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l Paper IF Citations

121 miRtaselLmicroRNsLsequencesXLtargetsLandLgeneLnomenclatureZLNucleicgAcidsgResearchXL2006XLefXLvcfbYf20.1 3494

120 miRtaselLtoolsLforLmicroRNsLgenomicsZLNucleicgAcidsgResearchXL2008XLehXLvcgfYj 20.1 3326

119 zumanLMicroRNsLtargetsZLPLoSgBiologyXL2004XLdXLeehe 9.7 2746

118 TheLzebrafishLreferenceLgenomeLsequenceLandLitsLrelationshipLtoLtheLhumanLgenomeZLNatureXL2013XL
fkhXLfkjYgbe 50.4 2550

117 snLefficientLalgorithmLforLlargeYscaleLdetectionLofLproteinLfamiliesZLNucleicgAcidsgResearchXL2002XLebXLcgigYjf20.1 2433

116 MicroRNsLtargetsLinLvrosophilaZLGenomegBiologyXL2003XLgXLRc 18.3 2206

115 RequirementLofLbicamicroRNsYcggLforLnormalLimmuneLfunctionZLScienceXL2007XLechXLhbjYcc 33.3 1584

114 βdentificationLofLvirusYencodedLmicroRNssZLScienceXL2004XLebfXLiefYh 33.3 1293

113 ZebrafishLMiRYfebLpromotesLdeadenylationLandLclearanceLofLmaternalLmRNssZLScienceXL2006XLecdXLigYk 33.3 1222

112 MicroRNssLregulateLbrainLmorphogenesisLinLzebrafishZLScienceXL2005XLebjXLjeeYj 33.3 1080

111 ProteinLinteractionLmapsLforLcompleteLgenomesLbasedLonLgeneLfusionLeventsZLNatureXL1999XLfbdXLjhYkb 50.4 896

110 microRNsYcggLregulatesLtheLgenerationLofLimmunoglobulinLclassYswitchedLplasmaLcellsZLImmunityXL
2007XLdiXLjfiYgk 32.3 650

109 yenomicLanalysisLofLhumanLmicroRNsLtranscriptsZLProceedingsgofgthegNationalgAcademygofgSciencesg
ofgthegUnitedgStatesgofgAmericaXL2007XLcbfXLciickYdf 11.5 402

108 NetworkLvisualizationLandLanalysisLofLgeneLexpressionLdataLusingLtioLayoutLwxpressTevUZLNatureg
ProtocolsXL2009XLfXLcgegYgb 18.8 305

107 vetectionLofLfunctionalLmodulesLfromLproteinLinteractionLnetworksZLProteins:gStructureugFunctiong
andgBioinformaticsXL2004XLgfXLfkYgi 4.2 288

106 sLSlicerYindependentLroleLforLsrgonauteLdLinLhematopoiesisLandLtheLmicroRNsLpathwayZLGenesgandg
DevelopmentXL2007XLdcXLckkkYdbbf 12.6 277

105 RNsLeditingLofLhumanLmicroRNssZLGenomegBiologyXL2006XLiXLRdi 18.3 270
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104 snLwNUYinducedLmutationLofLmiRYkhLassociatedLwithLprogressiveLhearingLlossLinLmiceZLNatureg
GeneticsXL2009XLfcXLhcfYj 36.3 249

103 KrakenlLaLsetLofLtoolsLforLqualityLcontrolLandLanalysisLofLhighYthroughputLsequenceLdataZLMethodsXL
2013XLheXLfcYk 4.6 242

102 TheLmiRYcffafgcLlocusLisLrequiredLforLerythroidLhomeostasisZLJournalgofgExperimentalgMedicineXL
2010XLdbiXLcegcYj 16.6 233

101 PredictionLofLmicroRNsLtargetsZLDruggDiscoverygTodayXL2007XLcdXLfgdYj 8.8 229

100 TheLendonucleaseLactivityLofLMiliLfuelsLpiRNsLamplificationLthatLsilencesLLβNwcLelementsZLNatureXL
2011XLfjbXLdgkYhe 50.4 225

99 vetectingLmicroRNsLbindingLandLsiRNsLoffYtargetLeffectsLfromLexpressionLdataZLNaturegMethodsXL
2008XLgXLcbdeYg 21.6 220

98 MalignantLgermLcellLtumorsLdisplayLcommonLmicroRNsLprofilesLresultingLinLglobalLchangesLinL
expressionLofLmessengerLRNsLtargetsZLCancergResearchXL2010XLibXLdkccYde 10.1 201

97 wxtracellularLvesiclesLfromLneuralLstemLcellsLtransferLβxNY˛‡LviaLβfngrcLtoLactivateLStatcLsignalingLinL
targetLcellsZLMoleculargCellXL2014XLghXLckeYdbf 17.6 195

96 uonstructionXLvisualisationXLandLclusteringLofLtranscriptionLnetworksLfromLmicroarrayLexpressionL
dataZLPLoSgComputationalgBiologyXL2007XLeXLdbedYfd 5 190

95 wfficientLinhibitionLofLmiRYcggLfunctionLinLvivoLbyLpeptideLnucleicLacidsZLNucleicgAcidsgResearchXL2010
XLejXLffhhYig 20.1 179

94 TheLRNsLmsLReaderLYTzvxdLβsLwssentialLforLtheLPostYtranscriptionalLRegulationLofLtheLMaternalL
TranscriptomeLandLOocyteLuompetenceZLMoleculargCellXL2017XLhiXLcbgkYcbhiZef 17.6 176

93 yeneRsywlLaLrobustLalgorithmLforLsequenceLclusteringLandLdomainLdetectionZLBioinformaticsXL2000XL
chXLfgcYi 7.2 156

92 uomputationalLpredictionLofLproteinYproteinLinteractionsZLMoleculargBiotechnologyXL2008XLejXLcYci 3 152

91 MicroRNsYkLinhibitionLofLcellLproliferationLandLidentificationLofLnovelLmiRYkLtargetsLbyL
transcriptomeLprofilingLinLbreastLcancerLcellsZLJournalgofgBiologicalgChemistryXL2012XLdjiXLdkgchYdj 5.4 146

90 usSTlLanLiterativeLalgorithmLforLtheLcomplexityLanalysisLofLsequenceLtractsZLuomplexityLanalysisLofL
sequenceLtractsZLBioinformaticsXL2000XLchXLkcgYdd 7.2 139

89 TargetedLdeletionLofLmicroRNsYddLpromotesLstressYinducedLcardiacLdilationLandLcontractileL
dysfunctionZLCirculationXL2012XLcdgXLdigcYhc 16.7 134

88 MultipleLepigeneticLmechanismsLandLtheLpiRNsLpathwayLenforceLLβNwcLsilencingLduringLadultL
spermatogenesisZLMoleculargCellXL2013XLgbXLhbcYj 17.6 134

87 ZebrafishLmiRYcLandLmiRYceeLshapeLmuscleLgeneLexpressionLandLregulateLsarcomericLactinL
organizationZLGenesgandgDevelopmentXL2009XLdeXLhckYed 12.6 131

(2009-2009)
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86 tioLayoutYYanLautomaticLgraphLlayoutLalgorithmLforLsimilarityLvisualizationZLBioinformaticsXL2001XL
ciXLjgeYf 7.2 130

85 QuantitativeLgeneLprofilingLofLlongLnoncodingLRNssLwithLtargetedLRNsLsequencingZLNatureg
MethodsXL2015XLcdXLeekYfd 21.6 119

84 sLhighYresolutionLmRNsLexpressionLtimeLcourseLofLembryonicLdevelopmentLinLzebrafishZLELifeXL
2017XLhXL 8.9 111

83 snnotationLofLmammalianLprimaryLmicroRNssZLBMCgGenomicsXL2008XLkXLghf 4.5 110

82 βntegratedLanalysisLofLmicroRNsLandLmRNsLexpressionLandLassociationLwithLzβxLbindingLrevealsLtheL
complexityLofLmicroRNsLexpressionLregulationLunderLhypoxiaZLMoleculargCancerXL2014XLceXLdj 42.1 104

81 ProteinLfamiliesLandLTRβtwSLinLgenomeLsequenceLspaceZLNucleicgAcidsgResearchXL2003XLecXLfhedYj 20.1 103

80
uombinedLagonistYantagonistLgenomeYwideLfunctionalLscreeningLidentifiesLbroadlyLactiveLantiviralL
microRNssZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2010XL
cbiXLcejebYg

11.5 85

79 mRNsLeSLuridylationLandLpolyTsULtailLlengthLsculptLtheLmammalianLmaternalLtranscriptomeZLNatureXL
2017XLgfjXLefiYegc 50.4 82

78 MicroRNsLdegradationLbyLaLconservedLtargetLRNsLregulatesLanimalLbehaviorZLNaturegStructuralgandg
MoleculargBiologyXL2018XLdgXLdffYdgc 17.6 81

77 xunctionalLassociationsLofLproteinsLinLentireLgenomesLbyLmeansLofLexhaustiveLdetectionLofLgeneL
fusionsZLGenomegBiologyXL2001XLdXLRwSwsRuzbbef 18.3 79

76 yenomicLpositionalLconservationLidentifiesLtopologicalLanchorLpointLRNssLlinkedLtoLdevelopmentalL
lociZLGenomegBiologyXL2018XLckXLed 18.3 77

75 uhimiralLanalysisLofLsmallLRNsLsequencingLdataLandLmicroRNsLmodificationsZLBioinformaticsXL2015XL
ecXLeehgYi 7.2 74

74 ulassificationLschemesLforLproteinLstructureLandLfunctionZLNaturegReviewsgGeneticsXL2003XLfXLgbjYck 30.1 74

73 wxtracellularLvesiclesLareLindependentLmetabolicLunitsLwithLasparaginaseLactivityZLNaturegChemicalg
BiologyXL2017XLceXLkgcYkgg 11.7 70

72 MiRYddcLinfluencesLeffectorLfunctionsLandLactinLcytoskeletonLinLmastLcellsZLPLoSgONEXL2011XLhXLedhcee 3.7 69

71 VisualizingLgenomeLandLsystemsLbiologylLtechnologiesXLtoolsXLimplementationLtechniquesLandL
trendsXLpastXLpresentLandLfutureZLGigaScienceXL2015XLfXLej 7.6 60

70 spongeScanlLsLwebLforLdetectingLmicroRNsLbindingLelementsLinLlncRNsLsequencesZLNucleicgAcidsg
ResearchXL2016XLffXLWcihYjb 20.1 59

69 MiRYdgLregulatesLWwpdLandLxbxwiLandLpromotesLreprogrammingLofLmouseLfibroblastLcellsLtoL
iPSusZLPLoSgONEXL2012XLiXLefbkej 3.7 58
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68 wvaluationLofLannotationLstrategiesLusingLanLentireLgenomeLsequenceZLBioinformaticsXL2003XLckXLiciYdh 7.2 58

67 RNscentrallLsLvisionLforLanLinternationalLdatabaseLofLRNsLsequencesZLRnaXL2011XLciXLckfcYh 5.8 54

66 MapMilLautomatedLmappingLofLmicroRNsLlociZLBMCgBioinformaticsXL2010XLccXLcee 3.6 52

65 SolidLtumorsLofLchildhoodLdisplayLspecificLserumLmicroRNsLprofilesZLCancergEpidemiologyg
BiomarkersgandgPreventionXL2015XLdfXLegbYhb 4 50

64 LβNdjLwxpressionLinLmalignantLgermLcellLtumorsLdownregulatesLletYiLandLincreasesLoncogeneL
levelsZLCancergResearchXL2013XLieXLfjidYjf 10.1 50

63 wstimationLofLsyntenyLconservationLandLgenomeLcompactionLbetweenLpufferfishLTxuguULandL
humanZLYeastXL2000XLciXLddYeh 3.4 50

62
TheLtwoLmostLcommonLhistologicalLsubtypesLofLmalignantLgermLcellLtumourLareLdistinguishedLbyL
globalLmicroRNsLprofilesXLassociatedLwithLdifferentialLtranscriptionLfactorLexpressionZLMolecularg
CancerXL2010XLkXLdkb

42.1 48

61 sLlogicYbasedLdiagramLofLsignallingLpathwaysLcentralLtoLmacrophageLactivationZLBMCgSystemsg
BiologyXL2008XLdXLeh 3.5 46

60 tioLayoutTγavaUlLversatileLnetworkLvisualisationLofLstructuralLandLfunctionalLrelationshipsZLAppliedg
BioinformaticsXL2005XLfXLicYf 46

59 TerminalLuridylyltransferasesLtargetLRNsLvirusesLasLpartLofLtheLinnateLimmuneLsystemZLNatureg
StructuralgandgMoleculargBiologyXL2018XLdgXLiijYijh 17.6 44

58 MyriadsLofLproteinLfamiliesXLandLstillLcountingZLGenomegBiologyXL2003XLfXLfbc 18.3 44

57 wxtentXLcausesXLandLconsequencesLofLsmallLRNsLexpressionLvariationLinLhumanLadiposeLtissueZLPLoSg
GeneticsXL2012XLjXLecbbdibf 6 43

56 SerumLlevelsLofLmatureLmicroRNssLinLvβuwRcYmutatedLpleuropulmonaryLblastomaZLOncogenesisXL
2014XLeXLeji 6.6 36

55 SystematicLanalysisLofLoffYtargetLeffectsLinLanLRNsiLscreenLrevealsLmicroRNssLaffectingLsensitivityL
toLTRsβLYinducedLapoptosisZLBMCgGenomicsXL2010XLccXLcig 4.5 36

54 MirnovolLgenomeYfreeLpredictionLofLmicroRNssLfromLsmallLRNsLsequencingLdataLandLsingleYcellsL
usingLdecisionLforestsZLNucleicgAcidsgResearchXL2017XLfgXLecii 20.1 35

53 uOmpleteLywNomeLTrackingLTuOywNTUlLaLflexibleLdataLenvironmentLforLcomputationalLgenomicsZL
BioinformaticsXL2003XLckXLcfgcYd 7.2 35

52 LargeYscaleLanalysisLofLmicroRNsLevolutionZLBMCgGenomicsXL2012XLceXLdcj 4.5 34

51 wnhancedLsusceptibilityLtoLuitrobacterLrodentiumLinfectionLinLmicroRNsYcggYdeficientLmiceZL
InfectiongandgImmunityXL2013XLjcXLideYed 3.7 34

(2013-2003)
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50 SylsrraylLaLwebLserverLforLautomatedLdetectionLofLmiRNsLeffectsLfromLexpressionLdataZL
BioinformaticsXL2010XLdhXLdkbbYc 7.2 34

49 LargeYscaleLanalysisLofLmicroRNsLexpressionXLepiYtranscriptomicLfeaturesLandLbiogenesisZLNucleicg
AcidsgResearchXL2017XLfgXLcbikYcbkb 20.1 33

48 snLβnterferonLRegulatedLMicroRNsLProvidesLtroadLuellYβntrinsicLsntiviralLβmmunityLthroughL
MultihitLzostYvirectedLTargetingLofLtheLSterolLPathwayZLPLoSgBiologyXL2016XLcfXLecbbdehf 9.7 33

47 RNsLmodificationsLdetectionLbyLcomparativeLNanoporeLdirectLRNsLsequencing 33

46 miRYddcLaffectsLmultipleLcancerLpathwaysLbyLmodulatingLtheLlevelLofLhundredsLmessengerLRNssZL
FrontiersgingGeneticsXL2013XLfXLhf 4.5 31

45 eSLUridylationLcontrolsLmatureLmicroRNsLturnoverLduringLuvfLTYcellLactivationZLRnaXL2017XLdeXLjjdYjkc 5.8 30

44 TheLmidbodyLinteractomeLrevealsLunexpectedLrolesLforLPPcLphosphatasesLinLcytokinesisZLNatureg
CommunicationsXL2019XLcbXLfgce 17.4 29

43 vepletionLofLzPVchLearlyLgenesLinducesLautophagyLandLsenescenceLinLaLcervicalLcarcinogenesisL
modelXLregardlessLofLviralLphysicalLstateZLJournalgofgPathologyXL2013XLdecXLegfYhh 9.4 28

42 zighYdensityLPebbLenhancersLcontrolLcellLstateLtransitionsZLBMCgGenomicsXL2015XLchXLkbe 4.5 27

41 ReciprocalLregulationLofLmicroRNsLandLmRNsLprofilesLinLneuronalLdevelopmentLandLsynapseL
formationZLBMCgGenomicsXL2009XLcbXLfck 4.5 27

40 TransposonYdrivenLtranscriptionLisLaLconservedLfeatureLofLvertebrateLspermatogenesisLandL
transcriptLevolutionZLEMBOgReportsXL2017XLcjXLcdecYcdfi 6.5 26

39 NonYcodingLRNsLwxpressionXLxunctionXLandLVariationLduringLvrosophilaLwmbryogenesisZLCurrentg
BiologyXL2018XLdjXLegfiYeghcZek 6.3 26

38 TranscriptionYassociatedLproteinLfamiliesLareLprimarilyLtaxonYspecificZLBioinformaticsXL2001XLciXLkgYi 7.2 25

37 sLprogrammedLwaveLofLuridylationYprimedLmRNsLdegradationLisLessentialLforLmeioticLprogressionL
andLmammalianLspermatogenesisZLCellgResearchXL2019XLdkXLddcYded 24.7 24

36 sctivationLofLtheLTyx˛†LpathwayLimpairsLendothelialLtoLhaematopoieticLtransitionZLScientificgReportsXL
2016XLhXLdcgcj 4.9 23

35 βmprovedLdefinitionLofLtheLmouseLtranscriptomeLviaLtargetedLRNsLsequencingZLGenomegResearchXL
2016XLdhXLibgYch 9.7 23

34 MiRYdiiafkjkLregulateLtranscriptionalLlandscapeLduringLjuvenileLtoLadultLtransitionLinLtheLparasiticL
helminthLSchistosomaLmansoniZLPLoSgNeglectedgTropicalgDiseasesXL2017XLccXLebbbgggk 4.8 21

33 xusionLandLfissionLofLgenesLdefineLaLmetricLbetweenLfungalLgenomesZLPLoSgComputationalgBiologyXL
2008XLfXLecbbbdbb 5 21
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32 uoyenTWWlLanLextensiveLandLextensibleLdataLenvironmentLforLcomputationalLgenomicsZL
BioinformaticsXL2005XLdcXLejbhYcb 7.2 20

31 SchwannLcellLreprogrammingLintoLrepairLcellsLincreasesLmiRNsYdcLexpressionLinLexosomesL
promotingLaxonalLgrowthZLJournalgofgCellgScienceXL2020XLceeXL 5.3 18

30 MagicMatchYYcrossYreferencingLsequenceLidentifiersLacrossLdatabasesZLBioinformaticsXL2005XLdcXLefdkYeb7.2 18

29 RNsLmodificationsLdetectionLbyLcomparativeLNanoporeLdirectLRNsLsequencingZLNatureg
CommunicationsXL2021XLcdXLickj 17.4 18

28 vefectiveLgermlineLreprogrammingLrewiresLtheLspermatogonialLtranscriptomeZLNaturegStructuralg
andgMoleculargBiologyXL2018XLdgXLekfYfbf 17.6 16

27 vetectingLandLcomparingLnonYcodingLRNssLinLtheLhighYthroughputLeraZLInternationalgJournalgofg
MoleculargSciencesXL2013XLcfXLcgfdeYgj 6.3 16

26 MessengerLRNsLandLmicroRNsLprofilingLduringLearlyLmouseLwtLformationZLGenegExpressiongPatterns
XL2011XLccXLeefYff 1.5 16

25 venoisingLinferredLfunctionalLassociationLnetworksLobtainedLbyLgeneLfusionLanalysisZLBMCg
GenomicsXL2007XLjXLfhb 4.5 16

24 LackLofLcorrelationLbetweenLpredictedLandLactualLoffYtargetLeffectsLofLshortYinterferingLRNssL
targetingLtheLhumanLpapillomavirusLtypeLchLwiLoncogeneZLBritishgJournalgofgCancerXL2013XLcbjXLfgbYhb 8.7 15

23 evLmodelLofLharlequinLichthyosisLrevealsLinflammatoryLtherapeuticLtargetsZLJournalgofgClinicalg
InvestigationXL2020XLcebXLfikjYfjcb 15.9 15

22 sLMβLβYindependentLpiRNsLbiogenesisLpathwayLempowersLpartialLgermlineLreprogrammingZLNatureg
StructuralgandgMoleculargBiologyXL2017XLdfXLhbfYhbh 17.6 14

21 sLNeuronalLTranscriptomeLResponseLβnvolvingLStressLPathwaysLisLtufferedLbyLNeuronalLmicroRNssZL
FrontiersgingNeuroscienceXL2012XLhXLcgh 5.1 13

20 MicroRNsLTargetsLinLvrosophilaL2003XLfXLPj 13

19 VisualisationLofLtioPsXLNetworksLusingLtioLayoutLwxpressLTevUZLF1yyyResearchXL2014XLeXLdfh 3.6 13

18 wxploringLregulatoryLnetworksLofLmiRYkhLinLtheLdevelopingLinnerLearZLScientificgReportsXL2016XLhXLdeehe 4.9 11

17 ReYannotationLofLtheLphysicalLmapLofLylycineLmaxLforLpolyploidYlikeLregionsLbyLtsuLendLsequenceL
drivenLwholeLgenomeLshotgunLreadLassemblyZLBMCgGenomicsXL2008XLkXLede 4.5 10

16 wvolutionaryLandLfunctionalLinsightsLintoLLeishmaniaLMwTsclLevidenceLforLlateralLgeneLtransferLandL
aLroleLforLMwTscLinLsecretionZLBMCgEvolutionarygBiologyXL2011XLccXLeef 3 9

15 LargeYscaleLidentificationLofLmicroRNsLtargetsLinLmurineLvgcrjYdeficientLembryonicLstemLcellLlinesZL
PLoSgONEXL2012XLiXLefcihd 3.7 8

(2012-2005)
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14 wxplorationLofLsignalsLofLpositiveLselectionLderivedLfromLgenotypeYbasedLhumanLgenomeLscansL
usingLreYsequencingLdataZLHumangGeneticsXL2012XLcecXLhhgYif 6.3 8

13 βnLsituLfunctionalLdissectionLofLRNsLcisYregulatoryLelementsLbyLmultiplexLuRβSPRYuaskLgenomeL
engineeringZLNaturegCommunicationsXL2017XLjXLdcbk 17.4 7

12 iMotifslLanLintegratedLsequenceLmotifLvisualizationLandLanalysisLenvironmentZLBioinformaticsXL2010XL
dhXLjfeYf 7.2 7

11 yenomicLpositionalLconservationLidentifiesLtopologicalLanchorLpointLTtapURNssLlinkedLtoL
developmentalLloci 7

10 ShortYLandLlongYrangeLcisLinteractionsLbetweenLintegratedLzPVLgenomesLandLcellularLchromatinL
dysregulateLhostLgeneLexpressionLinLearlyLcervicalLcarcinogenesisZLPLoSgPathogensXL2021XLciXLecbbkjig 7.6 5

9 suthorLresponselLsLhighYresolutionLmRNsLexpressionLtimeLcourseLofLembryonicLdevelopmentLinL
zebrafishL2017XL 4

8 MappingLfunctionalLassociationsLinLtheLentireLgenomeLofLvrosophilaLmelanogasterLusingLfusionL
analysisZLComparativegandgFunctionalgGenomicsXL2003XLfXLeeiYfc 3

7 sLhighYresolutionLmRNsLexpressionLtimeLcourseLofLembryonicLdevelopmentLinLzebrafish 2

6 VisualizationLandLanalysisLofLRNsYSeqLassemblyLgraphsZLNucleicgAcidsgResearchXL2019XLfiXLidhdYidig 20.1 1

5 uomputationalLPredictionLofLProteinYProteinLβnteractionsL2005XLhdkYhgd 1

4 TerminalLuridylyltransferasesLtargetLRNsLvirusesLasLpartLofLtheLinnateLimmuneLsystemLinLanimals 1

3 SmallpoxLvaccinationLinducesLaLsubstantialLincreaseLinLcommensalLskinLbacteriaLthatLpromoteL
pathologyLandLinfluenceLtheLhostLresponseZZLPLoSgPathogensXL2022XLcjXLecbbkjgf 7.6 1

2 miRtaselLaLdatabaseLofLmicroRNsLsequencesXLtargetsLandLnomenclaturecgiYcic

1 vetectingLMicroRNsLSignaturesLUsingLyeneLwxpressionLsnalysisL2014XLcdkYcgb
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