoryMassessmentMofMreproducibilityYMqualitativeMandMquantitativeMperformanceMofM
SWtTHZmassMspectrometryaMNaturedCommunicationsYM2017YMkYMeld 17.4 252

267 QuantitativeManalysisMofMfitnessMandMgeneticMinteractionsMinMyeastMonMaMgenomeMscaleaMNatured
MethodsYM2010YMjYMdcdjZeg 21.6 251

266 eIygxMactivityMisMregulatedMatMmultipleMlevelsaMInternationaldJournaldofdBiochemistrydanddCelldBiologyYM
1999YMfdYMgfZhj 5.6 241

265
gxZuγdMphosphorylationMisMmediatedMbyMtheMyRtγZpjcsikMpathwayMandMisMindependentMofM
mitogenZactivatedMproteinMkinaseaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUnitedd
StatesdofdAmericaYM1996YMlfYMgcjiZkc

11.5 230

264 SerumZstimulatedYMrapamycinZsensitiveMphosphorylationMsitesMinMtheMeukaryoticMtranslationMinitiationM
factorMgzIaMEMBOdJournalYM2000YMdlYMgfgZgg 13 225

263 gxZuγfYMaMnewMmemberMofMtheMeukaryoticMinitiationMfactorMgxZbindingMproteinMfamilyaMJournaldofd
BiologicaldChemistryYM1998YMejfYMdgcceZj 5.4 220

262
TheMinsulinZinducedMsignallingMpathwayMleadingMtoMSiMandMinitiationMfactorMgxMbindingMproteinMdM
phosphorylationMbifurcatesMatMaMrapamycinZsensitiveMpointMimmediatelyMupstreamMofMpjcsikaM
MoleculardanddCellulardBiologyYM1997YMdjYMhgeiZfi

4.8 215

261 tctivationMofMzvαeMinMUVZirradiatedMcellsMinhibitsMtranslationaMCurrentdBiologyYM2002YMdeYMdejlZki 6.3 209

260  appingMdifferentialMinteractomesMbyMaffinityMpurificationMcoupledMwithMdataZindependentMmassM
spectrometryMacquisitionaMNaturedMethodsYM2013YMdcYMdeflZgh 21.6 207

259 tffinityZpurificationMcoupledMtoMmassMspectrometrymMbasicMprinciplesMandMstrategiesaMProteomicsYM
2012YMdeYMdhjiZlc 4.8 202

258 TemporalMregulationMofMxzyMsignallingMnetworksMbyMtheMscaffoldMproteinMShcdaMNatureYM2013YMgllYMdiiZjd 50.4 199

257 HtUSYMtheMkZsubunitMhumanMtugminMcomplexYMregulatesMcentrosomeMandMspindleMintegrityaMCurrentd
BiologyYM2009YMdlYMkdiZei 6.3 186

256
tctivationMofMtheMtranslationalMsuppressorMgxZuγdMfollowingMinfectionMwithMencephalomyocarditisM
virusMandMpoliovirusaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM
1996YMlfYMhhjkZkf

11.5 185

255 TheMlinearMubiquitinZspecificMdeubiquitinaseMgumbyMregulatesMangiogenesisaMNatureYM2013YMglkYMfdkZeg 50.4 184

254 γroximityMbiotinylationMandMaffinityMpurificationMareMcomplementaryMapproachesMforMtheMinteractomeM
mappingMofMchromatinZassociatedMproteinMcomplexesaMJournaldofdProteomicsYM2015YMddkYMkdZlg 3.9 173

253 γγgMisMaMgammaMHetXMphosphataseMrequiredMforMrecoveryMfromMtheMwαtMdamageMcheckpointaMEMBOd
ReportsYM2008YMlYMdcdlZei 6.5 163

252 γroHitsmMintegratedMsoftwareMforMmassMspectrometryZbasedMinteractionMproteomicsaMNatured
BiotechnologyYM2010YMekYMdcdhZj 44.5 156

251 muZβpioidMreceptorMactivatesMsignalingMpathwaysMimplicatedMinMcellMsurvivalMandMtranslationalM
controlaMJournaldofdBiologicaldChemistryYM1998YMejfYMefhfgZgd 5.4 156
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250 TheMeIygxZbindingMproteinsMdMandMeMareMnegativeMregulatorsMofMcellMgrowthaMOncogeneYM1996YMdfYMegdhZec 9.2 156

249 tdvancesMinMproteinMcomplexManalysisMusingMmassMspectrometryaMJournaldofdPhysiologyYM2005YMhifYMddZed 3.9 148

248 tMnovelYMevolutionarilyMconservedMproteinMphosphataseMcomplexMinvolvedMinMcisplatinMsensitivityaM
MoleculardanddCellulardProteomicsYM2005YMgYMdjehZgc 7.6 148

247 TopoisomeraseMIIMbetaMinteractsMwithMcohesinMandMvTvyMatMtopologicalMdomainMbordersaMGenomed
BiologyYM2016YMdjYMdke 18.3 143

246 xukaryoticMtranslationMinitiationMfactorMgxMavailabilityMcontrolsMtheMswitchMbetweenMcapZdependentM
andMinternalMribosomalMentryMsiteZmediatedMtranslationaMMoleculardanddCellulardBiologyYM2005YMehYMdchhiZih4.8 143

245 zlobalMgeneMdeletionManalysisMexploringMyeastMfilamentousMgrowthaMScienceYM2012YMffjYMdfhfZi 33.3 141

244 HistoryMofMproteinZproteinMinteractionsmMfromMeggZwhiteMtoMcomplexMnetworksaMProteomicsYM2012YMdeYMdgjkZlk4.8 139

243 TheMTIγicMvomplexMRegulatesMuivalentMvhromatinMRecognitionMbyMhfuγdMthroughMwirectMHg”ecmeM
uindingMandMHet”dhMtcetylationaMMoleculardCellYM2016YMieYMgclZged 17.6 136

242 yRtγbmTβRMisMrequiredMforMproliferationMandMpatterningMduringMembryonicMdevelopmentMinMtheM
mouseaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2001YMlkYMdfjliZkcd11.5 135

241 vonstructionMofMhumanMactivityZbasedMphosphorylationMnetworksaMMoleculardSystemsdBiologyYM2013YM
lYMihh 12.2 134

240 RegulationMofMvwdffMbyMHwtviMpromotesM˛†ZcateninMsignalingMtoMsuppressMcancerMcellM
differentiationaMCelldReportsYM2012YMeYMlhdZif 10.6 131

239 zettingMtoMknowMtheMneighborhoodmMusingMproximityZdependentMbiotinylationMtoMcharacterizeM
proteinMcomplexesMandMmapMorganellesaMCurrentdOpiniondindChemicaldBiologyYM2019YMgkYMggZhg 9.7 122

238 URVZγyIZeMisMaMpotentMandMselectiveMinhibitorMofMSxTwjMmethyltransferaseMactivityMinMcellsaMProceedingsd
ofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2014YMdddYMdekhfZk 11.5 120

237 RareMdriverMmutationsMinMheadMandMneckMsquamousMcellMcarcinomasMconvergeMonMαβTvHMsignalingaM
ScienceYM2020YMfijYMdeigZdeil 33.3 112

236 uioIwZbasedMIdentificationMofMSkpMvullinMyZboxMUSvyV˛†ZTrvγdbeMxfM–igaseMSubstratesaMMoleculardandd
CellulardProteomicsYM2015YMdgYMdjkdZlh 7.6 108

235 tMnovelMgxHγZzIzYyeMtranslationalMrepressorMcomplexMisMessentialMforMmammalianMdevelopmentaM
MoleculardanddCellulardBiologyYM2012YMfeYMfhkhZlf 4.8 107

234 γhosphorylationMofMeIygxMattenuatesMitsMinteractionMwithMmRαtMhTMcapManalogsMbyMelectrostaticM
repulsionmMinteinZmediatedMproteinMligationMstrategyMtoMobtainMphosphorylatedMproteinaMRnaYM2003YMlYMheZid5.8 107

233 gxMbindingMproteinsMinhibitMtheMtranslationMfactorMeIygxMwithoutMfoldedMstructureaMBiochemistryYM1998
YMfjYMlZdh 3.2 107

(1998-1996)
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232 γropertiesMofMStressMzranuleMandMγZuodyMγroteomesaMMoleculardCellYM2019YMjiYMekiZelg 17.6 105

231 RobustYMreproducibleMandMquantitativeManalysisMofMthousandsMofMproteomesMbyMmicroZflowM
–vZ Sb SaMNaturedCommunicationsYM2020YMddYMdhj 17.4 105

230 S–vehtgiMisMrequiredMforMmitochondrialMlipidMhomeostasisMandMcristaeMmaintenanceMandMisM
responsibleMforM–eighMsyndromeaMEMBOdMoleculardMedicineYM2016YMkYMdcdlZfk 12 105

229 xxploringMgeneticMsuppressionMinteractionsMonMaMglobalMscaleaMScienceYM2016YMfhgYM 33.3 103

228 mapwItmMγreprocessingMandMstatisticalManalysisMofMquantitativeMproteomicsMdataMfromMdataM
independentMacquisitionMmassMspectrometryaMJournaldofdProteomicsYM2015YMdelYMdckZdec 3.9 101

227 vontrolMofMtheMhippoMpathwayMbyMSetjZdependentMmethylationMofMYapaMDevelopmentaldCellYM2013YMeiYMdkkZlg10.2 100

226 vloningMandMcharacterizationMofMgxHγYMaMnovelMmammalianMeIygxZrelatedMcapZbindingMproteinaM
JournaldofdBiologicaldChemistryYM1998YMejfYMdfdcgZl 5.4 100

225 StructureZfunctionManalysisMofMcoreMSTRIγt”MγroteinsmMaMsignalingMcomplexMimplicatedMinMzolgiM
polarizationaMJournaldofdBiologicaldChemistryYM2011YMekiYMehcihZjh 5.4 95

224 TranslationalMhomeostasismMeukaryoticMtranslationMinitiationMfactorMgxMcontrolMofMgxZbindingMproteinM
dMandMpjcMSiMkinaseMactivitiesaMMoleculardanddCellulardBiologyYM1999YMdlYMgfceZdc 4.8 95

223 tMsimpleMproteinZbasedMsurrogateMneutralizationMassayMforMStRSZvoVZeaMJCIdInsightYM2020YMhYM 9.9 95

222 Hx–uMIsMaMyeedbackMInhibitorMofMwαtMxndMResectionaMMoleculardCellYM2016YMidYMgchZgdk 17.6 92

221 TranslationalMcontrolMofMcellMfatemMavailabilityMofMphosphorylationMsitesMonMtranslationalMrepressorM
gxZuγdMgovernsMitsMproapoptoticMpotencyaMMoleculardanddCellulardBiologyYM2002YMeeYMekhfZid 4.8 91

220 γroHitsZvizmMaMsuiteMofMwebMtoolsMforMvisualizingMinteractionMproteomicsMdataaMNaturedMethodsYM2017YM
dgYMighZigi 21.6 90

219 tnalyzingMproteinZproteinMinteractionsMfromMaffinityMpurificationZmassMspectrometryMdataMwithM
StIαTaMCurrentdProtocolsdindBioinformaticsYM2012YMvhapterMkYMUnitkadh 24.2 90

218 vontrolMofMeIygxMcellularMlocalizationMbyMeIygxZbindingMproteinsYMgxZuγsaMRnaYM2008YMdgYMdfdkZej 5.8 90

217 γroteinManalysisMbyMmassMspectrometryMandMsequenceMdatabaseMsearchingmMtoolsMforMcancerMresearchM
inMtheMpostZgenomicMeraaMElectrophoresisYM1999YMecYMfdcZl 3.6 90

216 tnMalternativeMsplicingMeventMamplifiesMevolutionaryMdifferencesMbetweenMvertebratesaMScienceYM2015
YMfglYMkikZjf 33.3 89

215 γlkgMγromotesMvancerMInvasionMandM etastasisMthroughMtrpebfMvomplexMRegulationMofMtheMtctinM
vytoskeletonaMCancerdResearchYM2017YMjjYMgfgZggj 10.1 87
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214 tssessmentMofMaMmethodMtoMcharacterizeMantibodyMselectivityMandMspecificityMforMuseMinM
immunoprecipitationaMNaturedMethodsYM2015YMdeYMjehZfd 21.6 86

213  Sγ–ITZwItmMsensitiveMpeptideMidentificationMforMdataZindependentMacquisitionaMNaturedMethodsYM
2015YMdeYMddciZk 21.6 86

212 tMglobalMregulatoryMmechanismMforMactivatingManMexonMnetworkMrequiredMforMneurogenesisaM
MoleculardCellYM2014YMhiYMlcZdcf 17.6 85

211 TheM  See–ZTβαS–McomplexMmediatesMrecoveryMfromMreplicationMstressMandMhomologousM
recombinationaMMoleculardCellYM2010YMgcYMidlZfd 17.6 85

210 tffinityZpurificationMmassMspectrometryMUtγZ SVMofMserinebthreonineMphosphatasesaMMethodsYM2007YM
geYMelkZfch 4.6 85

209
xxpressionMofMaMtranslationallyMregulatedYMdominantZnegativeMvvttTbenhancerZbindingMproteinMbetaM
isoformMandMupZregulationMofMtheMeukaryoticMtranslationMinitiationMfactorMealphaMareMcorrelatedMwithM
neoplasticMtransformationMofMmammaryMepithelialMcellsaMCancerdResearchYM1996YMhiYMgfkeZi

10.1 82

208 γhosphorylationMofMeIyZgxMonMserineMeclMbyMproteinMkinaseMvMisMinhibitedMbyMtheMtranslationalM
repressorsYMgxZbindingMproteinsaMJournaldofdBiologicaldChemistryYM1996YMejdYMddkfdZj 5.4 81

207 TranslationalMcontrolMofMtheMantiapoptoticMfunctionMofMRasaMJournaldofdBiologicaldChemistryYM2000YM
ejhYMegjjiZkc 5.4 80

206 RequirementMforMtktMUproteinMkinaseMuVMinMinsulinZinducedMactivationMofMglycogenMsynthaseMandM
phosphorylationMofMgxZuγdMUγHtSZdVaMJournaldofdBiologicaldChemistryYM1999YMejgYMeciddZk 5.4 80

205 tMpseudouridineMsynthaseMmoduleMisMessentialMforMmitochondrialMproteinMsynthesisMandMcellMviabilityaM
EMBOdReportsYM2017YMdkYMekZfk 6.5 79

204 zlobalMInteractomicsMUncoversMxxtensiveMβrganellarMTargetingMbyMZikaMVirusaMMoleculardanddCellulard
ProteomicsYM2018YMdjYMeegeZeehh 7.6 78

203 tMlentiviralMfunctionalMproteomicsMapproachMidentifiesMchromatinMremodelingMcomplexesMimportantM
forMtheMinductionMofMpluripotencyaMMoleculardanddCellulardProteomicsYM2010YMlYMkddZef 7.6 77

202 InteractomeMRewiringMyollowingMγharmacologicalMTargetingMofMuxTMuromodomainsaMMoleculardCellYM
2019YMjfYMiedZifkaedj 17.6 77

201 vontrolMofMtranslationMbyMtheMtargetMofMrapamycinMproteinsaMProgressdindMoleculardanddSubcellulard
BiologyYM2001YMejYMdgfZjg 3 76

200 TwoMphosphatidylinositolMgZkinasesMcontrolMlysosomalMdeliveryMofMtheMzaucherMdiseaseMenzymeYM
˛†ZglucocerebrosidaseaMMoleculardBiologydofdthedCellYM2012YMefYMdhffZgh 3.5 75

199 tMzlobalMtnalysisMofMtheMReceptorMTyrosineM”inaseZγroteinMγhosphataseMInteractomeaMMoleculardCellYM
2017YMihYMfgjZfic 17.6 73

198 RegulatoryMxxpansionMinM ammalsMofM ultivalentMhnRαγMtssembliesMthatMzloballyMvontrolM
tlternativeMSplicingaMCellYM2017YMdjcYMfegZfflaeef 56.2 72

197 InsulinMregulationMofMproteinMtranslationMrepressorMgxZuγdYManMeIygxZbindingMproteinYMinMrenalM
epithelialMcellsaMKidneydInternationalYM2001YMhlYMkiiZjh 9.9 67

(2001-2015)
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196 γostnatalMdeamidationMofMgxZuγeMinMbrainMenhancesMitsMassociationMwithMraptorMandMaltersMkineticsMofM
excitatoryMsynapticMtransmissionaMMoleculardCellYM2010YMfjYMjljZkck 17.6 66

195 γromiscuousMtargetingMofMbromodomainsMbyMbromosporineMidentifiesMuxTMproteinsMasMmasterM
regulatorsMofMprimaryMtranscriptionMresponseMinMleukemiaaMSciencedAdvancesYM2016YMeYMediccjic 14.3 64

194 TheMRhozxyMzxyZHdMisMrequiredMforMoncogenicMRtSMsignalingMviaM”SRZdaMCancerdCellYM2014YMehYMdkdZlh 24.3 64

193 γroximityMwependentMuiotinylationmM”eyMxnzymesMandMtdaptationMtoMγroteomicsMtpproachesaM
MoleculardanddCellulardProteomicsYM2020YMdlYMjhjZjjf 7.6 63

192 uRγyfZHuβdMregulatesMreplicationMoriginMactivationMandMhistoneMHf”dgMacetylationaMEMBOdJournalYM
2016YMfhYMdjiZle 13 61

191  appingMtheMproximityMinteractionMnetworkMofMtheMRhoZfamilyMzTγasesMrevealsMsignallingMpathwaysM
andMregulatoryMmechanismsaMNaturedCelldBiologyYM2020YMeeYMdecZdfg 23.4 60

190 tMproximityZdependentMbiotinylationMmapMofMaMhumanMcellaMNatureYM2021YMhlhYMdecZdeg 50.4 60

189 –abelZfreeMquantitativeMproteomicsMandMStIαTManalysisMenableMinteractomeMmappingMforMtheMhumanM
SerbThrMproteinMphosphataseMhaMProteomicsYM2011YMddYMdhckZdi 4.8 59

188 γγgRgb”IttdieeMformsMaMnovelMstableMcytosolicMcomplexMwithMphosphoproteinMphosphataseMgaM
JournaldofdBiologicaldChemistryYM2008YMekfYMelejfZkg 5.4 59

187 SystemsManalysisMofMRhozxyMandMRhoztγMregulatoryMproteinsMrevealsMspatiallyMorganizedMRtvdM
signallingMfromMintegrinMadhesionsaMNaturedCelldBiologyYM2020YMeeYMglkZhdd 23.4 58

186 γhenotypicMandMInteractionMγrofilingMofMtheMHumanMγhosphatasesMIdentifiesMwiverseM itoticM
RegulatorsaMCelldReportsYM2016YMdjYMegkkZehcd 10.6 58

185 tssessingMcellularMefficacyMofMbromodomainMinhibitorsMusingMfluorescenceMrecoveryMafterM
photobleachingaMEpigeneticsdanddChromatinYM2014YMjYMdg 5.8 58

184 vv ZfbSTRIγt”MpromotesMseamlessMtubeMextensionMthroughMendocyticMrecyclingaMNatured
CommunicationsYM2015YMiYMiggl 17.4 57

183 vapZbindingMproteinMgxHγMeffectsMtranslationMsilencingMbyMmicroRαtsaMProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2017YMddgYMhgehZhgfc 11.5 56

182 TheMeIygxZuindingMγroteinMgxZTMIsMaMvomponentMofMtheMmRαtMwecayM achineryMthatMuridgesMtheMhTM
andMfTMTerminiMofMTargetMmRαtsaMCelldReportsYM2015YMddYMdgehZfi 10.6 56

181  ultivalentMHistoneMandMwαtMxngagementMbyMaMγHwbuRwbγWWγMTripleMReaderMvassetteMRecruitsM
Z YαwkMtoM”dgacZRichMvhromatinaMCelldReportsYM2016YMdjYMejegZejfj 10.6 54

180  assMspectrometryMapproachesMtoMstudyMmammalianMkinaseMandMphosphataseMassociatedMproteinsaM
MethodsYM2012YMhjYMgccZk 4.6 53

179 –uciγHβrmMalgorithmMforMphosphorylationMsiteMlocalizationMwithMfalseMlocalizationMrateMestimationM
usingMmodifiedMtargetZdecoyMapproachaMMoleculardanddCellulardProteomicsYM2013YMdeYMfgclZdl 7.6 53
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178 RoleMofMtheMSI”eZpfhZγ“teMcomplexMinMpancreaticM˛†ZcellMfunctionalMcompensationaMNaturedCelld
BiologyYM2014YMdiYMefgZgg 23.4 52

177 zenomeZwideMvRISγRZvaslMInterrogationMofMSplicingMαetworksMRevealsMaM echanismMforM
RecognitionMofMtutismZ isregulatedMαeuronalM icroexonsaMMoleculardCellYM2018YMjeYMhdcZhegaede 17.6 51

176 wualMactionMantifungalMsmallMmoleculeMmodulatesMmultidrugMeffluxMandMTβRMsignalingaMNatured
ChemicaldBiologyYM2016YMdeYMkijZjh 11.7 50

175 vv fbγwvwdcMheterodimerizesMwithMgerminalMcenterMkinaseMIIIMUzv”IIIVMproteinsMusingMaMmechanismM
analogousMtoMvv fMhomodimerizationaMJournaldofdBiologicaldChemistryYM2011YMekiYMehchiZig 5.4 50

174
RegulationMofMtheMrapamycinMandMy”uγZtargetMdbmammalianMtargetMofMrapamycinMandM
capZdependentMinitiationMofMtranslationMbyMtheMcZtblMproteinZtyrosineMkinaseaMJournaldofdBiologicald
ChemistryYM2000YMejhYMdcjjlZkj

5.4 49

173 –abelZfreeMquantitativeMproteomicsMtrendsMforMproteinZproteinMinteractionsaMJournaldofdProteomicsYM
2013YMkdYMldZdcd 3.9 47

172 InteractionMproteomicsMidentifyMαxUR–gMandMtheMHxvTMxfMligaseMHxRveMasMnovelMmodulatorsMofM
centrosomeMarchitectureaMMoleculardanddCellulardProteomicsYM2012YMddYM dddacdgeff 7.6 47

171 yunctionsMofMtheMvβγIIMgeneMparalogsMSxveftMandMSxvefuMareMinterchangeableMinMvivoaMProceedingsd
ofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2018YMddhYMxjjgkZxjjhj 11.5 46

170 tdenovirusMinfectionMinactivatesMtheMtranslationalMinhibitorsMgxZuγdMandMgxZuγeaMVirologyYM1997YM
efjYMdkeZi 3.6 46

169
IdentificationMofMputativeMandrogenMreceptorMinteractionMproteinMmodulesmMcytoskeletonMandM
endosomesMmodulateMandrogenMreceptorMsignalingMinMprostateMcancerMcellsaMMoleculardanddCellulard
ProteomicsYM2007YMiYMeheZjd

7.6 46

168 TissueMdistributionYMgenomicMstructureYMandMchromosomeMmappingMofMmouseMandMhumanMeukaryoticM
initiationMfactorMgxZbindingMproteinsMdMandMeaMGenomicsYM1996YMfkYMfhfZif 4.3 46

167 tMpotentialMroleMforMextracellularMsignalZregulatedMkinasesMinMprostaglandinMyealphaZinducedMproteinM
synthesisMinMsmoothMmuscleMcellsaMJournaldofdBiologicaldChemistryYM1999YMejgYMdelehZfe 5.4 45

166
vombinatorialMproteomicManalysisMofMintercellularMsignalingMappliedMtoMtheMvwekMTZcellMcostimulatoryM
receptoraMProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2015YM
ddeYMxdhlgZicf

11.5 44

165 tMHighZwensityMHumanM itochondrialMγroximityMInteractionMαetworkaMCelldMetabolismYM2020YMfeYMgjlZgljael24.6 43

164 InMplantaMproximityMdependentMbiotinMidentificationMUuioIwVaMScientificdReportsYM2018YMkYMlede 4.9 42

163  echanisticMinsightMintoMzγvRZmediatedMactivationMofMtheMmicrotubuleZassociatedMRhotMexchangeM
factorMzxyZHdaMNaturedCommunicationsYM2014YMhYMgkhj 17.4 42

162 γroteomicMprofilingMofMtheMTRtyfMinteractomeMnetworkMrevealsMaMnewMroleMforMtheMxRZtoZzolgiM
transportMcompartmentsMinMinnateMimmunityaMPLoSdPathogensYM2012YMkYMedccejgj 7.6 42

161 TheMcargoMreceptorMSURygMpromotesMtheMefficientMcellularMsecretionMofMγvS”laMELifeYM2018YMjYM 8.9 42

(2018-2014)
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160 SystematicMinvestigationMofMhierarchicalMphosphorylationMbyMproteinMkinaseMv”eaMJournaldofd
ProteomicsYM2015YMddkYMglZie 3.9 41

159 γarallelMxxplorationMofMInteractionMSpaceMbyMuioIwMandMtffinityMγurificationMvoupledMtoM assM
SpectrometryaMMethodsdindMoleculardBiologyYM2017YMdhhcYMddhZdfi 1.4 39

158 γroteomicManalysisMofMtheMpalmitoylMproteinMthioesteraseMdMinteractomeMinMSHZSYhYMhumanM
neuroblastomaMcellsaMJournaldofdProteomicsYM2015YMdefYMgeZhf 3.9 38

157 wraftingMtheMv–αfMproteinMinteractomeMinMSHZSYhYMhumanMneuroblastomaMcellsmMaMlabelZfreeM
quantitativeMproteomicsMapproachaMJournaldofdProteomedResearchYM2013YMdeYMedcdZdh 5.6 38

156 RapamycinMandMwortmanninMenhanceMreplicationMofMaMdefectiveMencephalomyocarditisMvirusaMJournald
ofdVirologyYM1998YMjeYMhkddZl 6.6 37

155 wataMIndependentMtcquisitionManalysisMinMγroHitsMgacaMJournaldofdProteomicsYM2016YMdglYMigZik 3.9 37

154 tMfeedMforwardMloopMenforcesMYtγbTtZMsignalingMduringMtumorigenesisaMNaturedCommunicationsYM
2018YMlYMfhdc 17.4 37

153 xndosomalMsortingMofMVt γfMisMregulatedMbyMγIg”etaMJournaldofdCelldScienceYM2014YMdejYMfjghZhi 5.3 36

152 TheMγγyItdZγγetMproteinMcomplexMpromotesMtraffickingMofM”ifjMtoMtheMciliaryMtipMandMHedgehogM
signalingaMSciencedSignalingYM2014YMjYMraddj 8.8 34

151 zastrinMinducesMphosphorylationMofMeIygxMbindingMproteinMdMandMtranslationMinitiationMofMornithineM
decarboxylaseMmRαtaMOncogeneYM1998YMdiYMeedlZej 9.2 34

150 tMStRSZvoVZeMâ��MhostMproximityMinteractome 34

149 yunctionalMcharacterizationMofMaMγRβTtvMdirectedMagainstMuRtyMmutantMViccxaMNaturedChemicald
BiologyYM2020YMdiYMddjcZddjk 11.7 34

148 tMnovelMproteinMdomainMinManMancestralMsplicingMfactorMdroveMtheMevolutionMofMneuralMmicroexonsaM
NaturedEcologydanddEvolutionYM2019YMfYMildZjcd 12.3 33

147 IdentificationMandMcharacterizationMofMttIZeYManMtrabidopsisMhomologueMofManMancientMproteinM
phosphataseMdMUγγdVMregulatoryMsubunitaMBiochemicaldJournalYM2011YMgfhYMjfZkf 3.8 33

146 tMnovelMmechanismMforMSU βMsystemMcontrolmMregulatedMUlpdMnucleolarMsequestrationaMMoleculard
anddCellulardBiologyYM2010YMfcYMggheZie 4.8 33

145
tngiotensinMIIMstimulatesMphosphorylationMofMtheMtranslationalMrepressorMgxZbindingMproteinMdMbyMaM
mitogenZactivatedMproteinMkinaseZindependentMmechanismaMJournaldofdBiologicaldChemistryYM1997YM
ejeYMgcciZde

5.4 33

144 vv ZfMγromotesMva´ elegansMzermlineMwevelopmentMbyMRegulatingMVesicleMTraffickingMvytokinesisM
andMγolarityaMCurrentdBiologyYM2017YMejYMkikZkji 6.3 32

143 tutismZ isregulatedMeIygzM icroexonsMvontrolMSynapticMTranslationMandMHigherMβrderMvognitiveM
yunctionsaMMoleculardCellYM2020YMjjYMddjiZddleaedi 17.6 32

Anne-Claude Gingras
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142 γroteomicManalysisMofMtheMhumanM”xβγSMcomplexMidentifiesMvdgβRydgeMasMaMcoreMsubunitM
homologousMtoMyeastMzonjaMNucleicdAcidsdResearchYM2017YMghYMkchZkdj 20.1 31

141  βudM ediatedMγhosphoZrecognitionMinMtheMvoreM ammalianMHippoMγathwayaMMoleculardandd
CellulardProteomicsYM2017YMdiYMdclkZdddc 7.6 30

140 tMnovelMwholeZcellMlysateMkinaseMassayMidentifiesMsubstratesMofMtheMpfkM tγ”MinMdifferentiatingM
myoblastsaMSkeletaldMuscleYM2012YMeYMh 5.1 30

139 tnalysisMofMproteinMcomplexesMthroughMmodelZbasedMbiclusteringMofMlabelZfreeMquantitativeMtγZ SM
dataaMMoleculardSystemsdBiologyYM2010YMiYMfkh 12.2 30

138  ucosalMversusMsystemicMantibodyMresponsesMtoMStRSZvoVZeMantigensMinMvβVIwZdlMpatients 30

137 γharmacologicalMinhibitionMofMγR TjMlinksMarginineMmonomethylationMtoMtheMcellularMstressM
responseaMNaturedCommunicationsYM2020YMddYMefli 17.4 29

136 αovelMαxwwdMphosphorylationMsitesMregulateM˛‡ZtubulinMbindingMandMmitoticMspindleMassemblyaM
JournaldofdCelldScienceYM2012YMdehYMfjghZhd 5.3 29

135 zlobalMuioIwZbasedMStRSZvoVZeMproteinsMproximalMinteractomeMunveilsMnovelMtiesMbetweenMviralM
polypeptidesMandMhostMfactorsMinvolvedMinMmultipleMvβVIwdlZassociatedMmechanisms 29

134 tcetylationMofMγvαtMSlidingMSurfaceMbyMxcodMγromotesMzenomeMStabilityMthroughMHomologousM
RecombinationaMMoleculardCellYM2017YMihYMjkZlc 17.6 28

133  tR”fZmediatedMphosphorylationMofMtRHzxyeMcouplesMmicrotubulesMtoMtheMactinMcytoskeletonMtoM
establishMcellMpolarityaMSciencedSignalingYM2017YMdcYM 8.8 28

132 TranslationalMcontrolMofMxR”MsignalingMthroughMmiRαtbgxHγZdirectedMsilencingaMELifeYM2018YMjYM 8.9 28

131 tMproximityZdependentMbiotinylationMmapMofMaMhumanMcellmManMinteractiveMwebMresource 28

130  olecularMarchitectureMofM–S dgMinteractionsMinvolvedMinMtheMassemblyMofMmRαtMsilencingM
complexesaMEMBOdJournalYM2018YMfjYM 13 27

129 tMcostZbenefitManalysisMofMmultidimensionalMfractionationMofMaffinityMpurificationZmassMspectrometryM
samplesaMProteomicsYM2011YMddYMeicfZde 4.8 27

128 ”IuRtMUWWvdVMIsMaM etastasisMSuppressorMzeneMtffectedMbyMvhromosomeMhqM–ossMinM
TripleZαegativeMureastMvanceraMCelldReportsYM2018YMeeYMfdldZfech 10.6 25

127 γrofilingMtheMkinomemMcurrentMcapabilitiesMandMfutureMchallengesaMJournaldofdProteomicsYM2013YMkdYMgfZhh 3.9 25

126 vxγdlMcooperatesMwithMyβγMandMvxγfhcMtoMdriveMearlyMstepsMinMtheMciliogenesisMprogrammeaMOpend
BiologyYM2017YMjYM 7 25

125 HeartMofMglassManchorsMRasipdMatMendothelialMcellZcellMjunctionsMtoMsupportMvascularMintegrityaMELifeYM
2016YMhYMeddflg 8.9 25

(2016-2017)
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124 tMwebZtoolMforMvisualizingMquantitativeMproteinZproteinMinteractionMdataaMProteomicsYM2015YMdhYMdgfeZi 4.8 24

123 IncorporatingMwαtMshearingMinMstandardMaffinityMpurificationMallowsMsimultaneousMidentificationMofM
bothMsolubleMandMchromatinZboundMinteractionMpartnersaMJournaldofdProteomicsYM2014YMdccYMhhZl 3.9 24

122 SelectiveMproteasomalMdegradationMofMtheMuT˛†MsubunitMofMproteinMphosphataseMetMbyMtheMxfM
ubiquitinMligaseMadaptorM”elchZlikeMdhaMJournaldofdBiologicaldChemistryYM2012YMekjYMgffjkZkl 5.4 24

121
 acrophageMInflammatoryMγroteinZd˛–MandMInterferonZInducibleMγroteinMdcMInhibitMSynergisticallyM
InducedMzrowthMyactorMStimulationMofM tγM”inaseMtctivityMandMSuppressMγhosphorylationMofM
xukaryoticMInitiationMyactorMgxMandMgxMuindingMγroteinMdaMBloodYM1997YMklYMfhkeZfhlh

2.2 24

120 ueyondMhairballsmMTheMuseMofMquantitativeMmassMspectrometryMdataMtoMunderstandMproteinZproteinM
interactionsaMFEBSdLettersYM2012YMhkiYMejefZfd 3.8 23

119 StIαTqmMScoringMproteinZproteinMinteractionsMinMaffinityMpurificationMZMmassMspectrometryM
experimentsMwithMfragmentMorMpeptideMintensityMdataaMProteomicsYM2016YMdiYMeefkZgh 4.8 23

118 SystematicMmappingMofMgeneticMinteractionsMforMdeMnovoMfattyMacidMsynthesisMidentifiesMvdeorfglMasMaM
regulatorMofMlipidMmetabolismaMNaturedMetabolismYM2020YMeYMgllZhdf 14.6 22

117 SystematicMwiscoveryMofMShortM–inearM otifsMwecodesMvalcineurinMγhosphataseMSignalingaMMoleculard
CellYM2020YMjlYMfgeZfhkaede 17.6 22

116 SxTwiMcontrolsMtheMexpressionMofMestrogenZresponsiveMgenesMandMproliferationMofMbreastMcarcinomaM
cellsaMEpigeneticsYM2014YMlYMlgeZhc 5.7 22

115 βpenyreezermMaMreagentMinformationMmanagementMsoftwareMsystemaMNaturedMethodsYM2011YMkYMideZf 21.6 22

114 tMvomprehensiveYMylexibleMvollectionMofMStRSZvoVZeMvodingMRegionsaMGy:dGenespdGenomespdGeneticsYM
2020YMdcYMffllZfgce 3.2 22

113 vxγdleMinteractsMphysicallyMandMfunctionallyMwithMtheM”ifZdeubiquitinaseMvY–wMtoMpromoteMmitoticM
spindleMassemblyaMCelldCycleYM2012YMddYMfhhhZk 4.7 21

112 YdjdMgovernsMfungalMmorphogenesisMandMstressMresponseYMandMfacilitatesMmitochondrialMproteinM
importMviaM asdMandM aseaMMicrobialdCellYM2017YMgYMfgeZfid 3.9 21

111
InbornMxrrorMofMvobalaminM etabolismMtssociatedMwithMtheMIntracellularMtccumulationMofM
TranscobalaminZuoundMvobalaminMandM utationsMinMZαydgfYMWhichMvodesMforMaMTranscriptionalM
tctivatoraMHumandMutationYM2016YMfjYMljiZke

4.7 21

110 RegulationMofMγroteinMInteractionsMbyMpsMneMinderMU βudVMγhosphorylationaMMoleculardanddCellulard
ProteomicsYM2017YMdiYMddddZddeh 7.6 20

109
vellMcycleZregulatedMoscillatorMcoordinatesMcoreMhistoneMgeneMtranscriptionMthroughMhistoneM
acetylationaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM2014YM
dddYMdgdegZl

11.5 20

108 SelectiveMTargetingMofMuromodomainsMofMtheMuromodomainZγHwMyingersMyamilyMImpairsMβsteoclastM
wifferentiationaMACSdChemicaldBiologyYM2017YMdeYMeidlZeifc 4.9 20

107 HighZresolutionMproteinMinteractionMmapMofMtheMwrosophilaMmelanogasterMpfkMmitogenZactivatedM
proteinMkinasesMrevealsMlimitedMfunctionalMredundancyaMMoleculardanddCellulardBiologyYM2012YMfeYMfilhZjci4.8 20

Anne-Claude Gingras
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106 tctivationMofM itochondrialMγroteinMγhosphataseMS–γeMbyM ItgcMRegulatesMSeedMzerminationaMPlantd
PhysiologyYM2017YMdjfYMlhiZlil 6.6 18

105
zlobalMproteomicManalysesMdefineManMenvironmentallyMcontingentMHsplcMinteractomeMandMrevealM
chaperoneZdependentMregulationMofMstressMgranuleMproteinsMandMtheMReTγMcomplexMinMaMfungalM
pathogenaMPLoSdBiologyYM2019YMdjYMefcccfhk

9.7 18

104
γroteinMphosphataseMγγdbz–vjMinteractionMdomainMinMyeastMeIye˛‡MbypassesMtargetingMsubunitM
requirementMforMeIye˛–MdephosphorylationaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthed
UniteddStatesdofdAmericaYM2014YMdddYMxdfggZhf

11.5 18

103 HumanMzTγuγhMU TzeVMfuelsMmitoribosomeMlargeMsubunitMmaturationMbyMfacilitatingMdiSMrRαtM
methylationaMNucleicdAcidsdResearchYM2020YMgkYMjlegZjlgf 20.1 18

102 UsingMγroHitsMtoMstoreYMannotateYMandManalyzeMaffinityMpurificationZmassMspectrometryMUtγZ SVMdataaM
CurrentdProtocolsdindBioinformaticsYM2012YMvhapterMkYMUnitkadi 24.2 17

101 ST”ehMproteinMmediatesMTrktMandMvv eMproteinZdependentMdeathMinMpediatricMtumorMcellsMofMneuralM
originaMJournaldofdBiologicaldChemistryYM2012YMekjYMelekhZl 5.4 17

100 uRαeMsuppressesMapoptosisYMreprogramsMwαtMdamageMrepairYMandMisMassociatedMwithMaMhighMsomaticM
mutationMburdenMinMmelanomaaMGenesdanddDevelopmentYM2019YMffYMfdcZffe 12.6 16

99 TheMRαydgiMandMtankyraseMpathwayMmaintainsMtheMjunctionalMvrumbsMcomplexMthroughMregulationM
ofMangiomotinaMJournaldofdCelldScienceYM2016YMdelYMffliZgdd 5.3 16

98 tMVersatileM–entiviralMweliveryMToolkitMforMγroximityZdependentMuiotinylationMinMwiverseMvellMTypesaM
MoleculardanddCellulardProteomicsYM2018YMdjYMeehiZeeil 7.6 16

97
vrystalMstructuresMandMmutagenesisMofMγγγZfamilyMserbthrMproteinMphosphatasesMelucidateMtheM
selectivityMofMcantharidinMandMnovelMnorcantharidinZbasedMinhibitorsMofMγγhvaMBiochemicald
PharmacologyYM2016YMdclYMdgZei

6 16

96 InactivationMofMγγetMbyMaMrecurrentMmutationMdrivesMresistanceMtoM x”MinhibitorsaMOncogeneYM2020YM
flYMjcfZjdj 9.2 16

95 xvaluationMofMtheMStRSZvoVZeMtntibodyMResponseMtoMtheMuαTdiebeMVaccineMinMγatientsMUndergoingM
HemodialysisaMJAMAdNetworkdOpenYM2021YMgYMeedefiee 10.4 16

94 xvolutionMofMtyiZRtSMassociationMandMitsMimplicationsMinMmixedZlineageMleukemiaaMNatured
CommunicationsYM2017YMkYMdcll 17.4 15

93 vonservedMtsfdZimportinM˛†MphysicalMinteractionMinMgrowthMandMsexualMdevelopmentMinMtheMciliateM
TetrahymenaMthermophilaaMJournaldofdProteomicsYM2013YMlgYMfddZei 3.9 15

92  appingMphysicalMinteractionsMwithinMchromatinMbyMproteomicMapproachesaMProteomicsYM2012YMdeYMdiclZee4.8 15

91 TheMztTβRZRagMzTγaseMpathwayMinhibitsMmTβRvdMactivationMbyMlysosomeZderivedMaminoMacidsaM
ScienceYM2020YMfjcYMfhdZfhi 33.3 15

90 v– SVaultmMtMSoftwareMSuiteMforMγroteinMvrossZ–inkingM assZSpectrometryMwataMtnalysisMandM
VisualizationaMJournaldofdProteomedResearchYM2017YMdiYMeighZeihe 5.6 14

89 tIRxMisMaMcriticalMspindleZassociatedMproteinMinMembryonicMstemMcellsaMELifeYM2017YMiYM 8.9 14

(2017-2017)
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88 tMconservedMvv McomplexMpromotesMapoptosisMnonZautonomouslyMbyMregulatingMzincMhomeostasisaM
NaturedCommunicationsYM2019YMdcYMdjld 17.4 13

87  yotubularinZrelatedMproteinsMfMandMgMinteractMwithMpoloZlikeMkinaseMdMandMcentrosomalMproteinMofM
hhMkwaMtoMensureMproperMabscissionaMMoleculardanddCellulardProteomicsYM2015YMdgYMlgiZic 7.6 13

86
–nkMadaptorMsuppressesMradiationMresistanceMandMradiationZinducedMuZcellMmalignanciesMbyMinhibitingM
I–ZddMsignalingaMProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYM
2013YMddcYMechllZicg

11.5 13

85 tX–MconfersMcellMmigrationMandMinvasionMbyMhijackingMaMγxt”dZregulatedMfocalMadhesionMproteinM
networkaMNaturedCommunicationsYM2020YMddYMfhki 17.4 13

84 SubcellularMproteomicsaMNaturedReviewsdMethodsdPrimersYM2021YMdYM 13

83 αanoluciferaseMcomplementationZbasedMbioreporterMrevealsMtheMimportanceMofMαZlinkedM
glycosylationMofMStRSZvoVZe´ SMforMviralMentryaMMoleculardTherapyYM2021YMelYMdlkgZeccc 11.7 13

82 αeutralizingMantibodyMresponsesMtoMStRSZvoVZeMvariantsMinMvaccinatedMβntarioMlongZtermMcareMhomeM
residentsMandMworkers 13

81 SystematicMxxaminationMofMtntigenZSpecificMRecallMTMvellMResponsesMtoMStRSZvoVZeMversusMInfluenzaM
VirusMRevealsMaMwistinctMInflammatoryMγrofileaMJournaldofdImmunologyYM2021YMeciYMfjZhc 5.3 12

80 HumanM tRydMisManMendoribonucleaseMthatMinteractsMwithMtheMwvγdmeMdecappingMcomplexMandM
degradesMtargetMmRαtsaMNucleicdAcidsdResearchYM2018YMgiYMdecckZdeced 20.1 12

79 γroteomicMandMuiochemicalMvomparisonMofMtheMvellularMInteractionMγartnersMofMHumanMVγSfftMandM
VγSffuaMJournaldofdMoleculardBiologyYM2018YMgfcYMedhfZedif 6.5 12

78 StructuralMuasisMforMtutoZInhibitionMofMtheMαwRdM”inaseMwomainMbyManMttypicallyM–ongMtctivationM
SegmentaMStructureYM2018YMeiYMddcdZdddhaei 5.2 12

77 TheMbromodomainZcontainingMproteinMIbddMlinksMmultipleMchromatinZrelatedMproteinMcomplexesMtoM
highlyMexpressedMgenesMinMTetrahymenaMthermophilaaMEpigeneticsdanddChromatinYM2018YMddYMdc 5.8 11

76  assMspectrometricMtoolsMforMsystematicManalysisMofMproteinMphosphorylationaMProgressdindMoleculard
BiologydanddTranslationaldScienceYM2012YMdciYMfZfe 4 11

75 tMStRSZvoVZeMuioIwZbasedMvirusZhostMmembraneMproteinMinteractomeMandMvirusMpeptideM
compendiummMnewMproteomicsMresourcesMforMvβVIwZdlMresearch 11

74 SrcMhomologyMeMdomainMcontainingMproteinMhMUSHewhVMbindsMtheMbreakpointMclusterMregionMproteinYM
uvRYMandMregulatesMlevelsMofMRacdZzTγaMJournaldofdBiologicaldChemistryYM2014YMeklYMfhfljZgck 5.4 10

73 tMmucosalMantibodyMresponseMisMinducedMbyMintraZmuscularMStRSZvoVZeMmRαtMvaccination 10

72
SystemicMandMmucosalMIgtMresponsesMareMvariablyMinducedMinMresponseMtoMStRSZvoVZeMmRαtM
vaccinationMandMareMassociatedMwithMprotectionMagainstMsubsequentMinfectionaaMMucosaldImmunologyYM
2022YM

9.2 10

71 γroteomicMtnalysisMofMHistonesMHetbHeuMandMVariantMHvdMinMTetrahymenaMthermophilaMRevealsManM
tncientMαetworkMofMvhaperonesaMMoleculardBiologydanddEvolutionYM2019YMfiYMdcfjZdchh 8.3 9
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70 αeutralizationMofMStRSZvoVZeMVariantsMinMTransplantMRecipientsMtfterMTwoMandMThreeMwosesMofM
mRαtZdejfMVaccineMmMSecondaryMtnalysisMofMaMRandomizedMTrialaMAnnalsdofdInternaldMedicineYM2021YM 8 9

69 vomprehensiveMinteractomeMprofilingMofMtheMhumanMHspjcMnetworkMhighlightsMfunctionalM
differentiationMofM“MdomainsaMMoleculardCellYM2021YMkdYMehglZehihaek 17.6 9

68 TheMHumanMtdenovirusMTypeMhMxgorfgMγroteinMTargetsMTwoMγhosphataseMRegulatorsMofMtheMHippoM
SignalingMγathwayaMJournaldofdVirologyYM2015YMklYMkkhhZjc 6.6 8

67 QuantitativeManalysisMofMγγTdMinteractomeMinMhumanMneuroblastomaMcellsaMDatadindBriefYM2015YMgYMecjZdi 1.2 8

66 tMnovelMroleMforMαUt”dMinMpromotingMovarianMcancerMmetastasisMthroughMregulationMofMfibronectinM
productionMinMspheroidsaMCancersYM2020YMdeYM 6.6 8

65 TheMendosomalMsortingMadaptorMHwZγTγMisMrequiredMforMephrinZumxphuMsignallingMinMcellularMcollapseM
andMspinalMmotorMaxonMguidanceaMScientificdReportsYM2019YMlYMddlgh 4.9 8

64 yunctionalMdivergenceMofMaMglobalMregulatoryMcomplexMgoverningMfungalMfilamentationaMPLoSd
GeneticsYM2019YMdhYMedccjlcd 6 8

63  itochondrialMThreonylZtRαtMSynthetaseMTtRSeMIsMRequiredMforMThreonineZSensitiveMmTβRvdM
tctivationaMMoleculardCellYM2021YMkdYMflkZgcjaeg 17.6 8

62 αeutralizationMagainstMβmicronMvariantMinMtransplantMrecipientsMafterMthreeZdosesMofMmRαtMvaccineaaM
AmericandJournaldofdTransplantationYM2022YM 8.7 8

61 SevereMacuteMrespiratoryMsyndromeMcoronavirusMeMUStRSZvoVZeVMseroprevalencemMαavigatingMtheM
absenceMofMaMgoldMstandardaMPLoSdONEYM2021YMdiYMecehjjgf 3.7 7

60 γreclinicalMevaluationMofMaMStRSZvoVZeMmRαtMvaccineMγTXZvβVIwdlZuaaMSciencedAdvancesYM2022YMkYMeabjlkdh14.3 6

59
xvaluatingMHumoralMImmunityMagainstMStRSZvoVZemMValidationMofMaMγlaqueZReductionMαeutralizationM
TestMandMaM ultilaboratoryMvomparisonMofMvonventionalMandMSurrogateMαeutralizationMtssaysaM
MicrobiologydSpectrumYM2021YMecckkied

8.9 6

58 UnderstudiedMproteinsmMopportunitiesMandMchallengesMforMfunctionalMproteomicsaaMNaturedMethodsYM
2022YM 21.6 6

57 yt dchtbβTU–Iα–MIsMaMγseudodeubiquitinaseMofMtheMβTUZvlassMthatM–ocalizesMtoMtheMxRM
 embraneaMStructureYM2019YMejYMdcccZdcdeaei 5.2 5

56 γroteomicMtnalysisMRevealsMaMRoleMforMRS”MinMpdecZcateninMγhosphorylationMandM elanomaMvellZvellM
tdhesionaMMoleculardanddCellulardProteomicsYM2020YMdlYMhcZig 7.6 5

55 γroteomicsMapproachesMtoMdecipherMnewMsignalingMpathwaysaMCurrentdOpiniondindStructuraldBiologyYM
2016YMgdYMdekZdfg 8.1 5

54 wriedMbloodMspotMspecimensMforMStRSZvoVZeMantibodyMtestingmMtMmultiZsiteYMmultiZassayMcomparisonaM
PLoSdONEYM2021YMdiYMeceidccf 3.7 5

53 vaMelegansMSUγZgiYManMHαRαγ MfamilyMRαtZbindingMproteinMthatMpreventsMpaternallyZmediatedM
epigeneticMsterilityaMBMCdBiologyYM2017YMdhYMid 7.3 4

(2017-2021)
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52 IdentificationMandMfunctionalMcharacterizationMofMtranscriptionalMactivatorsMinMhumanMcellsaaMMoleculard
CellYM2022YM 17.6 4

51 –everagingMmachineMlearningMessentialityMpredictionsMandMchemogenomicMinteractionsMtoMidentifyM
antifungalMtargetsaMNaturedCommunicationsYM2021YMdeYMiglj 17.4 4

50 γalmitoylationMtargetsMtheMcalcineurinMphosphataseMtoMtheMphosphatidylinositolMgZkinaseMcomplexMatM
theMplasmaMmembraneaMNaturedCommunicationsYM2021YMdeYMicig 17.4 4

49 tMâ�� adeZinZvanadaâ��MserologyMsolutionMforMprofilingMhumoralMimmuneMresponsesMtoMStRSZvoVZeM
infectionMandMvaccination 4

48 tMhighZdensityMhumanMmitochondrialMproximityMinteractionMnetwork 4

47 TtZZvt TtdMandMYtγZTyxfMalterMtheMTtZbYtγMtranscriptomeMbyMrecruitingMtheMtTtvMhistoneM
acetyltransferaseMcomplexaMELifeYM2021YMdcYM 8.9 4

46 TR”ZyusedMzeneMUTyzVYMaMproteinMinvolvedMinMproteinMsecretionMpathwaysYMisManMessentialMcomponentM
ofMtheMantiviralMinnateMimmuneMresponseaMPLoSdPathogensYM2021YMdjYMedcclddd 7.6 4

45 tssessmentMofMStRSZvoVZeMSeropositivityMwuringMtheMyirstMandMSecondMViralMWavesMinMececMandMecedM
tmongMvanadianMtdultsaaMJAMAdNetworkdOpenYM2022YMhYMeedgijlk 10.4 4

44 tdaptingMSerosurveysMforMtheMStRSZvoVZeMVaccineMxraaaMOpendForumdInfectiousdDiseasesYM2022YMlYMofabife1 4

43 zeneMInformationMeXtensionMUzIXVmMeffortlessMretrievalMofMgeneMproductMinformationMonManyMwebsiteaM
NaturedMethodsYM2019YMdiYMiihZiii 21.6 3

42 VariabilityMinMStreptavidinZSepharoseM atrixMQualityMvanMSignificantlyMtffectMγroximityZwependentM
uiotinylationMUuioIwVMwataaMJournaldofdProteomedResearchYM2020YMdlYMfhhgZfhid 5.6 3

41 wiferencesMinMmRαtZdejfMU odernaVMandMuαTdiebeMUγfizerZuioαTechVMStRSZvoVZeMvaccineM
immunogenicityMamongMpatientsMundergoingMdialysisaaMCmajYM2022YM 3.5 3

40 ResistanceMofMStRSZvoVZeMbetaMandMgammaMvariantsMtoMplasmaMcollectedMfromMvanadianMbloodM
donorsMduringMtheMspringMofMececaMTransfusionYM2021YM 2.9 3

39 tMsimpleMproteinZbasedMsurrogateMneutralizationMassayMforMStRSZvoVZe 3

38  ultiZlaboratoryMassessmentMofMreproducibilityYMqualitativeMandMquantitativeMperformanceMofM
SWtTHZmassMspectrometry 3

37 TheMαx γMfamilyMsupportsMmetazoanMfertilityMandMnuclearMenvelopeMstiffnessaMSciencedAdvancesYM
2020YMiYMeabbghld 14.3 3

36 wriedMbloodMspotMspecimensMforMStRSZvoVZeMantibodyMtestingmMtMmultiZsiteYMmultiZassayMcomparison 3

35 TheMγH–γγdMαZTerminalMxxtensionMisMaM itoticMvdkdMSubstrateMandMvontrolsManMInteractomeMSwitchaM
MoleculardanddCellulardBiologyYM2021YM 4.8 3
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34 tMscalableMserologyMsolutionMforMprofilingMhumoralMimmuneMresponsesMtoMStRSZvoVZeMinfectionMandM
vaccinationaaMClinicaldanddTranslationaldImmunologyYM2022YMddYMedfkc 6.8 3

33 xstimatingMStRSZvoVZeMSeroprevalenceMinMvanadianMuloodMwonorsYMtprilMececMtoM archMecedmM
ImprovingMtccuracyMwithM ultipleMtssaysaaMMicrobiologydSpectrumYM2022YMdcYMecehifed 8.9 3

32 “ournalMvlubmMfhMyearsMlaterYMmRαtMcapsMstillMmatteraMNaturedReviewsdMoleculardCelldBiologyYM2009YM
dcYMjfg 48.7 2

31 StructureMofMmammalianMVZtTγaseMwithMtheMT–wcMdomainMproteinMmxt”jMbound 2

30 xndogenousMuioIwMelucidatesMTvyj–dMinteractomeMmodulationMuponMzS”ZfMinhibitionMinMmouseMxSvs 2

29 SystematicMdiscoveryMofMShortM–inearM otifsMdecodesMcalcineurinMphosphataseMsignaling 2

28
 acrophageMInflammatoryMγroteinZd˛–MandMInterferonZInducibleMγroteinMdcMInhibitMSynergisticallyM
InducedMzrowthMyactorMStimulationMofM tγM”inaseMtctivityMandMSuppressMγhosphorylationMofM
xukaryoticMInitiationMyactorMgxMandMgxMuindingMγroteinMdaMBloodYM1997YMklYMfhkeZfhlh

2.2 2

27 IRXfbhMregulateMmitoticMchromatidMsegregationMandMlimbMbudMshapeaMDevelopmentdlCambridgemYM2020
YMdgjYM 6.6 2

26 γreclinicalMevaluationMofMaMStRSZvoVZeMmRαtMvaccineMγTXZvβVIwdlZu 2

25 TheMHumoralMResponseMtoMtheMuαTdiebeMVaccineMinMHemodialysisMγatients 2

24 tMToolboxMforMxfficientMγroximityZwependentMuiotinylationMinMZebrafishMxmbryosaMMoleculardandd
CellulardProteomicsYM2021YMecYMdccdek 7.6 2

23 StRSZvoVZeMSeroprevalenceMwuringMtheMyirstMandMSecondMγandemicMWavesMinMvanadaaMSSRNd
ElectronicdJournalY 1 2

22
xarlyMwarningMandMrapidMpublicMhealthMresponseMtoMpreventMvβVIwZdlMoutbreaksMinMlongZtermMcareM
facilitiesMU–TvyVMbyMmonitoringMStRSZvoVZeMRαtMinM–TvyMsiteZspecificMsewageMsamplesMandM
assessmentMofMantibodiesMresponseMinMthisMpopulationmMprospectiveMstudyMprotocolaMBMJdOpenYM2021YM
ddYMecheeke

3 2

21 vlionaminesMstimulateMautophagyYMinhibitM ycobacteriumMtuberculosisMsurvivalMinMmacrophagesYMandM
targetMγikdaMCelldChemicaldBiologyYM2021YM 8.2 2

20 tnMopenMinvitationMtoMtheMUnderstudiedMγroteinsMInitiativeaaMNaturedBiotechnologyYM2022YM 44.5 2

19 βmicronMutadbdadMStRSZvoVZeMInfectionMamongMVaccinatedMvanadianMtdultsaaMNewdEnglanddJournald
ofdMedicineYM2022YM 59.2 2

18 SafetyMandMxfficacyMofMγreventativeMvβVIwMVaccinesmMTheMStopvoVMStudy 1

17
RetentionMofMhemostaticMandMimmunologicalMpropertiesMofMfrozenMplasmaMandMvβVIwZdlM
convalescentMapheresisMfreshZfrozenMplasmaMproducedMandMfreezeZdriedMinMvanadaaaMTransfusionYM
2021YM

2.9 1

(2021-2022)
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16  embraneZdependentMreliefMofMtranslationMelongation´ arrestMonMpseudouridineZMandM
αdZmethylZpseudouridineZmodifiedMmRαtsaaMNucleicdAcidsdResearchYM2021YM 20.1 1

15 xndofinMisMrequiredMforMHwZγTγMandMxSvRTZcMinterdependentMendosomalMsortingMofMubiquitinatedM
transmembraneMcargoesaMIScienceYM2021YMegYMdcfejg 6.1 1

14 TtZZvt TtdMandMYtγZTyxfMmodulateMtheMbasalMTtZbYtγMtranscriptionalMprogramMbyMrecruitingMtheM
tTtvMhistoneMacetyltransferaseMcomplex 1

13 SevereMacuteMrespiratoryMsyndromeMcoronavirusMeMUStRSZvoVZeVMseroprevalencemMαavigatingMtheM
absenceMofMaMgoldMstandard 1

12 RagMzTγasesMandMphosphatidylinositolMfZphosphateMmediateMrecruitmentMofMtheMtγZhbSγzddbSγzdhM
complexaMJournaldofdCelldBiologyYM2021YMeecYM 7.3 1

11 StRSZvoVZeMVirusZ–ikeMγarticleMαeutralizingMvapacityMinMuloodMwonorsMwependsMonMSerologicalM
γrofileMandMwonorZweclaredMStRSZvoVZeMVaccinationMHistoryaaMMicrobiologydSpectrumYM2022YMeceeieed 8.9 1

10 γroximityZwependentMuiotinylationMtpproachesMtoMxxploreMtheMwynamicMvompartmentalizedM
γroteomeaaMFrontiersdindMoleculardBiosciencesYM2022YMlYMkheldd 5.6 1

9 tTRXMproximalMproteinMassociationsMboastMrolesMbeyondMhistoneMdepositionaMPLoSdGeneticsYM2021YMdjYMedccllcl6 0

8 wefiningMtheMinteractomesMofMproteinsMinvolvedMinMcytoskeletalMdynamicsMusingMhighZthroughputM
proximityZdependentMbiotinylationMaaMSTARdProtocolsYM2022YMfYMdcdcjh 1.4 0

7 TheMmacrophageZderivedMproteinMγT tMinducesMfilamentationMofMtheMhumanMfungalMpathogenM
vandidaMalbicansaMCelldReportsYM2021YMfiYMdclhkg 10.6 0

6 ImplementationMofMserologicalMandMmolecularMtoolsMtoMinformMvβVIwZdlMpatientMmanagementmM
protocolMforMtheMzxαvβVMprospectiveMcohortMstudyaMBMJdOpenYM2021YMddYMechekge 3 0

5 IwxαTIyIvtTIβαMβyMγβTxαTIt–MtαTIZβαvβzxαIvMγRβγxRTIxSMβyMelyZgxMuIαwIαzMγRβTxIαSMdM
tαwMeaMBiologydofdthedCellYM1996YMkkYMilZil 3.5

4 UncoveringMTheMUniqueMyunctionsMtndMRegulationMβfMTheMγalmitoylatedMvalcineurinMIsoformYMvα˛†daM
FASEBdJournalYM2020YMfgYMdZd 0.9

3 vw”dZdependentMγhosphorylationMofMtheMTumorMSuppressorMγhosphataseYMγH–γγdYMRegulatesMtheM
 itoticMγH–γγdMInteractomeaMFASEBdJournalYM2018YMfeYMikjae 0.9

2 vw”dZdependentMγhosphorylationMofMtheMTumorMSuppressorMγhosphataseYMγH–γγdYMRegulatesMtheM
 itoticMγH–γγdMInteractomeaMFASEBdJournalYM2020YMfgYMdZd 0.9

1 vonnectingMproteinsmMshareableMtoolsMforMreproducibleMinteractionMmappingaMBiochemistrydanddCelld
BiologyYM2020YMlkYMfclZfdf 3.6
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