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83 InLSearchLofLwomplexLxiseaseLRiskLthroughL|enomeLWideLussociationLStudiesbLMathematicsYL2021YL
mYLgdlg 2.3

82 |uh| nLInternationalLpoliciesLandLstandardsLforLdataLsharingLacrossLgenomicLresearchLandL
healthcarebbLCellhGenomicsYL2021YLeYLedddfmaedddfm 20

81 RecessiveL|enomeawideLMetaaanalysisLIlluminatesL|eneticLurchitectureLofLTypeLfLxiabetesbL
DiabetesYL2021YL 0.9 0

80 TI|yRnLTheLgeneLexpressionLregulatoryLvariationLlandscapeLofLhumanLpancreaticLisletsbLCellhReportsYL
2021YLgkYLedmldk 10.6 5

79 TheLimpactLofLnonaadditiveLgeneticLassociationsLonLagearelatedLcomplexLdiseasesbLNatureh
CommunicationsYL2021YLefYLfhgj 17.4 10

78 PolymorphicLInversionsLUnderlieLtheLSharedL|eneticLSusceptibilityLofLObesityaRelatedLxiseasesbL
AmericanhJournalhofhHumanhGeneticsYL2020YLedjYLlhjalil 11 3

77 |enomicLandLepigenomicLinsightsLintoLtheLoriginYLpathogenesisYLandLclinicalLbehaviorLofLmantleLcellL
lymphomaLsubtypesbLBloodYL2020YLegjYLehemaehgf 2.2 53

76 PanacancerLanalysisLofLwholeLgenomesLidentifiesLdriverLrearrangementsLpromotedLbyLLINyaeL
retrotranspositionbLNaturehGeneticsYL2020YLifYLgdjagem 36.3 122

75 yxtrachromosomalLcircularLxNuLdrivesLoncogenicLgenomeLremodelingLinLneuroblastomabLNatureh
GeneticsYL2020YLifYLfmagh 36.3 70

74 ynhancerLhijackingLdeterminesLextrachromosomalLcircularLMYwNLampliconLarchitectureLinL
neuroblastomabLNaturehCommunicationsYL2020YLeeYLilfg 17.4 34

73 RetrospectiveLevaluationLofLwholeLexomeLandLgenomeLmutationLcallsLinLkhjLcancerLsamplesbL
NaturehCommunicationsYL2020YLeeYLhkhl 17.4 10

72 MaternalLandLfetalLgeneticLeffectsLonLbirthLweightLandLtheirLrelevanceLtoLcardioametabolicLriskL
factorsbLNaturehGeneticsYL2019YLieYLldhaleh 36.3 181

71 InsightLintoLgeneticLpredispositionLtoLchronicLlymphocyticLleukemiaLfromLintegrativeLepigenomicsbL
NaturehCommunicationsYL2019YLedYLgjei 17.4 19

70  umanLpancreaticLisletLthreeadimensionalLchromatinLarchitectureLprovidesLinsightsLintoLtheL
geneticsLofLtypeLfLdiabetesbLNaturehGeneticsYL2019YLieYLeegkaeehl 36.3 111

69 andLhijackLimmunoglobulinLlightachainLenhancersLinLcyclinLxeLmantleLcellLlymphomabLBloodYL2019YL
eggYLmhdamie 2.2 48

68
|enomicLprofilingLinLadvancedLstageLnonasmallacellLlungLcancerLpatientsLwithLplatinumabasedL
chemotherapyLidentifiesLgermlineLvariantsLwithLprognosticLvalueLinLSMYxfbLCancerhTreatmenthandh
ResearchhCommunicationsYL2018YLeiYLfeage

2 8

67 ReaanalysisLofLpublicLgeneticLdataLrevealsLaLrareLXachromosomalLvariantLassociatedLwithLtypeLfL
diabetesbLNaturehCommunicationsYL2018YLmYLgfe 17.4 50
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66 |enomeawideLassociationLandL LuLfineamappingLstudiesLidentifyLriskLlociLandLgeneticLpathwaysL
underlyingLallergicLrhinitisbLNaturehGeneticsYL2018YLidYLedkfaedld 36.3 52

65 |enomeawideLassociationLstudyLmetaaanalysisLidentifiesLfiveLnewLlociLforLsystemicLlupusL
erythematosusbLArthritishResearchhandhTherapyYL2018YLfdYLedd 5.7 47

64
uLcanceraassociatedLpolymorphismLinLySwRTaIIILdisruptsLtheLabscissionLcheckpointLandLpromotesL
genomeLinstabilitybLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL
2018YLeeiYLylmddaylmdl

11.5 28

63 MultitraitLgenomeLassociationLanalysisLidentifiesLnewLsusceptibilityLgenesLforLhumanL
anthropometricLvariationLinLtheL|wuTLcohortbLJournalhofhMedicalhGeneticsYL2018YLiiYLkjiakkl 5.8 12

62 TheLreferenceLepigenomeLandLregulatoryLchromatinLlandscapeLofLchronicLlymphocyticLleukemiabL
NaturehMedicineYL2018YLfhYLljlalld 50.5 103

61 uLkidneyadiseaseLgeneLpanelLallowsLaLcomprehensiveLgeneticLdiagnosisLofLcysticLand´ glomerularL
inheritedLkidneyLdiseasesbLKidneyhInternationalYL2018YLmhYLgjgagke 9.9 57

60 P|vxiLpromotesLsiteaspecificLoncogenicLmutationsLinLhumanLtumorsbLNaturehGeneticsYL2017YLhmYLeddiaedeh36.3 40

59 xysregulationLofLPlacentalLmiRNuLinLMaternalLObesityLIsLussociatedLWithLPreaLandLPostnatalL
|rowthbLJournalhofhClinicalhEndocrinologyhandhMetabolismYL2017YLedfYLfilhafimh 5.6 45

58 MetforminLaltersLtheLgutLmicrobiomeLofLindividualsLwithLtreatmentanaiveLtypeLfLdiabetesYL
contributingLtoLtheLtherapeuticLeffectsLofLtheLdrugbLNaturehMedicineYL2017YLfgYLlidalil 50.5 732

57 uLLossaofazunctionLSpliceLucceptorLVariantLinLIsLProtectiveLforLTypeLfLxiabetesbLDiabetesYL2017YLjjYLfmdgafmeh0.9 32

56 TheLvLUyPRINTLxataLunalysisLPortalbLCellhSystemsYL2016YLgYLhmeahmibei 10.6 71

55 TheLInternationalL umanLypigenomeLwonsortiumnLuLvlueprintLforLScientificLwollaborationLandL
xiscoverybLCellYL2016YLejkYLeehiaeehm 56.2 232

54 TuningLfreshnLradiationLthroughLrewiringLofLcentralLmetabolismLinLstreamlinedLbacteriabLISMEh
JournalYL2016YLedYLemdfaeh 11.9 31

53 ypigenomicLanalysisLdetectsLaberrantLsuperaenhancerLxNuLmethylationLinLhumanLcancerbLGenomeh
BiologyYL2016YLekYLee 18.3 141

52 |enomeawideLassociationsLforLbirthLweightLandLcorrelationsLwithLadultLdiseasebLNatureYL2016YLiglYLfhlafif50.4 266

51 NonacodingLrecurrentLmutationsLinLchronicLlymphocyticLleukaemiabLNatureYL2015YLifjYLiemafh 50.4 565

50 ulteredLwirculatingLmiRNuLyxpressionLProfileLinLPregestationalLandL|estationalLObesitybLJournalhofh
ClinicalhEndocrinologyhandhMetabolismYL2015YLeddYLyehhjaij 5.6 68

49 SurgeryaInducedLWeightLLossLIsLussociatedLWithLtheLxownregulationLofL|enesLTargetedLbyL
MicroRNusLinLudiposeLTissuebLJournalhofhClinicalhEndocrinologyhandhMetabolismYL2015YLeddYLyehjkakj 5.6 35
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48 uLcomprehensiveLassessmentLofLsomaticLmutationLdetectionLinLcancerLusingLwholeagenomeL
sequencingbLNaturehCommunicationsYL2015YLjYLeddde 17.4 199

47 uLgenomeawideLassociationLstudyLidentifiesLwx RgLasLaLsusceptibilityLlocusLforLearlyLchildhoodL
asthmaLwithLsevereLexacerbationsbLNaturehGeneticsYL2014YLhjYLieai 36.3 376

46 womprehensiveLcharacterizationLofLcomplexLstructuralLvariationsLinLcancerLbyLdirectlyLcomparingL
genomeLsequenceLreadsbLNaturehBiotechnologyYL2014YLgfYLeedjaef 44.5 62

45 SomaticLsignatureLofLbrainaspecificLsingleLnucleotideLvariationsLinLsporadicLulzheimerTsLdiseasebL
JournalhofhAlzheimerrshDiseaseYL2014YLhfYLegikalf 4.3 31

44 |enomicsLofLecologicalLadaptationLinLcactophilicLxrosophilabLGenomehBiologyhandhEvolutionYL2014YLkYLghmajj3.9 38

43 udaptationLtoLenvironmentalLfactorsLshapesLtheLorganizationLofLregulatoryLregionsLinLmicrobialL
communitiesbLBMChGenomicsYL2014YLeiYLlkk 4.5 13

42 UnravellingLtheLhiddenLxNuLstructuralcphysicalLcodeLprovidesLnovelLinsightsLonLpromoterLlocationbL
NucleichAcidshResearchYL2013YLheYLkffdagd 20.1 11

41 wommonLgeneticLvariantsLofLsurfactantLproteinaxLUSPaxVLareLassociatedLwithLtypeLfLdiabetesbLPLoSh
ONEYL2013YLlYLejdhjl 3.7 12

40 ImpactLofLmethylationLonLtheLphysicalLpropertiesLofLxNubLBiophysicalhJournalYL2012YLedfYLfehdal 2.9 89

39 TheLtomatoLgenomeLsequenceLprovidesLinsightsLintoLfleshyLfruitLevolutionbLNatureYL2012YLhliYLjgiahe 50.4 2138

38 vLUyPRINTLtoLdecodeLtheLepigeneticLsignatureLwrittenLinLbloodbLNaturehBiotechnologyYL2012YLgdYLffhaj 44.5 261

37 IdentificationLofLnovelLtypeLfLdiabetesLcandidateLgenesLinvolvedLinLtheLcrosstalkLbetweenLtheL
mitochondrialLandLtheLinsulinLsignalingLsystemsbLPLoShGeneticsYL2012YLlYLeeddgdhj 6 17

36 ReLuYLaLlocalLalignmentLsearchLtoolLforLtheLidentificationLofLdistalLandLproximalLgeneLregulatoryL
regionsLandLtheirLconservedLtranscriptionLfactorLbindingLsitesbLBioinformaticsYL2012YLflYLkjgakd 7.2 11

35 ynterotypesLofLtheLhumanLgutLmicrobiomebLNatureYL2011YLhkgYLekhald 50.4 4240

34 WholeagenomeLsequencingLidentifiesLrecurrentLmutationsLinLchronicLlymphocyticLleukaemiabLNature
YL2011YLhkiYLedeai 50.4 1206

33 SelectiveLmaintenanceLofLxrosophilaLtandemlyLarrangedLduplicatedLgenesLduringLevolutionbL
GenomehBiologyYL2008YLmYLRekj 18.3 10

32 ProjectionLstructureLofLaLmemberLofLtheLaminoLacidcpolyaminecorganocationLtransporterL
superfamilybLJournalhofhBiologicalhChemistryYL2008YLflgYLggfhdal 5.4 34

31 xNulivenLaLtoolLforLtheLphysicalLanalysisLofLxNuLatLtheLgenomicLscalebLBioinformaticsYL2008YLfhYLekgeaf 7.2 22
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30 IsLthereLselectionLforLtheLpaceLofLsuccessiveLinactivationLofLtheLarpuTLgeneLinLprimatessbLJournalhofh
MolecularhEvolutionYL2008YLjkYLfgal 3.1 2

29 zunctionalLandLstructuralLcharacterizationLofLtheLfirstLprokaryoticLmemberLofLtheLLaaminoLacidL
transporterLULuTVLfamilynLaLmodelLforLuPwLtransportersbLJournalhofhBiologicalhChemistryYL2007YLflfYLegfkdale5.4 35

28 xeterminingLpromoterLlocationLbasedLonLxNuLstructureLfirstaprinciplesLcalculationsbLGenomeh
BiologyYL2007YLlYLRfjg 18.3 98

27 IdentificationLandLanalysisLofLgenesLandLpseudogenesLwithinLduplicatedLregionsLinLtheLhumanLandL
mouseLgenomesbLPLoShComputationalhBiologyYL2006YLfYLekj 5 20

26 PuLfNuLnLrobustLconversionLofLproteinLsequenceLalignmentsLintoLtheLcorrespondingLcodonL
alignmentsbLNucleichAcidshResearchYL2006YLghYLWjdmaef 20.1 1686

25 ProteinLcodingLpotentialLofLretrovirusesLandLotherLtransposableLelementsLinLvertebrateLgenomesbL
NucleichAcidshResearchYL2005YLggYLmhjaih 20.1 40

24 |enerationLandLannotationLofLtheLxNuLsequencesLofLhumanLchromosomesLfLandLhbLNatureYL2005YL
hghYLkfhage 50.4 61

23 InitialLsequenceLofLtheLchimpanzeeLgenomeLandLcomparisonLwithLtheLhumanLgenomebLNatureYL2005YL
hgkYLjmalk 50.4 1828

22
IdentificationLandLfunctionalLcharacterizationLofLaLnovelLlowLaffinityLaromaticapreferringLaminoLacidL
transporterLUarpuTVbLOneLofLtheLfewLproteinsLsilencedLduringLprimateLevolutionbLJournalhofh
BiologicalhChemistryYL2005YLfldYLemgjhakf

5.4 21

21 vLuSTf|yNynLaLcomprehensiveLconversionLofLvLuSTLoutputLintoLindependentLgenesLandLgeneL
fragmentsbLBioinformaticsYL2004YLfdYLemjlakd 7.2 17

20 |enomeLsequenceLofLtheLvrownLNorwayLratLyieldsLinsightsLintoLmammalianLevolutionbLNatureYL2004
YLhflYLhmgaife 50.4 1689

19 SequenceLandLcomparativeLanalysisLofLtheLchickenLgenomeLprovideLuniqueLperspectivesLonL
vertebrateLevolutionbLNatureYL2004YLhgfYLjmiakej 50.4 2143

18 uLgenomeawideLsurveyLofLhumanLpseudogenesbLGenomehResearchYL2003YLegYLfiimajk 9.7 213

17 TheLxNuLsequenceLofLhumanLchromosomeLkbLNatureYL2003YLhfhYLeikajh 50.4 202

16 vasolateralLLuTafLhasLaLmajorLroleLinLtheLtransepithelialLfluxLofLLacystineLinLtheLrenalLproximalL
tubuleLcellLlineLOKbLJournalhofhthehAmericanhSocietyhofhNephrology:hJASNYL2003YLehYLlgkahk 12.7 39

15 TheLhumanLgenomenLgenesYLpseudogenesYLandLvariationLonLchromosomeLkbLColdhSpringhHarborh
SymposiahonhQuantitativehBiologyYL2003YLjlYLegaff 3.9

14 InitialLsequencingLandLcomparativeLanalysisLofLtheLmouseLgenomebLNatureYL2002YLhfdYLifdajf 50.4 5376

13 womparativeLgenomeLandLproteomeLanalysisLofLunophelesLgambiaeLandLxrosophilaLmelanogasterbL
ScienceYL2002YLfmlYLehmaim 33.3 455

(2002-2008)
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12 SequentialLaminoLacidLexchangeLacrossLbUdYXValikeLsystemLinLchickenLbrushLborderLjejunumbLJournalh
ofhMembranehBiologyYL2001YLeldYLfegafd 2.3 37

11 zunctionalLanalysisLofLnovelLmutationsLinLyUXVLuTaeLaminoLacidLtransporterLgeneLcausingLlysinuricL
proteinLintoleranceLULPIVbLHumanhMolecularhGeneticsYL2000YLmYLhgeal 5.6 56

10
IdentificationLofLaLmembraneLproteinYLLuTafYLthatLwoaexpressesLwithLhzfLheavyLchainYLanLLatypeL
aminoLacidLtransportLactivityLwithLbroadLspecificityLforLsmallLandLlargeLzwitterionicLaminoLacidsbL
JournalhofhBiologicalhChemistryYL1999YLfkhYLemkglahh

5.4 301

9 NonatypeLILcystinuriaLcausedLbyLmutationsLinLSLwkumYLencodingLaLsubunitLUboYXuTVLofLrvuTbLNatureh
GeneticsYL1999YLfgYLifak 36.3 232

8 IdentificationLofLSLwkukYLencodingLyXLuTaeYLasLtheLlysinuricLproteinLintoleranceLgenebLNatureh
GeneticsYL1999YLfeYLfmgaj 36.3 246

7
IdentificationLandLcharacterizationLofLaLmembraneLproteinLUyXLLaminoLacidLtransporteraeVLthatL
associatesLwithLhzfhcLtoLencodeLtheLaminoLacidLtransportLactivityLyXLbLuLcandidateLgeneLforL
lysinuricLproteinLintolerancebLJournalhofhBiologicalhChemistryYL1998YLfkgYLgfhgkahi

5.4 265

6 TheLmolecularLbasisLofLcystinurianLtheLroleLofLtheLrvuTLgenebLAminohAcidsYL1996YLeeYLffiahj 3.5 13

5 LargeaScaleLUniformLunalysisLofLwancerLWholeL|enomesLinLMultipleLwomputingLynvironments 14

4 TheLimpactLofLnonaadditiveLgeneticLassociationsLonLagearelatedLcomplexLdiseases 3

3 womparativeLanalysisLofLneutrophilLandLmonocyteLepigenomes 2

2  umanLpancreaticLisletLgxLchromatinLarchitectureLprovidesLinsightsLintoLtheLgeneticsLofLtypeLfLdiabetes 7

1 |wuT|PanelYLaLcomprehensiveLstructuralLvariantLhaplotypeLmapLofLtheLIberianLpopulationLfromL
highacoverageLwholeagenomeLsequencing 1
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