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ABA receptor PYL9 promotes drought resistance and leaf senescence. Proceedings of the National
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<i>Arabidopsis</i>Paired Amphipathic Helix Proteins SNL1 and SNL2 Redundantly Regulate Primary Seed
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25, 149-166.

The resurrection genome of <i>Boea hygrometrica</i> : A blueprint for survival of dehydration.
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A novel role for histone methyltransferase KYP/SUVH4 in the control of <i>Arabidopsis</i> primary
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Proteome analysis of leaves from the resurrection plant Boea hygrometrica in response to 3.9 101
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Arabidopsis seed germination speed is controlled by SNL histone deacetylase-binding factor-mediated
regulation of AUX1. Nature Communications, 2016, 7, 13412.

MicroRNA857 Is Involved in the Regulation of Secondary Growth of Vascular Tissues in Arabidopsis. 48 67
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Single-molecule fluorescence imaging to quantify membrane protein dynamics and oligomerization in
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Ectopic over-expression of BhHsf1, a heat shock factor from the resurrection plant Boea
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Global TranscriFtome Analysis Reveals Acclimation-Primed Processes Involved in the Acquisition of
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Cloning and expression analysis of a dirigent protein gene from the resurrection plant Boea
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Understanding desiccation tolerance using the resurrection plant Boea hygrometrica as a model
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Arabidopsis Blue Light Receptor Phototropin 1 Undergoes Blue Light-Induced Activation in Membrane 8.3 44
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Transcriptome reprogramming during severe dehydration contributes to physiological and metabolic
changes in the resurrection plant Haberlea rhodopensis. BMC Plant Biology, 2018, 18, 351.
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Weighted Gene Co-expression Network Analysis (WGCNA) Reveals the Hub Role of Protein

Ubiquitination in the Acquisition of Desiccation Tolerance in Boea hygrometrica. Plant and Cell
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Acclimation-induced metabolic reprogramming contributes to rapid desiccation tolerance acquisition

in Boea hygrometrica. Environmental and Experimental Botany, 2018, 148, 70-84. 42 23
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BhbZIP60 from Resurrection Plant Boea hygrometrica Is an mRNA Splicing-Activated Endoplasmic

Reticulum Stress Regulator Involved in Drought Tolerance. Frontiers in Plant Science, 2017, 8, 245.

DNA methylation-mediated modulation of rapid desiccation tolerance acquisition and dehydration
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Common and Specific Mechanisms of Desiccation Tolerance in Two Gesneriaceae Resurrection Plants.
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Molecular cloning and differential expression of sHSP gene family members from the resurrection
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A modified GFP facilitates counting membrane protein subunits by step-wise photobleaching in
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An Effective and Inducible System of TAL Effector-Mediated Transcriptional Repression inAArabidopsis.
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Comparative analysis of physiological, agronomic and transcriptional responses to drought stress in
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